Supplementary Data 2
Prediction of HLA-DRB allele binding 15-mer S. agalactiae peptides using IEDB tool

Chain A, Crystal Structure Of Streptococcus Agalactiae Hyaluronate Lyase Complexed With Hexasaccharide Unit Of Hyaluronan

Allele type start      end      peptide                    percentile rank





























HLA-

DRB1*09:01  247
261
KTLVNPFKALGGNLV
Consensus (comb.lib./smm/nn)0.01


DRB1*09:01  248
262
TLVNPFKALGGNLVD
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  492
506
ENTRGWYTGDGMFYI
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  493
507
NTRGWYTGDGMFYIY
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  494
508
TRGWYTGDGMFYIYN
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  495
509
RGWYTGDGMFYIYNS
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  496
510
GWYTGDGMFYIYNSD
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  497
511
WYTGDGMFYIYNSDQ
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  498
512
YTGDGMFYIYNSDQS
Consensus (comb.lib./smm/nn)0.01


DRB3*01:01  462
476
RLAYYNAKKDFGFAL
Consensus (comb.lib./smm/nn)0.03


DRB3*01:01  463
477
LAYYNAKKDFGFALS
Consensus (comb.lib./smm/nn)0.03


DRB3*01:01  464
478
AYYNAKKDFGFALSL
Consensus (comb.lib./smm/nn)0.03


DRB3*02:02  775
789
INNQFKMNKAGLYLV
NetMHCIIpan
           0.03


DRB3*02:02  776
790
NNQFKMNKAGLYLVQ
NetMHCIIpan
           0.03


DRB3*01:01  216
230
LSLMNNYFTDAEIKT
Consensus (comb.lib./smm/nn)0.04


DRB3*01:01  465
479
YYNAKKDFGFALSLH
Consensus (comb.lib./smm/nn)0.04


DRB3*01:01  466
480
YNAKKDFGFALSLHS
Consensus (comb.lib./smm/nn)0.04


DRB3*02:02
777
791
NQFKMNKAGLYLVQK
NetMHCIIpan
           0.04


DRB3*02:02
242
256
AEYFRKTLVNPFKAL
NetMHCIIpan
           0.06


DRB3*02:02
778
792
QFKMNKAGLYLVQKV
NetMHCIIpan
           0.06


DRB1*08:02  406
420
DLKSTIKTIITSNKF
Consensus (smm/nn/sturniolo)0.08


DRB1*08:02
407
421
LKSTIKTIITSNKFY
Consensus (smm/nn/sturniolo)0.08


DRB1*08:02
408
422
KSTIKTIITSNKFYN
Consensus (smm/nn/sturniolo)0.08


DRB1*08:02
409
423
STIKTIITSNKFYNV
Consensus (smm/nn/sturniolo)0.08


DRB3*02:02
774
788
LINNQFKMNKAGLYL
NetMHCIIpan
           0.08


DRB1*01:01
250
264
VNPFKALGGNLVDMG
Consensus (comb.lib./smm/nn)0.09


DRB3*02:02
243
257
EYFRKTLVNPFKALG
NetMHCIIpan
           0.09


DRB1*03:01
267
281
KIIEGLLRKDNTIIE
Consensus (smm/nn/sturniolo)0.12


DRB1*03:01
268
282
IIEGLLRKDNTIIEK
Consensus (smm/nn/sturniolo)0.12


DRB1*03:01
269
283
IEGLLRKDNTIIEKT
Consensus (smm/nn/sturniolo)0.12


DRB1*03:01
270
284
EGLLRKDNTIIEKTS
Consensus (smm/nn/sturniolo)0.12


DRB1*03:01
271
285
GLLRKDNTIIEKTSH
Consensus (smm/nn/sturniolo)0.12


DRB5*01:01
261
275
VDMGRVKIIEGLLRK
Consensus (smm/nn/sturniolo)0.13


DRB5*01:01
262
276
DMGRVKIIEGLLRKD
Consensus (smm/nn/sturniolo)0.13


DRB5*01:01
263
277
MGRVKIIEGLLRKDN
Consensus (smm/nn/sturniolo)0.13


DRB5*01:01
260
274
LVDMGRVKIIEGLLR
Consensus (smm/nn/sturniolo)0.14


DRB5*01:01
264
278
GRVKIIEGLLRKDNT
Consensus (smm/nn/sturniolo)0.14


DRB3*02:02
241
255
DAEYFRKTLVNPFKA
NetMHCIIpan
           0.14


DRB1*09:01
638
652
NGKTIDLKQASSQQF
Consensus (comb.lib./smm/nn)0.16


DRB1*09:01
639
653
GKTIDLKQASSQQFT
Consensus (comb.lib./smm/nn)0.16


DRB1*09:01
640
654
KTIDLKQASSQQFTD
Consensus (comb.lib./smm/nn)0.16


DRB1*09:01
641
655
TIDLKQASSQQFTDT
Consensus (comb.lib./smm/nn)0.16


DRB3*01:01
297
311
AEGFYADGSYIDHTN
Consensus (comb.lib./smm/nn)0.17


DRB3*01:01
120
134
NIEAIKLDSNRTFLW
Consensus (comb.lib./smm/nn)0.18


DRB1*08:02
405
419
LDLKSTIKTIITSNK
Consensus (smm/nn/sturniolo)0.18


DRB3*01:01
121
135
IEAIKLDSNRTFLWK
Consensus (comb.lib./smm/nn)0.19


DRB3*01:01
296
310
KAEGFYADGSYIDHT
Consensus (comb.lib./smm/nn)0.19


DRB1*01:01
249
263
LVNPFKALGGNLVDM
Consensus (comb.lib./smm/nn)0.19


DRB3*01:01
119
133
KNIEAIKLDSNRTFL
Consensus (comb.lib./smm/nn)0.20


DRB1*04:05
25
39
FNKADYQYTLTNPSL
Consensus (smm/nn/sturniolo)0.20


DRB1*04:05
26
40
NKADYQYTLTNPSLG
Consensus (smm/nn/sturniolo)0.20


DRB1*04:05
27
41
KADYQYTLTNPSLGK
Consensus (smm/nn/sturniolo)0.20


DRB1*04:05
28
42
ADYQYTLTNPSLGKI
Consensus (smm/nn/sturniolo)0.20


DRB1*04:05
418
432
NKFYNVFNNLKSYSD
Consensus (smm/nn/sturniolo)0.21


DRB1*04:05
419
433
KFYNVFNNLKSYSDI
Consensus (smm/nn/sturniolo)0.21

DRB1*04:05
24
38
VFNKADYQYTLTNPS
Consensus (smm/nn/sturniolo)0.22


DRB3*01:01
295
309
TKAEGFYADGSYIDH
Consensus (comb.lib./smm/nn)0.24


DRB5*01:01
598
612
LNDKIVFLGSNIKNT
Consensus (smm/nn/sturniolo)0.24


DRB5*01:01
599
613
NDKIVFLGSNIKNTN
Consensus (smm/nn/sturniolo)0.24


DRB5*01:01
596
610
VILNDKIVFLGSNIK
