
Overall study scheme
Genome scan (GS2) data and linkage analysis on 24 families (138 individuals)

FM1 data with 10 additional microsatellite markers on 24 families, extra siblings
Linkage analysis (168 individuals)

NDRG1 sequencing
in 32 chromosomes

Fine mapping data with additional SNP genotypes from selected genes on 
individuals from 24 plus 6 additional (=30) families, 22 single familial 
cases and 3 unaffected control ind.

Linkage analysis of 30 families with microsatellites 
and SNPs (FM2, 269 individuals)

Family-based PLINK association 
analysis (283 individuals)

Sequencing of MIRN30B, MIRN30D and KHDRBS3
in 14 chromosomes

Note. The sample set size (No. Ind) is the successfully genotyped individuals, contributing  with information in each analysis.
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