Fig. S1. Knockdown efficiency for LRIM9 transcript. RNA was extracted from 10 mosquitoes after dsGFP or dsLRIM9 injection and cDNA synthesized. LRIM9 expression was determined using qRT-PCR and normalized to ribosomal S7. LRIM9 expression in dsLRIM9-treated mosquitoes was calculated relative to expression

in dsGFP-treated mosquitoes. Mean efficiency from two independent experiments is shown with standard error bars.
Fig. S2. Development of an LRIM9 antibody. Mosquitoes were injected with dsGFP, dsLRIM9 or dsLRIM1 and hemolymph was collected after 4 days. Non-reduced hemolymph was analyzed by western blot and probed with pre-immune serum or the LRIM9 antibody. A unique band at approximately 50 kDa was

detected in dsGFP- and dsLRIM1-treated mosquitoes but was absent in dsLRIM9 and the preimmune serum (see red arrowhead). Blots were re-probed with a SRPN3 antibody as a loading control.
Fig. 3. Induction of LRIM9 protein by blood feeding is prevented by gene silencing. Three days after GFP or LRIM9 silencing, mosquitoes were fed either sugar or murine blood. Hemolymph collected 24 h later was analyzed by western blot using antibodies against LRIM9 and SRPN3 (as a loading control). LRIM9 protein is shown at approximately 50 kDa (red arrowhead). A band at approximately 70 kDa and another faint cluster of bands between 180 and 250 kDa were unaffected by LRIM9 silencing and therefore considered non-specific.
Fig. S4. LRIM9 protein is induced after feeding on human blood. Mosquitoes were allowed to feed on human blood and hemolymph was collected after 8, 24, 48 and 72 hours. Hemolymph was analyzed by western blot under non-reducing conditions and probed with antibodies against LRIM9, SRPN3 (as a loading control) and APL1C (to detect the LRIM1/APL1C complex).