Consensus (smm/nn/sturniolo)0.25


DRB5*01:01
597
611
ILNDKIVFLGSNIKN
Consensus (smm/nn/sturniolo)0.25


DRB5*01:01
600
614
DKIVFLGSNIKNTNG
Consensus (smm/nn/sturniolo)0.25


DRB1*04:05
29
43
DYQYTLTNPSLGKIV
Consensus (smm/nn/sturniolo)0.26


DRB1*04:05
30
44
YQYTLTNPSLGKIVG
Consensus (smm/nn/sturniolo)0.26


DRB1*03:01
590
604
TAQKGWVILNDKIVF
Consensus (smm/nn/sturniolo)0.26


DRB1*03:01
591
605
AQKGWVILNDKIVFL
Consensus (smm/nn/sturniolo)0.26


DRB1*03:01
592
606
QKGWVILNDKIVFLG
Consensus (smm/nn/sturniolo)0.26


DRB1*03:01
593
607
KGWVILNDKIVFLGS
Consensus (smm/nn/sturniolo)0.26


DRB1*03:01
594
608
GWVILNDKIVFLGSN
Consensus (smm/nn/sturniolo)0.26


DRB1*03:01
595
609
WVILNDKIVFLGSNI
Consensus (smm/nn/sturniolo)0.26


DRB1*03:01
596
610
VILNDKIVFLGSNIK
Consensus (smm/nn/sturniolo)0.26


DRB3*01:01
118
132
AKNIEAIKLDSNRTF
Consensus (comb.lib./smm/nn)0.26


DRB5*01:01
417
431
SNKFYNVFNNLKSYS
Consensus (smm/nn/sturniolo)0.26

DRB5*01:01
775
789
INNQFKMNKAGLYLV
Consensus (smm/nn/sturniolo)0.26


DRB5*01:01
776
790
NNQFKMNKAGLYLVQ
Consensus (smm/nn/sturniolo)0.26


DRB1*04:05
387
401
EVLRGFLRLANMSNE
Consensus (smm/nn/sturniolo)0.27


DRB1*04:05
389
403
LRGFLRLANMSNEER
Consensus (smm/nn/sturniolo)0.27


DRB1*04:05
386
400
VEVLRGFLRLANMSN
Consensus (smm/nn/sturniolo)0.28


DRB1*04:05
388
402
VLRGFLRLANMSNEE
Consensus (smm/nn/sturniolo)0.28


DRB1*04:05
390
404
RGFLRLANMSNEERN
Consensus (smm/nn/sturniolo)0.28


DRB1*03:01
315
329
TGAYGNVLIDGLTQL
Consensus (smm/nn/sturniolo)0.29


DRB1*03:01
316
330
GAYGNVLIDGLTQLL
Consensus (smm/nn/sturniolo)0.29


DRB1*03:01
317
331
AYGNVLIDGLTQLLP
Consensus (smm/nn/sturniolo)0.29


DRB1*03:01
318
332
YGNVLIDGLTQLLPI
Consensus (smm/nn/sturniolo)0.29

DRB1*03:01
319
333
GNVLIDGLTQLLPII
Consensus (smm/nn/sturniolo)0.29


DRB1*04:05
420
434
FYNVFNNLKSYSDIA
Consensus (smm/nn/sturniolo)0.29


DRB1*04:01
389
403
LRGFLRLANMSNEER
Consensus (smm/nn/sturniolo)0.29


DRB3*02:02
244
258
YFRKTLVNPFKALGG
NetMHCIIpan
           0.29


DRB3*01:01
294
308
ATKAEGFYADGSYID
Consensus (comb.lib./smm/nn)0.31


DRB5*01:01
147
161
TATYRRLEDLAKQIT
Consensus (smm/nn/sturniolo)0.31


DRB5*01:01
720
734
SYGYMMVPNIDRTSF
Consensus (smm/nn/sturniolo)0.31


DRB1*04:05
242
256
AEYFRKTLVNPFKAL
Consensus (smm/nn/sturniolo)0.32


DRB1*04:01
387
401
EVLRGFLRLANMSNE
Consensus (smm/nn/sturniolo)0.32


DRB1*04:01
390
404
RGFLRLANMSNEERN
Consensus (smm/nn/sturniolo)0.32


DRB5*01:01
146
160
LTATYRRLEDLAKQI
Consensus (smm/nn/sturniolo)0.32


DRB5*01:01
721
735
YGYMMVPNIDRTSFD
Consensus (smm/nn/sturniolo)0.32


DRB1*01:01
251
265
NPFKALGGNLVDMGR
Consensus (comb.lib./smm/nn)0.32


DRB1*04:05
241
255
DAEYFRKTLVNPFKA
Consensus (smm/nn/sturniolo)0.33


DRB1*04:05
243
257
EYFRKTLVNPFKALG
Consensus (smm/nn/sturniolo)0.33


DRB1*04:01
386
400
VEVLRGFLRLANMSN
Consensus (smm/nn/sturniolo)0.33


DRB1*04:01
388
402
VLRGFLRLANMSNEE
Consensus (smm/nn/sturniolo)0.33


DRB5*01:01
148
162
ATYRRLEDLAKQITN
Consensus (smm/nn/sturniolo)0.33


DRB5*01:01
718
732
GDSYGYMMVPNIDRT
Consensus (smm/nn/sturniolo)0.33


DRB5*01:01
719
733
DSYGYMMVPNIDRTS
Consensus (smm/nn/sturniolo)0.33


DRB1*09:01
776
790
NNQFKMNKAGLYLVQ
Consensus (comb.lib./smm/nn)0.34


DRB1*11:01
469
483
KKDFGFALSLHSKRT
Consensus (smm/nn/sturniolo)0.34


DRB1*11:01
451
465
KSNLSTFNSMDRLAY
Consensus (smm/nn/sturniolo)0.34


DRB1*11:01
452
466
SNLSTFNSMDRLAYY
Consensus (smm/nn/sturniolo)0.34


DRB1*11:01
453
467
NLSTFNSMDRLAYYN
Consensus (smm/nn/sturniolo)0.34


DRB1*11:01
454
468
LSTFNSMDRLAYYNA
Consensus (smm/nn/sturniolo)0.34


DRB1*11:01
455
469
STFNSMDRLAYYNAK
Consensus (smm/nn/sturniolo)0.34


DRB1*09:01
775
789
INNQFKMNKAGLYLV
Consensus (comb.lib./smm/nn)0.35


DRB3*01:01
298
312
EGFYADGSYIDHTNV
Consensus (comb.lib./smm/nn)0.35


DRB1*08:02
64
78
GKIIKEVPLSVTAST
Consensus (smm/nn/sturniolo)0.35


DRB1*04:05
239
253
VPDAEYFRKTLVNPF
Consensus (smm/nn/sturniolo)0.35


DRB1*04:05
240
254
PDAEYFRKTLVNPFK
Consensus (smm/nn/sturniolo)0.35


DRB1*04:01
27
41
KADYQYTLTNPSLGK
Consensus (smm/nn/sturniolo)0.35


DRB5*01:01
717
731
KGDSYGYMMVPNIDR
Consensus (smm/nn/sturniolo)0.35


DRB1*07:01
242
256
AEYFRKTLVNPFKAL
Consensus (comb.lib./smm/nn)0.35


DRB1*04:01
26
40
NKADYQYTLTNPSLG
Consensus (smm/nn/sturniolo)0.36


DRB1*04:01
28
42
ADYQYTLTNPSLGKI
Consensus (smm/nn/sturniolo)0.36


DRB5*01:01
145
159
QLTATYRRLEDLAKQ
Consensus (smm/nn/sturniolo)0.36


DRB1*09:01
777
791
NQFKMNKAGLYLVQK
Consensus (comb.lib./smm/nn)0.37


DRB1*08:02
171
185
EKAIRTVKESLAWLH
Consensus (smm/nn/sturniolo)0.37


DRB1*04:05
421
435
YNVFNNLKSYSDIAN
Consensus (smm/nn/sturniolo)0.37


