Supplementary Table S2. All significantly affected canonical pathways (2K1C versus sham), p<0.001
	Ingenuity Canonical Pathways
	p-value
	z-score*

	Tryptophan Degradation III (Eukaryotic)
	5.0E-11
	

	Clathrin-mediated Endocytosis Signaling
	2.2E-09
	

	Fatty Acid β-oxidation I
	2.2E-09
	

	EIF2 Signaling
	1.2E-08
	3

	Ketogenesis
	1.9E-07
	

	Glutaryl-CoA Degradation
	3.5E-07
	

	Remodeling of Epithelial Adherens Junctions
	4.5E-07
	2.65

	LPS/IL-1 Mediated Inhibition of RXR Function
	6.0E-07
	1

	RhoGDI Signaling
	6.9E-07
	-1.29

	Regulation of Actin-based Motility by Rho
	7.2E-07
	3.32

	RhoA Signaling
	2.3E-06
	2.50

	Protein Ubiquitination Pathway
	4.4E-06
	

	Valine Degradation I
	5.9E-06
	

	Superpathway of Methionine Degradation
	1.0E-05
	

	Signaling by Rho Family GTPases
	2.5E-05
	2.14

	TCA Cycle II (Eukaryotic)
	2.5E-05
	

	Isoleucine Degradation I
	3.2E-05
	

	Actin Nucleation by ARP-WASP Complex
	4.9E-05
	2.83

	Mitochondrial Dysfunction
	6.8E-05
	

	Glutathione-mediated Detoxification
	6.8E-05
	

	Putrescine Degradation III
	7.8E-05
	

	Ethanol Degradation IV
	9.5E-05
	

	Sucrose Degradation V (Mammalian)
	9.5E-05
	

	Ketolysis
	9.5E-05
	

	Xenobiotic Metabolism Signaling
	1.0E-04
	

	Ethanol Degradation II
	1.4E-04
	

	Methylmalonyl Pathway
	1.8E-04
	

	Fcγ Receptor-mediated Phagocytosis in Macrophages and Monocytes
	1.9E-04
	3

	Noradrenaline and Adrenaline Degradation
	1.9E-04
	

	Epithelial Adherens Junction Signaling
	2.5E-04
	

	2-oxobutanoate Degradation I
	3.7E-04
	

	Tyrosine Degradation I
	3.7E-04
	

	Mevalonate Pathway I
	3.7E-04
	

	Glycolysis I
	3.7E-04
	

	Serotonin Degradation
	4.1E-04
	

	Actin Cytoskeleton Signaling
	4.4E-04
	

	mTOR Signaling
	4.5E-04
	

	fMLP Signaling in Neutrophils
	4.8E-04
	2.12

	Aryl Hydrocarbon Receptor Signaling
	6.9E-04
	

	Fatty Acid α-oxidation
	7.4E-04
	

	Oxidative Ethanol Degradation III
	7.4E-04
	

	Integrin Signaling
	7.8E-04
	3.46

	Regulation of eIF4 and p70S6K Signaling
	8.9E-04
	

	Superpathway of Geranylgeranyldiphosphate Biosynthesis I (via Mevalonate)
	8.9E-04
	


[bookmark: _GoBack]* z-score indicates accordance with the Ingenuity Knowledge Base, in respect to the relative abundance of the observed proteins. Absolute z-score above 2.0 indicate significant activation. Negative z-score indicate deactivation. Missing value means that no experimental data exist to predict activation or deactivation of the current pathway.
