	Sample
	Spot No
	Identity
	Species
	UNIPROT sequence

accession
	Peptide coverage %
	MOWSE

	rCyp c 1 WT
	1
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	70
	148

	rCyp c 1 WT
	2
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	77
	159

	rCyp c 1 WT
	3
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	70
	138

	rCyp c 1 WT
	4
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	77
	167

	
	
	
	
	
	
	

	mCyp c 1
	1
	Tryptophan synthase alpha chain
	Escherichia coli (strain K12 / MC4100 / BW2952)
	C4ZTV3*

	79
	246

	mCyp c 1
	2
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	67
	126

	mCyp c 1
	3
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	67
	135

	mCyp c 1
	4
	Probable Fe(2+)-trafficking protein
	Escherichia coli O139:H28
	A7ZR88*
	76
	147

	mCyp c 1
	5
	not identified
	
	
	
	

	mCyp c 1
	6
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	54
	81

	mCyp c 1
	7
	Superoxide dismutase
	E. coli
	P0AGD5*
	50
	101

	mCyp c 1
	8
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	76
	121

	mCyp c 1
	9
	Malate dehydrogenase
	Escherichia coli O139:H28
	A7ZSD0*
	57
	196

	mCyp c 1
	10
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	54
	81

	mCyp c 1
	11
	Parvalbumin
	Cyprinus carpio
	Q8UUS3
	43
	114


Table E1 Proteomics results for the recombinant WT and the mutant (m) Cyp c 1. An asterisk indicates an E. coli protein. Spot numbers are as in Figure E2.