DRB1*11:01
456
470
TFNSMDRLAYYNAKK
Consensus (smm/nn/sturniolo)0.37


DRB1*11:01
457
471
FNSMDRLAYYNAKKD
Consensus (smm/nn/sturniolo)0.37


DRB5*01:01
144
158
AQLTATYRRLEDLAK
Consensus (smm/nn/sturniolo)0.37


DRB5*01:01
418
432
NKFYNVFNNLKSYSD
Consensus (smm/nn/sturniolo)0.37


DRB1*11:01
466
480
YNAKKDFGFALSLHS
Consensus (smm/nn/sturniolo)0.38


DRB1*11:01
467
481
NAKKDFGFALSLHSK
Consensus (smm/nn/sturniolo)0.38


DRB1*11:01
468
482
AKKDFGFALSLHSKR
Consensus (smm/nn/sturniolo)0.38


DRB1*11:01
470
484
KDFGFALSLHSKRTL
Consensus (smm/nn/sturniolo)0.38


DRB1*11:01
471
485
DFGFALSLHSKRTLN
Consensus (smm/nn/sturniolo)0.38


DRB1*11:01
472
486
FGFALSLHSKRTLNY
Consensus (smm/nn/sturniolo)0.38


DRB5*01:01
414
428
IITSNKFYNVFNNLK
Consensus (smm/nn/sturniolo)0.38


DRB5*01:01
415
429
ITSNKFYNVFNNLKS
Consensus (smm/nn/sturniolo)0.38


DRB5*01:01
416
430
TSNKFYNVFNNLKSY
Consensus (smm/nn/sturniolo)0.38


DRB5*01:01
419
433
KFYNVFNNLKSYSDI
Consensus (smm/nn/sturniolo)0.38

DRB1*09:01
774
788
LINNQFKMNKAGLYL
Consensus (comb.lib./smm/nn)0.38


DRB3*01:01
122
136
EAIKLDSNRTFLWKD
Consensus (comb.lib./smm/nn)0.38


DRB1*04:01
25
39
FNKADYQYTLTNPSL
Consensus (smm/nn/sturniolo)0.38


DRB5*01:01
774
788
LINNQFKMNKAGLYL
Consensus (smm/nn/sturniolo)0.39


DRB1*03:01
597
611
ILNDKIVFLGSNIKN
Consensus (smm/nn/sturniolo)0.40


DRB1*04:05
422
436
NVFNNLKSYSDIANM
Consensus (smm/nn/sturniolo)0.41


DRB5*01:01
420
434
FYNVFNNLKSYSDIA
Consensus (smm/nn/sturniolo)0.41


DRB5*01:01
777
791
NQFKMNKAGLYLVQK
Consensus (smm/nn/sturniolo)0.42


DRB1*11:01
415
429
ITSNKFYNVFNNLKS
Consensus (smm/nn/sturniolo)0.43


DRB1*11:01
416
430
TSNKFYNVFNNLKSY
Consensus (smm/nn/sturniolo)0.43


DRB1*11:01
417
431
SNKFYNVFNNLKSYS
Consensus (smm/nn/sturniolo)0.43


DRB1*11:01
418
432
NKFYNVFNNLKSYSD
Consensus (smm/nn/sturniolo)0.43


DRB1*11:01  419
433
KFYNVFNNLKSYSDI
Consensus (smm/nn/sturniolo)0.43

DRB1*11:01
420
434
FYNVFNNLKSYSDIA
Consensus (smm/nn/sturniolo)0.43


DRB1*11:01
421
435
YNVFNNLKSYSDIAN
Consensus (smm/nn/sturniolo)0.43


DRB1*09:01
773
787
SLINNQFKMNKAGLY
Consensus (comb.lib./smm/nn)0.43


DRB1*04:01
24
38
VFNKADYQYTLTNPS
Consensus (smm/nn/sturniolo)0.44


DRB1*04:05
668
682
NIGYIFFKNSTIDIE
Consensus (smm/nn/sturniolo)0.46


DRB1*08:02
410
424
TIKTIITSNKFYNVF
Consensus (smm/nn/sturniolo)0.47


DRB1*08:02
63
77
SGKIIKEVPLSVTAS
Consensus (smm/nn/sturniolo)0.48


DRB1*07:01
239
253
VPDAEYFRKTLVNPF
Consensus (comb.lib./smm/nn)0.48


DRB1*07:01
243
257
EYFRKTLVNPFKALG
Consensus (comb.lib./smm/nn)0.48


DRB3*01:01
467
481
NAKKDFGFALSLHSK
Consensus (comb.lib./smm/nn)0.49


DRB3*01:01
468
482
AKKDFGFALSLHSKR
Consensus (comb.lib./smm/nn)0.49


DRB1*07:01
240
254
PDAEYFRKTLVNPFK
Consensus (comb.lib./smm/nn)0.50


DRB1*07:01
241
255
DAEYFRKTLVNPFKA
Consensus (comb.lib./smm/nn)0.50


DRB1*15:01
667
681
RNIGYIFFKNSTIDI
Consensus (smm/nn/sturniolo)0.51


DRB1*04:01
501
515
DGMFYIYNSDQSHYS
Consensus (smm/nn/sturniolo)0.51


DRB1*15:01
668
682
NIGYIFFKNSTIDIE
Consensus (smm/nn/sturniolo)0.52


DRB1*08:02
172
186
KAIRTVKESLAWLHQ
Consensus (smm/nn/sturniolo)0.52


DRB1*07:01
247
261
KTLVNPFKALGGNLV
Consensus (comb.lib./smm/nn)0.52


DRB1*04:05
669
683
IGYIFFKNSTIDIER
Consensus (smm/nn/sturniolo)0.53


DRB1*04:01
667
681
RNIGYIFFKNSTIDI
Consensus (smm/nn/sturniolo)0.54


DRB1*04:01
668
682
NIGYIFFKNSTIDIE
Consensus (smm/nn/sturniolo)0.54

DRB1*04:01
669
683
IGYIFFKNSTIDIER
Consensus (smm/nn/sturniolo)0.54


DRB1*15:01
669
683
IGYIFFKNSTIDIER
Consensus (smm/nn/sturniolo)0.54


DRB1*01:01
252
266
PFKALGGNLVDMGRV
Consensus (comb.lib./smm/nn)0.54


DRB1*15:01
599
613
NDKIVFLGSNIKNTN
Consensus (smm/nn/sturniolo)0.55


DRB1*15:01
665
679
PGRNIGYIFFKNSTI
Consensus (smm/nn/sturniolo)0.56


DRB1*15:01
666
680
GRNIGYIFFKNSTID
Consensus (smm/nn/sturniolo)0.57


DRB1*04:01
502
516
GMFYIYNSDQSHYSN
Consensus (smm/nn/sturniolo)0.57


DRB1*08:02
170
184
NEKAIRTVKESLAWL
Consensus (smm/nn/sturniolo)0.59


DRB1*03:01
433
447
IANMNKLLNDSTVAT
Consensus (smm/nn/sturniolo)0.60


DRB1*03:01
434
448
ANMNKLLNDSTVATK
Consensus (smm/nn/sturniolo)0.60

DRB1*03:01
435
449
NMNKLLNDSTVATKP
Consensus (smm/nn/sturniolo)0.60


DRB1*03:01
436
450
MNKLLNDSTVATKPL
Consensus (smm/nn/sturniolo)0.60


DRB1*03:01
437
451
NKLLNDSTVATKPLK
Consensus (smm/nn/sturniolo)0.60


DRB1*08:02
65
79
KIIKEVPLSVTASTE
Consensus (smm/nn/sturniolo)0.62


DRB1*04:05
667
681
RNIGYIFFKNSTIDI
Consensus (smm/nn/sturniolo)0.65


DRB3*02:02
470
484
KDFGFALSLHSKRTL
NetMHCIIpan
           0.65


DRB1*15:01
598
612
LNDKIVFLGSNIKNT
Consensus (smm/nn/sturniolo)0.66


