
S4 Fig. Phylogenetic tree analysis of recombinant regions in the 3’-half nef gene. 
The phylogenetic tree was constructed with the two sequence fragments in  3’-half nef 
sequences to show recombination between subtype A1a (A) and CRF02a (B) in PK006 
(indicated by red arrow) as well as between CRF02a (A) and prototype CRF02 (B) in 
PK038 (indicated by blue arrow). The recombinant PK006 sequences are indicated by 
red arrow. Subtype A1, CRF02 and subtype G reference sequences are shown in red, 
blue and green, respectively. !
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