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	Gene
	Description
	OMIM morbid description
	OMIM morbid accession
	ENDEAVOUR global ranking
	P value

	SERPINA3
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 3 [Source:HGNC Symbol;Acc:16]
	 
	 
	1
	0.023

	SERPINA6
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 6 [Source:HGNC Symbol;Acc:1540]
	Corticosteroid-binding globulin deficiency
	611489
	2
	0.045

	YY1
	YY1 transcription factor [Source:HGNC Symbol;Acc:12856]
	 
	 
	3
	0.061

	DYNC1H1
	dynein, cytoplasmic 1, heavy chain 1 [Source:HGNC Symbol;Acc:2961]
	Mental retardation, autosomal dominant 13; MRD13
	614563
	4
	0.077

	 
	 
	Charcot-Marie-Tooth disease, axonal, type 2O; CMT2O
	614228
	 
	 

	 
	 
	Spinal muscular atrophy, lower extremity-predominant, 1, autosomal
	158600
	 
	 

	SERPINA1
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 1 [Source:HGNC Symbol;Acc:8941]
	Alpha-1-antitrypsin deficiency
	613490
	5
	0.085

	WDR25
	WD repeat domain 25 [Source:HGNC Symbol;Acc:21064]
	 
	 
	6
	0.101

	BCL11B
	B-cell CLL/lymphoma 11B (zinc finger protein) [Source:HGNC Symbol;Acc:13222]
	 
	 
	7
	0.121

	CLMN
	calmin (calponin-like, transmembrane) [Source:HGNC Symbol;Acc:19972]
	 
	 
	8
	0.130

	SLC25A29
	solute carrier family 25 (mitochondrial carnitine/acylcarnitine carrier), member 29 [Source:HGNC Symbol;Acc:20116]
	 
	 
	9
	0.131

	HSP90AA1
	heat shock protein 90kDa alpha (cytosolic), class A member 1 [Source:HGNC Symbol;Acc:5253]
	 
	 
	10
	0.160

	SETD3
	SET domain containing 3 [Source:HGNC Symbol;Acc:20493]
	 
	 
	11
	0.164

	CYP46A1
	cytochrome P450, family 46, subfamily A, polypeptide 1 [Source:HGNC Symbol;Acc:2641]
	 
	 
	12
	0.248

	SERPINA4
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 4 [Source:HGNC Symbol;Acc:8948]
	 
	 
	13
	0.286

	WARS
	tryptophanyl-tRNA synthetase [Source:HGNC Symbol;Acc:12729]
	 
	 
	14
	0.311

	WDR20
	WD repeat domain 20 [Source:HGNC Symbol;Acc:19667]
	 
	 
	15
	0.354

	DICER1
	dicer 1, ribonuclease type III [Source:HGNC Symbol;Acc:17098]
	Pleuropulmonary  blastoma
	601200
	16
	0.371

	 
	 
	Goitre, multinodular 1, with or without Sertoli-Leydig cell tumours
	138800
	 
	 

	GSC
	goosecoid homeobox [Source:HGNC Symbol;Acc:4612]
	 
	 
	17
	0.398

	ASB2
	ankyrin repeat and SOCS box containing 2 [Source:HGNC Symbol;Acc:16012]
	 
	 
	18
	0.418

	CCNK
	cyclin K [Source:HGNC Symbol;Acc:1596]
	 
	 
	19
	0.436

	SERPINA10
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 10 [Source:HGNC Symbol;Acc:15996]
	 
	 
	20
	0.464

	C14orf142
	chromosome 14 open reading frame 142 [Source:HGNC Symbol;Acc:20356]
	 
	 
	21
	0.472

	CHGA
	chromogranin A (parathyroid secretory protein 1) [Source:HGNC Symbol;Acc:1929]
	 
	 
	22
	0.518

	MOAP1
	modulator of apoptosis 1 [Source:HGNC Symbol;Acc:16658]
	 
	 
	23
	0.519

	PPP2R5C
	protein phosphatase 2, regulatory subunit B', gamma [Source:HGNC Symbol;Acc:9311]
	 
	 
	24
	0.539

	SERPINA5
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 5 [Source:HGNC Symbol;Acc:8723]
	 