DRB1*04:05
416
430
TSNKFYNVFNNLKSY
Consensus (smm/nn/sturniolo)0.66


DRB5*01:01
265
279
RVKIIEGLLRKDNTI
Consensus (smm/nn/sturniolo)0.66


DRB1*04:01
391
405
GFLRLANMSNEERNL
Consensus (smm/nn/sturniolo)0.68


DRB1*04:01
392
406
FLRLANMSNEERNLD
Consensus (smm/nn/sturniolo)0.68


DRB1*04:05
666
680
GRNIGYIFFKNSTID
Consensus (smm/nn/sturniolo)0.68

DRB3*02:02
240
254
PDAEYFRKTLVNPFK
NetMHCIIpan
           0.68


DRB1*07:01
646
660
QASSQQFTDTKSVFL
Consensus (comb.lib./smm/nn)0.68


DRB1*09:01
201
215
WWDFEIGVPRSITGT
Consensus (comb.lib./smm/nn)0.69


DRB1*04:05
665
679
PGRNIGYIFFKNSTI
Consensus (smm/nn/sturniolo)0.70


DRB1*04:01
418
432
NKFYNVFNNLKSYSD
Consensus (smm/nn/sturniolo)0.70


DRB5*01:01
266
280
VKIIEGLLRKDNTII
Consensus (smm/nn/sturniolo)0.70


DRB1*11:01
383
397
AAAVEVLRGFLRLAN
Consensus (smm/nn/sturniolo)0.70

DRB1*11:01
384
398
AAVEVLRGFLRLANM
Consensus (smm/nn/sturniolo)0.70


DRB1*11:01
385
399
AVEVLRGFLRLANMS
Consensus (smm/nn/sturniolo)0.70

DRB1*11:01
386
400
VEVLRGFLRLANMSN
Consensus (smm/nn/sturniolo)0.70


DRB1*11:01
387
401
EVLRGFLRLANMSNE
Consensus (smm/nn/sturniolo)0.70


DRB1*11:01
388
402
VLRGFLRLANMSNEE
Consensus (smm/nn/sturniolo)0.70


DRB1*11:01
389
403
LRGFLRLANMSNEER
Consensus (smm/nn/sturniolo)0.70


DRB1*04:01
416
430
TSNKFYNVFNNLKSY
Consensus (smm/nn/sturniolo)0.70


DRB1*04:01
417
431
SNKFYNVFNNLKSYS
Consensus (smm/nn/sturniolo)0.70


DRB1*04:01
598
612
LNDKIVFLGSNIKNT  Consensus (smm/nn/sturniolo)0.70

DRB1*04:01
670
684
GYIFFKNSTIDIERK
Consensus (smm/nn/sturniolo)0.71


DRB1*03:01
320
334
NVLIDGLTQLLPIIQ
Consensus (smm/nn/sturniolo)0.71


DRB1*01:01
248
262
TLVNPFKALGGNLVD
Consensus (comb.lib./smm/nn)0.71


DRB3*02:02
469
483
KKDFGFALSLHSKRT
NetMHCIIpan
           0.71


DRB1*15:01
600
614
DKIVFLGSNIKNTNG
Consensus (smm/nn/sturniolo)0.73


DRB1*04:05
415
429
ITSNKFYNVFNNLKS
Consensus (smm/nn/sturniolo)0.73


DRB1*04:05
417
431
SNKFYNVFNNLKSYS
Consensus (smm/nn/sturniolo)0.74


DRB3*02:02
471
485
DFGFALSLHSKRTLN
NetMHCIIpan
           0.74


DRB3*01:01
299
313
GFYADGSYIDHTNVA
Consensus (comb.lib./smm/nn)0.76


DRB5*01:01
773
787
SLINNQFKMNKAGLY
Consensus (smm/nn/sturniolo)0.78


DRB1*11:01
144
158
AQLTATYRRLEDLAK
Consensus (smm/nn/sturniolo)0.78


DRB1*11:01
145
159
QLTATYRRLEDLAKQ
Consensus (smm/nn/sturniolo)0.78


DRB1*11:01
146
160
LTATYRRLEDLAKQI
Consensus (smm/nn/sturniolo)0.78


DRB1*04:01
500
514
GDGMFYIYNSDQSHY
Consensus (smm/nn/sturniolo)0.79


DRB1*04:01
415
429
ITSNKFYNVFNNLKS
Consensus (smm/nn/sturniolo)0.79


DRB1*03:01
272
286
LLRKDNTIIEKTSHS
Consensus (smm/nn/sturniolo)0.79


DRB1*01:01
247
261
KTLVNPFKALGGNLV
Consensus (comb.lib./smm/nn)0.79


DRB1*07:01
401
415
EERNLDLKSTIKTII
Consensus (comb.lib./smm/nn)0.79


DRB1*15:01
597
611
ILNDKIVFLGSNIKN
Consensus (smm/nn/sturniolo)0.82


DRB3*01:01
123
137
AIKLDSNRTFLWKDL
Consensus (comb.lib./smm/nn)0.83


DRB1*03:01
273
287
LRKDNTIIEKTSHSL
Consensus (smm/nn/sturniolo)0.83


DRB1*04:01
503
517
MFYIYNSDQSHYSNH
Consensus (smm/nn/sturniolo)0.85


DRB3*02:02
773
787
SLINNQFKMNKAGLY
NetMHCIIpan
           0.86

DRB1*11:01
147
161
TATYRRLEDLAKQIT
Consensus (smm/nn/sturniolo)0.87


DRB1*04:01
665
679
PGRNIGYIFFKNSTI
Consensus (smm/nn/sturniolo)0.87


DRB1*04:01
666
680
GRNIGYIFFKNSTID
Consensus (smm/nn/sturniolo)0.87

DRB5*01:01
470
484
KDFGFALSLHSKRTL
Consensus (smm/nn/sturniolo)0.87


DRB1*01:01
253
267
FKALGGNLVDMGRVK
Consensus (comb.lib./smm/nn)0.88


DRB1*07:01
248
262
TLVNPFKALGGNLVD
Consensus (comb.lib./smm/nn)0.88


DRB1*11:01
148
162
ATYRRLEDLAKQITN
Consensus (smm/nn/sturniolo)0.89


DRB1*07:01
244
258
YFRKTLVNPFKALGG
Consensus (comb.lib./smm/nn)0.90


DRB1*15:01
247
261
KTLVNPFKALGGNLV
Consensus (smm/nn/sturniolo)0.91


DRB5*01:01
471
485
DFGFALSLHSKRTLN
Consensus (smm/nn/sturniolo)0.91


DRB1*07:01
667
681
RNIGYIFFKNSTIDI
Consensus (comb.lib./smm/nn)0.92


DRB1*15:01
248
262
TLVNPFKALGGNLVD
Consensus (smm/nn/sturniolo)0.94


DRB1*08:02
62
76
KSGKIIKEVPLSVTA
Consensus (smm/nn/sturniolo)0.95


DRB1*04:05
670
684
GYIFFKNSTIDIERK
Consensus (smm/nn/sturniolo)0.96


DRB5*01:01
601
615
KIVFLGSNIKNTNGI
Consensus (smm/nn/sturniolo)0.96

DRB3*02:02
779
793
FKMNKAGLYLVQKVG
NetMHCIIpan
           0.98


DRB1*09:01
202
216
WDFEIGVPRSITGTL
Consensus (comb.lib./smm/nn)0.99


DRB1*07:01
402
416
ERNLDLKSTIKTIIT
Consensus (comb.lib./smm/nn)0.99


DRB1*07:01
665
679
PGRNIGYIFFKNSTI
Consensus (comb.lib./smm/nn)0.99


Chain B, Structure Of Laminin Binding Protein (lmb) Of Streptococcus Agalactiae A Bifunctional Protein With Adhesin And Metal Transporting Activity

