Supplementary Table 2. Genes Down-regulated in the Collagen Group
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	Gene name
	Fold change

	Mthfd2l 
	methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 2-like
	0.67

	Trim12a 
	tripartite motif-containing 12A
	0.67

	Zcwpw2 
	zinc finger, CW type with PWWP domain 2
	0.67

	Hspa8 
	heat shock protein 8
	0.66

	C6 
	complement component 6
	0.66

	D3Ertd751e 
	DNA segment, Chr 3, ERATO Doi 751, expressed
	0.66

	Atp6v1d 
	ATPase, H+ transporting, lysosomal V1 subunit D
	0.66

	Zfp229 
	zinc finger protein
	0.66

	St6galnac1 
	ST6(alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 1
	0.66

	Dnajc13 
	DnaJ (Hsp40) homolog, subfamily C, member 13
	0.66

	Ndufaf1 
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 1
	0.66

	Frzb 
	frizzled-related protein
	0.66

	Ano5 
	anoctamin 5
	0.66

	Cep192 
	centrosomal protein 192
	0.65

	Ptpn3 
	protein tyrosine phosphatase, non-receptor type 3
	0.65

	Olfr1193 
	olfactory receptor 1193
	0.65

	Mir203 
	microRNA 203
	0.65

	Paip1 
	polyadenylate binding protein-interacting protein 1
	0.65

	Trim59 
	tripartite motif-containing 59
	0.65

	Dkc1 
	dyskeratosis congenita 1, dyskerin homolog (human)
	0.65

	Myo18b 
	myosin XVIIIb 
	0.65

	Sestd1 
	SEC14 and spectrin domains 1
	0.64

	Klhdc2 
	kelch domain containing 2
	0.64

	Hspd1 
	heat shock protein 1 (chaperonin)
	0.64

	Ltn1 
	listerin E3 ubiquitin protein ligase 1
	0.64

	Asb11 
	ankyrin repeat and SOCS box-containing 11
	0.63

	Myo18b 
	myosin XVIIIb 
	0.63

	Ndufb6 
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6
	0.63

	Nubpl 
	nucleotide binding protein-like
	0.63

	Ccdc141 
	coiled-coil domain containing 141
	0.63

	Snord37 
	small nucleolar RNA, C/D box 37
	0.62

	Mir19a 
	microRNA 19a
	0.62

	Med31 
	mediator of RNA polymerase II transcription, subunit 31 homolog (yeast)
	0.62

	H19, Mir675 
	H19 fetal liver mRNA | microRNA 675
	0.62

	Magoh 
	mago-nashi homolog, proliferation-associated (Drosophila)
	0.62

	Cxcl10 
	chemokine (C-X-C motif) ligand 10
	0.62

	Smyd1 
	SET and MYND domain containing 1
	0.62

	Tpsab1 
	tryptase alpha/beta 1
	0.62

	Mrpl47 
	mitochondrial ribosomal protein L47
	0.62

	Atoh1 
	atonal homolog 1 (Drosophila)
	0.62

	Olfr1049 
	olfactory receptor 1049
	0.61

	Tc2n 
	tandem C2 domains, nuclear
	0.61

	Abra 
	actin-binding Rho activating protein
	0.60

	Lzic 
	leucine zipper and CTNNBIP1 domain containing
	0.60

	Snord116 
	small nucleolar RNA, C/D box 116 cluster
	0.60

	Armcx5 
	armadillo repeat containing, X-linked 5
	0.60

	Myf6 
	myogenic factor 6
	0.60

	Idh3a 
	isocitrate dehydrogenase 3 (NAD+) alpha
	0.59

	Cyp17a1 
	cytochrome P450, family 17, subfamily a, polypeptide 1
	0.59

	Xirp1 
	xin actin-binding repeat containing 1
	0.58

	Olfr172 
	olfactory receptor 172
	0.56

	Tceal1 
	transcription elongation factor A (SII)-like 1
	0.56

	Serpinb3a 
	serine (or cysteine) peptidase inhibitor, clade B (ovalbumin), member 3A
	0.55

	Mrpl18 
	mitochondrial ribosomal protein L18
	0.55

	Mphosph6 
	M phase phosphoprotein 6
	0.55

	Snord61 
	small nucleolar RNA, C/D box 61
	0.54

	Ankrd11 
	ankyrin repeat domain 11
	0.53

	Pcgf1 
	polycomb group ring finger 1
	0.53

	Myh3 
	myosin, heavy polypeptide 3, skeletal muscle, embryonic
	0.53

	Actc1 
	actin, alpha, cardiac muscle 1
	0.51

	Psca 
	prostate stem cell antigen
	0.51

	Sp140 
	Sp140 nuclear body protein | RIKEN cDNA A530032D15Rik gene
	0.49

	Serpina1c 
	serine (or cysteine) peptidase inhibitor, clade A, member 1C
	0.42

	Trdn 
	triadin 
	0.35

	Tsen15 
	tRNA splicing endonuclease 15 homolog (S. cerevisiae)
	0.30

	Gtf3c2 
	general transcription factor IIIC, polypeptide 2, beta
	0.22