	 
	25
	0.557

	GLRX5
	glutaredoxin 5 [Source:HGNC Symbol;Acc:20134]
	Anaemia, sideroblastic, pyridoxine-refractory, autosomal recessive 
	205950
	26
	0.559

	AK7
	adenylate kinase 7 [Source:HGNC Symbol;Acc:20091]
	 
	 
	27
	0.584

	ITPK1
	inositol-tetrakisphosphate 1-kinase [Source:HGNC Symbol;Acc:6177]
	 
	 
	28
	0.611

	EVL
	Enah/Vasp-like [Source:HGNC Symbol;Acc:20234]
	 
	 
	29
	0.629

	BTBD7
	BTB (POZ) domain containing 7 [Source:HGNC Symbol;Acc:18269]
	 
	 
	30
	0.636

	BDKRB2
	bradykinin receptor B2 [Source:HGNC Symbol;Acc:1030]
	 
	 
	31
	0.663

	PRIMA1
	proline rich membrane anchor 1 [Source:HGNC Symbol;Acc:18319]
	 
	 
	32
	0.698

	IFI27
	interferon, alpha-inducible protein 27 [Source:HGNC Symbol;Acc:5397]
	 
	 
	33
	0.710

	GOLGA5
	golgin A5 [Source:HGNC Symbol;Acc:4428]
	Thyroid carcinoma, papillary
	188550
	34
	0.712

	DIO3
	deiodinase, iodothyronine, type III [Source:HGNC Symbol;Acc:2885]
	 
	 
	35
	0.717

	TCL1B
	T-cell leukemia/lymphoma 1B [Source:HGNC Symbol;Acc:11649]
	 
	 
	36
	0.729

	DEGS2
	delta(4)-desaturase, sphingolipid 2 [Source:HGNC Symbol;Acc:20113]
	 
	 
	37
	0.737

	SERPINA12
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 12 [Source:HGNC Symbol;Acc:18359]
	 
	 
	38
	0.744

	VRK1
	vaccinia related kinase 1 [Source:HGNC Symbol;Acc:12718]
	Pontocerebellar hypoplasia, type 1A, 
	607596
	39
	0.787

	DLK1
	delta-like 1 homolog (Drosophila) [Source:HGNC Symbol;Acc:2907]
	 
	 
	40
	0.813

	RIN3
	Ras and Rab interactor 3 [Source:HGNC Symbol;Acc:18751]
	 
	 
	41
	0.817

	COX8C
	cytochrome c oxidase subunit VIIIC [Source:HGNC Symbol;Acc:24382]
	 
	 
	42
	0.828

	DDX24
	DEAD (Asp-Glu-Ala-Asp) box helicase 24 [Source:HGNC Symbol;Acc:13266]
	 
	 
	43
	0.829

	C14orf132
	chromosome 14 open reading frame 132 [Source:HGNC Symbol;Acc:20346]
	 
	 
	44
	0.844

	C14orf177
	chromosome 14 open reading frame 177 [Source:HGNC Symbol;Acc:26375]
	 
	 
	45
	0.847

	OTUB2
	OTU domain, ubiquitin aldehyde binding 2 [Source:HGNC Symbol;Acc:20351]
	 
	 
	46
	0.858

	TCL1A
	T-cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:11648]
	 
	 
	47
	0.873

	PAPOLA
	poly(A) polymerase alpha [Source:HGNC Symbol;Acc:14981]
	 
	 
	48
	0.885

	SERPINA9
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 9 [Source:HGNC Symbol;Acc:15995]
	 
	 
	49
	0.909

	LGMN
	legumain [Source:HGNC Symbol;Acc:9472]
	 
	 
	50
	0.969

	SERPINA11
	serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 11 [Source:HGNC Symbol;Acc:19193]
	 
	 
	51
	0.971

	BDKRB1
	bradykinin receptor B1 [Source:HGNC Symbol;Acc:1029]
	 
	 
	52
	0.987

	EML1
	echinoderm microtubule associated protein like 1 [Source:HGNC Symbol;Acc:3330]
	 
	 
	53
	0.988