	HLA-DRB1*09:01
	1
	85
	99
	KSKVNVFEASKPLTL
	Consensus (comb.lib./smm/nn)
	0.01

	HLA-DRB1*11:01
	1
	187
	201
	HTAFSYLAKRFGLKQ
	Consensus (smm/nn/sturniolo)
	0.03

	HLA-DRB5*01:01
	1
	16
	30
	VVTSFYPMYAMTKEV
	Consensus (smm/nn/sturniolo)
	0.05

	HLA-DRB5*01:01
	1
	17
	31
	VTSFYPMYAMTKEVS
	Consensus (smm/nn/sturniolo)
	0.05

	HLA-DRB5*01:01
	1
	14
	28
	MSVVTSFYPMYAMTK
	Consensus (smm/nn/sturniolo)
	0.06

	HLA-DRB5*01:01
	1
	15
	29
	SVVTSFYPMYAMTKE
	Consensus (smm/nn/sturniolo)
	0.06

	HLA-DRB5*01:01
	1
	18
	32
	TSFYPMYAMTKEVSG
	Consensus (smm/nn/sturniolo)
	0.06

	HLA-DRB1*09:01
	1
	88
	102
	VNVFEASKPLTLDRV
	Consensus (comb.lib./smm/nn)
	0.07

	HLA-DRB1*11:01
	1
	186
	200
	QHTAFSYLAKRFGLK
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	188
	202
	TAFSYLAKRFGLKQL
	Consensus (smm/nn/sturniolo)
	0.09

