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Sinorhizobium meliloti 
Rhodobacter sphaeroides 2.4.1

Xanthobacter flavus 

GOS hypothetical protein (EDB85359)
GOS hypothetical protein (EDD64574)

GOS hypothetical protein (EBN02296)
GOS hypothetical protein (EDC15610)

Nitrosococcus oceani ATCC 19707 

Chrysochromulina hirta 
Emiliania huxleyi

Pleurochrysis carterae 
Olisthodiscus luteus 

Odontella sinensis
Cylindrotheca sp. strain N1 

Ectocarpus siliculosus 
Porphyridium aerugineum 

Nitrosospira multiformis ATCC 25196

Aurantimonas sp. SI85-9A1 
Nitrobacter winogradskyi Nb-255 

Bradyrhizobium japonicum USDA110 
Rhodopseudomonas palustris HaA2
Rhodopseudomonas palustris BisB5
Rhodopseudomonas palustris BisA53
Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris CGA009 


