Supplementary table 1: Strong correlations between gene expression and methylation located in the same gene

Spearman Coef (r’) Trancript CpG methylation
r? Categ Type Probeset Gene Chr Start End Name Gene Maplinfo CPG_cat
-0.76 neg cis-acting 7914003 Clorfl72 1 27276048 27286901 | cgl19125999 Clorfl72 27287282 CpG_shore
-0.71  neg cis-acting 7914003 Clorfl72 1 27276048 27286901 | cg21921474 Clorfl72 27287181 CpG_island
-0.70  neg cis-acting 7920271 S100A4 1 153516098 153518282 |cg24691453 S100A4 153518384 CpG_shore
-0.74 neg cis-acting 7923406 PTPN7 1 202116143 202129751 | cg18384097 PTPN7 202129566 Out_CpG_isl_shore
-0.70 neg cis-acting 7909164 CTSE 1 206317459 206332103 | cg04457794 CTSE 206317654 CpG_shore
0.72 pos cis-acting 8054281 LONRF2 2 100889754 100939195 |cgl2232463 LONRF2 100926650 CpG_shore
-0.79  neg cis-acting 8044584 PSD4 2 113931560 113960676 |cgl3273136 PSD4 113931565 CpG_shore
-0.70  neg cis-acting 8078252 UBE2E2 3 23244784 23632296 | cgl19803671 UBE2E2 23245422 CpG_island
-0.78 neg cis-acting 8079124 ZNF662 3 42947402 42960825 | cg26523005 ZNF662 42947267 Out_CpG_isl_shore
-0.70  neg cis-acting 8092654 RPL39L 3 186838741 186857263 | cg07693270 RPL39L 186856928 CpG_island
-0.72  neg cis-acting 8099144 EVC2 4 5564147 5711275 |cgl15305511 EVC2 5712676 CpG_island
0.83 pos cis-acting 8111019 DNAH5 5 13690437 13944589 | cg14880800 DNAH5 13945990 CpG_shore
0.72 pos cis-acting 8111677 LIFR 5 38475065 38595507 | cg01796228 LIFR 38596220 CpG_island
-0.71  neg cis-acting 8109049 SPINK?7 5 147691990 147695479 | cg19404190 SPINK?7 147692173 CpG_shore
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