	HLA-DRB1*09:01
	1
	87
	101
	KVNVFEASKPLTLDR
	Consensus (comb.lib./smm/nn)
	0.10

	HLA-DRB1*09:01
	1
	89
	103
	NVFEASKPLTLDRVK
	Consensus (comb.lib./smm/nn)
	0.13

	HLA-DRB1*09:01
	1
	86
	100
	SKVNVFEASKPLTLD
	Consensus (comb.lib./smm/nn)
	0.18

	HLA-DRB1*11:01
	1
	189
	203
	AFSYLAKRFGLKQLG
	Consensus (smm/nn/sturniolo)
	0.18

	HLA-DRB1*07:01
	1
	85
	99
	KSKVNVFEASKPLTL
	Consensus (comb.lib./smm/nn)
	0.20

	HLA-DRB1*11:01
	1
	185
	199
	TQHTAFSYLAKRFGL
	Consensus (smm/nn/sturniolo)
	0.22

	HLA-DRB1*07:01
	1
	86
	100
	SKVNVFEASKPLTLD
	Consensus (comb.lib./smm/nn)
	0.27

	HLA-DRB1*07:01
	1
	171
	185
	YTQKFKKVRSKTFVT
	Consensus (comb.lib./smm/nn)
	0.27

	HLA-DRB1*07:01
	1
	170
	184
	EYTQKFKKVRSKTFV
	Consensus (comb.lib./smm/nn)
	0.29

	HLA-DRB5*01:01
	1
	19
	33
	SFYPMYAMTKEVSGD
	Consensus (smm/nn/sturniolo)
	0.30

	HLA-DRB5*01:01
	1
	20
	34
	FYPMYAMTKEVSGDL
	Consensus (smm/nn/sturniolo)
	0.31

	HLA-DRB5*01:01
	1
	150
	164
	KDSYTKKAKAFKKEA
	Consensus (smm/nn/sturniolo)
	0.31

	HLA-DRB1*04:01
	1
	180
	194
	SKTFVTQHTAFSYLA
	Consensus (smm/nn/sturniolo)
	0.33

	HLA-DRB5*01:01
	1
	151
	165
	DSYTKKAKAFKKEAE
	Consensus (smm/nn/sturniolo)
	0.34

	HLA-DRB5*01:01
	1
	170
	184
	EYTQKFKKVRSKTFV
	Consensus (smm/nn/sturniolo)
	0.34

	HLA-DRB5*01:01
	1
	171
	185
	YTQKFKKVRSKTFVT
	Consensus (smm/nn/sturniolo)
	0.34

	HLA-DRB1*04:01
	1
	179
	193
	RSKTFVTQHTAFSYL
	Consensus (smm/nn/sturniolo)
	0.35

	HLA-DRB1*04:01
	1
	181
	195
	KTFVTQHTAFSYLAK
	Consensus (smm/nn/sturniolo)
	0.35

	HLA-DRB1*11:01
	1
	190
	204
	FSYLAKRFGLKQLGI
	Consensus (smm/nn/sturniolo)
	0.36

	HLA-DRB1*04:01
	1
	177
	191
	KVRSKTFVTQHTAFS
	Consensus (smm/nn/sturniolo)
	0.36

	HLA-DRB1*04:01
	1
	178
	192
	VRSKTFVTQHTAFSY
	Consensus (smm/nn/sturniolo)
	0.36

	HLA-DRB5*01:01
	1
	149
	163
	HKDSYTKKAKAFKKE
	Consensus (smm/nn/sturniolo)
	0.39

	HLA-DRB1*07:01
	1
	169
	183
	EEYTQKFKKVRSKTF
	Consensus (comb.lib./smm/nn)
	0.40

	HLA-DRB1*07:01
	1
	172
	186
	TQKFKKVRSKTFVTQ
	Consensus (comb.lib./smm/nn)
	0.40

	HLA-DRB5*01:01
	1
	169
	183
	EEYTQKFKKVRSKTF
	Consensus (smm/nn/sturniolo)
	0.42

	HLA-DRB1*07:01
	1
	87
	101
	KVNVFEASKPLTLDR
	Consensus (comb.lib./smm/nn)
	0.43

	HLA-DRB5*01:01
	1
	152
	166
	SYTKKAKAFKKEAEQ
	Consensus (smm/nn/sturniolo)
	0.48

	HLA-DRB5*01:01
	1
	172
	186
	TQKFKKVRSKTFVTQ
	Consensus (smm/nn/sturniolo)
	0.48

	HLA-DRB1*11:01
	1
	17
	31
	VTSFYPMYAMTKEVS
	Consensus (smm/nn/sturniolo)
	0.48

	HLA-DRB1*11:01
	1
	18
	32
	TSFYPMYAMTKEVSG
	Consensus (smm/nn/sturniolo)
	0.48

	HLA-DRB1*11:01
	1
	19
	33
	SFYPMYAMTKEVSGD
	Consensus (smm/nn/sturniolo)
	0.48

	HLA-DRB1*11:01
	1
	20
	34
	FYPMYAMTKEVSGDL
	Consensus (smm/nn/sturniolo)
	0.48

	HLA-DRB5*01:01
	1
	148
	162
	KHKDSYTKKAKAFKK
	Consensus (smm/nn/sturniolo)
	0.51

	HLA-DRB5*01:01
	1
	136
	150
	VNIAKELGHLDPKHK
	Consensus (smm/nn/sturniolo)
	0.55

	HLA-DRB5*01:01
	1
	137
	151
	NIAKELGHLDPKHKD
	Consensus (smm/nn/sturniolo)
	0.55

	HLA-DRB5*01:01
	1
	138
	152
	IAKELGHLDPKHKDS
	Consensus (smm/nn/sturniolo)
	0.55

	HLA-DRB5*01:01
	1
	139
	153
	AKELGHLDPKHKDSY
	Consensus (smm/nn/sturniolo)
	0.55

	HLA-DRB5*01:01
	1
	140
	154
	KELGHLDPKHKDSYT
	Consensus (smm/nn/sturniolo)
	0.55

	HLA-DRB1*07:01
	1
	88
	102
	VNVFEASKPLTLDRV
	Consensus (comb.lib./smm/nn)
	0.56

	HLA-DRB1*03:01
	1
	94
	108
	SKPLTLDRVKGLEDM
	Consensus (smm/nn/sturniolo)
	0.59

	HLA-DRB1*11:01
	1
	184
	198
	VTQHTAFSYLAKRFG
	Consensus (smm/nn/sturniolo)
	0.61

	HLA-DRB1*07:01
	1
	173
	187
	QKFKKVRSKTFVTQH
	Consensus (comb.lib./smm/nn)
	0.66

	HLA-DRB1*09:01
	1
	90
	104
	VFEASKPLTLDRVKG
	Consensus (comb.lib./smm/nn)
	0.67

	HLA-DRB1*11:01
	1
	16
	30
	VVTSFYPMYAMTKEV
	Consensus (smm/nn/sturniolo)
	0.67

	HLA-DRB1*11:01
	1
	14
	28
	MSVVTSFYPMYAMTK
	Consensus (smm/nn/sturniolo)
	0.72

	HLA-DRB1*11:01
	1
	15
	29
	SVVTSFYPMYAMTKE
	Consensus (smm/nn/sturniolo)
	0.73

	HLA-DRB1*08:02
	1
	177
	191
	KVRSKTFVTQHTAFS
	Consensus (smm/nn/sturniolo)
	0.76

	HLA-DRB1*08:02
	1
	178
	192
	VRSKTFVTQHTAFSY
	Consensus (smm/nn/sturniolo)
	0.76

	HLA-DRB1*08:02
	1
	179
	193
	RSKTFVTQHTAFSYL
	Consensus (smm/nn/sturniolo)
	0.76

	HLA-DRB1*08:02
	1
	180
	194
	SKTFVTQHTAFSYLA
	Consensus (smm/nn/sturniolo)
	0.76

	HLA-DRB1*08:02
	1
	181
	195
	KTFVTQHTAFSYLAK
	Consensus (smm/nn/sturniolo)
	0.76

	HLA-DRB1*09:01
	1
	14
	28
	MSVVTSFYPMYAMTK
	Consensus (comb.lib./smm/nn)
	0.77

	HLA-DRB5*01:01
	1
	173
	187
	QKFKKVRSKTFVTQH
	Consensus (smm/nn/sturniolo)
	0.78

	HLA-DRB5*01:01
	1
	174
	188
	KFKKVRSKTFVTQHT
	Consensus (smm/nn/sturniolo)
	0.78

	HLA-DRB5*01:01
	1
	175
	189
	FKKVRSKTFVTQHTA
	Consensus (smm/nn/sturniolo)
	0.78

	HLA-DRB1*09:01
	1
	15
	29
	SVVTSFYPMYAMTKE
	Consensus (comb.lib./smm/nn)
	0.79

	HLA-DRB3*02:02
	1
	88
	102
	VNVFEASKPLTLDRV
	NetMHCIIpan
	0.81

	HLA-DRB4*01:01
	1
	273
	287
	ENLRANLEVLYQQLK
	Consensus (comb.lib./smm/nn)
	0.82

	HLA-DRB1*13:02
	1
	244
	258
	AHAIAKSTGAKVKTL
	Consensus (smm/nn/sturniolo)
	0.82

	HLA-DRB1*13:02
	1
	245
	259
	HAIAKSTGAKVKTLS
	Consensus (smm/nn/sturniolo)
	0.82

	HLA-DRB1*13:02
	1
	242
	256
	KIAHAIAKSTGAKVK
	Consensus (smm/nn/sturniolo)
	0.85

	HLA-DRB1*13:02
	1
	243
	257
	IAHAIAKSTGAKVKT
	Consensus (smm/nn/sturniolo)
	0.85

	HLA-DRB1*09:01
	1
	12
	26
	QGMSVVTSFYPMYAM
	Consensus (comb.lib./smm/nn)
	0.86

	HLA-DRB1*09:01
	1
	13
	27
	GMSVVTSFYPMYAMT
	Consensus (comb.lib./smm/nn)
	0.86

	HLA-DRB5*01:01
	1
	153
	167
	YTKKAKAFKKEAEQL
	Consensus (smm/nn/sturniolo)
	0.87

	HLA-DRB1*13:02
	1
	241
	255
	PKIAHAIAKSTGAKV
	Consensus (smm/nn/sturniolo)
	0.88

	HLA-DRB1*07:01
	1
	89
	103
	NVFEASKPLTLDRVK
	Consensus (comb.lib./smm/nn)
	0.90

	HLA-DRB3*02:02
	1
	180
	194
	SKTFVTQHTAFSYLA
	NetMHCIIpan
	0.92

	HLA-DRB1*11:01
	1
	180
	194
	SKTFVTQHTAFSYLA
	Consensus (smm/nn/sturniolo)
	0.94

	HLA-DRB1*11:01
	1
	181
	195
	KTFVTQHTAFSYLAK
	Consensus (smm/nn/sturniolo)
	0.96

	HLA-DRB1*03:01
	1
	95
	109
	KPLTLDRVKGLEDME
	Consensus (smm/nn/sturniolo)
	0.98


DNA binding response regulator [Streptococcus agalactiae]

