
Parent

GC-content
Length

Depth

Filter fraction

Site

Number Of Seq Reads

Relative abundance

MED800 DCM SurfaceDepth

Girus Protistan
BacterialFilter fraction

Tara007 Tara009 Tara018

Tara023 Tara025 Tara030
Site

(Max: 39507 bp)

(Max ~ 0.37)

0

0

744458992

0.39