	HLA-DRB3*01:01
	1
	170
	184
	EQILESISNDFADLP
	Consensus (comb.lib./smm/nn)
	0.01

	HLA-DRB3*01:01
	1
	171
	185
	QILESISNDFADLPL
	Consensus (comb.lib./smm/nn)
	0.01

	HLA-DRB3*01:01
	1
	172
	186
	ILESISNDFADLPLD
	Consensus (comb.lib./smm/nn)
	0.01

	HLA-DRB3*01:01
	1
	173
	187
	LESISNDFADLPLDR
	Consensus (comb.lib./smm/nn)
	0.01

	HLA-DRB3*01:01
	1
	174
	188
	ESISNDFADLPLDRV
	Consensus (comb.lib./smm/nn)
	0.01

	HLA-DRB3*01:01
	1
	118
	132
	YYVVEDIWHYQDVAV
	Consensus (comb.lib./smm/nn)
	0.02

	HLA-DRB3*01:01
	1
	120
	134
	VVEDIWHYQDVAVDF
	Consensus (comb.lib./smm/nn)
	0.02

	HLA-DRB3*01:01
	1
	123
	137
	DIWHYQDVAVDFTSY
	Consensus (comb.lib./smm/nn)
	0.02

	HLA-DRB3*01:01
	1
	124
	138
	IWHYQDVAVDFTSYQ
	Consensus (comb.lib./smm/nn)
	0.02

	HLA-DRB3*01:01
	1
	119
	133
	YVVEDIWHYQDVAVD
	Consensus (comb.lib./smm/nn)
	0.03

	HLA-DRB3*01:01
	1
	121
	135
	VEDIWHYQDVAVDFT
	Consensus (comb.lib./smm/nn)
	0.03

	HLA-DRB3*01:01
	1
	122
	136
	EDIWHYQDVAVDFTS
	Consensus (comb.lib./smm/nn)
	0.03

	HLA-DRB1*11:01
	1
	98
	112
	VTKPFSLVLLVKRIQ
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	99
	113
	TKPFSLVLLVKRIQA
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	100
	114
	KPFSLVLLVKRIQAL
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	101
	115
	PFSLVLLVKRIQALL
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	102
	116
	FSLVLLVKRIQALLR
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	103
	117
	SLVLLVKRIQALLRR
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	104
	118
	LVLLVKRIQALLRRY
	Consensus (smm/nn/sturniolo)
	0.07

	HLA-DRB1*11:01
	1
	108
	122
	VKRIQALLRRYYVVE
	Consensus (smm/nn/sturniolo)
	0.08

	HLA-DRB1*03:01
	1
	1
	15
	MNILVVDDEDMIREG
	Consensus (smm/nn/sturniolo)
	0.08

	HLA-DRB4*01:01
	1
	40
	54
	FHEFPIHLMVLDLML
	Consensus (comb.lib./smm/nn)
	0.11

	HLA-DRB4*01:01
	1
	41
	55
	HEFPIHLMVLDLMLP
	Consensus (comb.lib./smm/nn)
	0.11

	HLA-DRB4*01:01
	1
	42
	56
	EFPIHLMVLDLMLPK
	Consensus (comb.lib./smm/nn)
	0.11

	HLA-DRB4*01:01
	1
	43
	57
	FPIHLMVLDLMLPKR
	Consensus (comb.lib./smm/nn)
	0.11

	HLA-DRB1*03:01
	1
	2
	16
	NILVVDDEDMIREGV
	Consensus (smm/nn/sturniolo)
	0.11

	HLA-DRB1*11:01
	1
	109
	123
	KRIQALLRRYYVVED
	Consensus (smm/nn/sturniolo)
	0.12

	HLA-DRB5*01:01
	1
	102
	116
	FSLVLLVKRIQALLR
	Consensus (smm/nn/sturniolo)
	0.12

	HLA-DRB5*01:01
	1
	103
	117
	SLVLLVKRIQALLRR
	Consensus (smm/nn/sturniolo)
	0.12

	HLA-DRB5*01:01
	1
	104
	118
	LVLLVKRIQALLRRY
	Consensus (smm/nn/sturniolo)
	0.12

	HLA-DRB5*01:01
	1
	105
	119
	VLLVKRIQALLRRYY
	Consensus (smm/nn/sturniolo)
	0.12

	HLA-DRB5*01:01
	1
	106
	120
	LLVKRIQALLRRYYV
	Consensus (smm/nn/sturniolo)
	0.12

	HLA-DRB5*01:01
	1
	107
	121
	LVKRIQALLRRYYVV
	Consensus (smm/nn/sturniolo)
	0.14

	HLA-DRB5*01:01
	1
	108
	122
	VKRIQALLRRYYVVE
	Consensus (smm/nn/sturniolo)
	0.14

	HLA-DRB1*08:02
	1
	102
	116
	FSLVLLVKRIQALLR
	Consensus (smm/nn/sturniolo)
	0.14

	HLA-DRB1*08:02
	1
	103
	117
	SLVLLVKRIQALLRR
	Consensus (smm/nn/sturniolo)
	0.14

	HLA-DRB1*08:02
	1
	104
	118
	LVLLVKRIQALLRRY
	Consensus (smm/nn/sturniolo)
	0.14

	HLA-DRB1*11:01
	1
	189
	203
	VDVYIRNLRKKLDLD
	Consensus (smm/nn/sturniolo)
	0.15

	HLA-DRB3*01:01
	1
	42
	56
	EFPIHLMVLDLMLPK
	Consensus (comb.lib./smm/nn)
	0.16

	HLA-DRB1*11:01
	1
	107
	121
	LVKRIQALLRRYYVV
	Consensus (smm/nn/sturniolo)
	0.16

	HLA-DRB3*01:01
	1
	43
	57
	FPIHLMVLDLMLPKR
	Consensus (comb.lib./smm/nn)
	0.17

	HLA-DRB3*01:01
	1
	44
	58
	PIHLMVLDLMLPKRS
	Consensus (comb.lib./smm/nn)
	0.17

	HLA-DRB3*01:01
	1
	45
	59
	IHLMVLDLMLPKRSG
	Consensus (comb.lib./smm/nn)
	0.18

	HLA-DRB1*11:01
	1
	190
	204
	DVYIRNLRKKLDLDC
	Consensus (smm/nn/sturniolo)
	0.18

	HLA-DRB1*11:01
	1
	191
	205
	VYIRNLRKKLDLDCI
	Consensus (smm/nn/sturniolo)
	0.22

	HLA-DRB1*11:01
	1
	110
	124
	RIQALLRRYYVVEDI
	Consensus (smm/nn/sturniolo)
	0.24

	HLA-DRB1*03:01
	1
	3
	17
	ILVVDDEDMIREGVA
	Consensus (smm/nn/sturniolo)
	0.25

	HLA-DRB1*11:01
	1
	188
	202
	VVDVYIRNLRKKLDL
	Consensus (smm/nn/sturniolo)
	0.26

	HLA-DRB3*01:01
	1
	169
	183
	REQILESISNDFADL
	Consensus (comb.lib./smm/nn)
	0.27

	HLA-DRB3*01:01
	1
	168
	182
	SREQILESISNDFAD
	Consensus (comb.lib./smm/nn)
	0.29

	HLA-DRB1*11:01
	1
	150
	164
	PKELLVLKCLIQHKN
	Consensus (smm/nn/sturniolo)
	0.29

	HLA-DRB1*11:01
	1
	151
	165
	KELLVLKCLIQHKNQ
	Consensus (smm/nn/sturniolo)
	0.29

	HLA-DRB4*01:01
	1
	44
	58
	PIHLMVLDLMLPKRS
	Consensus (comb.lib./smm/nn)
	0.31

	HLA-DRB4*01:01
	1
	45
	59
	IHLMVLDLMLPKRSG
	Consensus (comb.lib./smm/nn)
	0.32

	HLA-DRB1*11:01
	1
	192
	206
	YIRNLRKKLDLDCIV
	Consensus (smm/nn/sturniolo)
	0.32

	HLA-DRB4*01:01
	1
	39
	53
	KFHEFPIHLMVLDLM
	Consensus (comb.lib./smm/nn)
	0.33

	HLA-DRB1*11:01
	1
	153
	167
	LLVLKCLIQHKNQVL
	Consensus (smm/nn/sturniolo)
	0.36

	HLA-DRB3*01:01
	1
	116
	130
	RRYYVVEDIWHYQDV
	Consensus (comb.lib./smm/nn)
	0.41

	HLA-DRB1*11:01
	1
	152
	166
	ELLVLKCLIQHKNQV
	Consensus (smm/nn/sturniolo)
	0.41

	HLA-DRB1*08:02
	1
	105
	119
	VLLVKRIQALLRRYY
	Consensus (smm/nn/sturniolo)
	0.43

	HLA-DRB1*03:01
	1
	42
	56
	EFPIHLMVLDLMLPK
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	43
	57
	FPIHLMVLDLMLPKR
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	44
	58
	PIHLMVLDLMLPKRS
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	45
	59
	IHLMVLDLMLPKRSG
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	46
	60
	HLMVLDLMLPKRSGF
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	47
	61
	LMVLDLMLPKRSGFE
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	48
	62
	MVLDLMLPKRSGFEV
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	177
	191
	SNDFADLPLDRVVDV
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	178
	192
	NDFADLPLDRVVDVY
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	179
	193
	DFADLPLDRVVDVYI
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	180
	194
	FADLPLDRVVDVYIR
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*03:01
	1
	181
	195
	ADLPLDRVVDVYIRN
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*08:02
	1
	101
	115
	PFSLVLLVKRIQALL
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB1*11:01
	1
	106
	120
	LLVKRIQALLRRYYV
	Consensus (smm/nn/sturniolo)
	0.46

	HLA-DRB3*01:01
	1
	115
	129
	LRRYYVVEDIWHYQD
	Consensus (comb.lib./smm/nn)
	0.47

	HLA-DRB1*11:01
	1
	105
	119
	VLLVKRIQALLRRYY
	Consensus (smm/nn/sturniolo)
	0.48

	HLA-DRB1*03:01
	1
	183
	197
	LPLDRVVDVYIRNLR
	Consensus (smm/nn/sturniolo)
	0.49

	HLA-DRB3*02:02
	1
	105
	119
	VLLVKRIQALLRRYY
	NetMHCIIpan
	0.52

	HLA-DRB1*11:01
	1
	111
	125
	IQALLRRYYVVEDIW
	Consensus (smm/nn/sturniolo)
	0.56

	HLA-DRB1*11:01
	1
	187
	201
	RVVDVYIRNLRKKLD
	Consensus (smm/nn/sturniolo)
	0.56

	HLA-DRB3*01:01
	1
	114
	128
	LLRRYYVVEDIWHYQ
	Consensus (comb.lib./smm/nn)
	0.57

	HLA-DRB3*01:01
	1
	113
	127
	ALLRRYYVVEDIWHY
	Consensus (comb.lib./smm/nn)
	0.61

	HLA-DRB1*03:01
	1
	4
	18
	LVVDDEDMIREGVAA
	Consensus (smm/nn/sturniolo)
	0.63

	HLA-DRB3*02:02
	1
	106
	120
	LLVKRIQALLRRYYV
	NetMHCIIpan
	0.65

	HLA-DRB4*01:01
	1
	106
	120
	LLVKRIQALLRRYYV
	Consensus (comb.lib./smm/nn)
	0.66

	HLA-DRB5*01:01
	1
	203
	217
	DCIVTVKNAGYKISL
	Consensus (smm/nn/sturniolo)
	0.66

	HLA-DRB1*11:01
	1
	149
	163
	KPKELLVLKCLIQHK
	Consensus (smm/nn/sturniolo)
	0.67

	HLA-DRB1*03:01
	1
	186
	200
	DRVVDVYIRNLRKKL
	Consensus (smm/nn/sturniolo)
	0.68

	HLA-DRB4*01:01
	1
	105
	119
	VLLVKRIQALLRRYY
	Consensus (comb.lib./smm/nn)
	0.74

	HLA-DRB3*01:01
	1
	117
	131
	RYYVVEDIWHYQDVA
	Consensus (comb.lib./smm/nn)
	0.77

	HLA-DRB1*03:01
	1
	188
	202
	VVDVYIRNLRKKLDL
	Consensus (smm/nn/sturniolo)
	0.77

	HLA-DRB1*03:01
	1
	189
	203
	VDVYIRNLRKKLDLD
	Consensus (smm/nn/sturniolo)
	0.77

	HLA-DRB3*02:02
	1
	104
	118
	LVLLVKRIQALLRRY
	NetMHCIIpan
	0.77

	HLA-DRB1*08:02
	1
	154
	168
	LVLKCLIQHKNQVLS
	Consensus (smm/nn/sturniolo)
	0.79

	HLA-DRB3*02:02
	1
	107
	121
	LVKRIQALLRRYYVV
	NetMHCIIpan
	0.80

	HLA-DRB3*01:01
	1
	15
	29
	GVAAFLREEGYHVIL
	Consensus (comb.lib./smm/nn)
	0.81

	HLA-DRB1*08:02
	1
	106
	120
	LLVKRIQALLRRYYV
	Consensus (smm/nn/sturniolo)
	0.81

	HLA-DRB5*01:01
	1
	19
	33
	FLREEGYHVILAKDG
	Consensus (smm/nn/sturniolo)
	0.81

	HLA-DRB1*03:01
	1
	187
	201
	RVVDVYIRNLRKKLD
	Consensus (smm/nn/sturniolo)
	0.87

	HLA-DRB3*01:01
	1
	16
	30
	VAAFLREEGYHVILA
	Consensus (comb.lib./smm/nn)
	0.88

	HLA-DRB4*01:01
	1
	104
	118
	LVLLVKRIQALLRRY
	Consensus (comb.lib./smm/nn)
	0.89

	HLA-DRB3*01:01
	1
	14
	28
	EGVAAFLREEGYHVI
	Consensus (comb.lib./smm/nn)
	0.89

	HLA-DRB5*01:01
	1
	22
	36
	EEGYHVILAKDGQEA
	Consensus (smm/nn/sturniolo)
	0.92

	HLA-DRB5*01:01
	1
	23
	37
	EGYHVILAKDGQEAL
	Consensus (smm/nn/sturniolo)
	0.92

	HLA-DRB5*01:01
	1
	20
	34
	LREEGYHVILAKDGQ
	Consensus (smm/nn/sturniolo)
	0.94

	HLA-DRB5*01:01
	1
	21
	35
	REEGYHVILAKDGQE
	Consensus (smm/nn/sturniolo)
	0.94

	HLA-DRB5*01:01
	1
	128
	142
	QDVAVDFTSYQARVK
	Consensus (smm/nn/sturniolo)
	0.95

	HLA-DRB5*01:01
	1
	129
	143
	DVAVDFTSYQARVKN
	Consensus (smm/nn/sturniolo)
	0.95

	HLA-DRB5*01:01
	1
	130
	144
	VAVDFTSYQARVKNE
	Consensus (smm/nn/sturniolo)
	0.95

	HLA-DRB5*01:01
	1
	131
	145
	AVDFTSYQARVKNEE
	Consensus (smm/nn/sturniolo)
	0.95

	HLA-DRB5*01:01
	1
	132
	146
	VDFTSYQARVKNEEV
	Consensus (smm/nn/sturniolo)
	0.95

	HLA-DRB5*01:01
	1
	133
	147
	DFTSYQARVKNEEVA
	Consensus (smm/nn/sturniolo)
	0.95

	HLA-DRB5*01:01
	1
	134
	148
	FTSYQARVKNEEVAI
	Consensus (smm/nn/sturniolo)
	0.95

	HLA-DRB1*11:01
	1
	154
	168
	LVLKCLIQHKNQVLS
	Consensus (smm/nn/sturniolo)
	0.97


1

