Supplement S1

RNA binding proteins identification process

RNA binding proteins (RBP) were identified among the HA, NA and reference subsets using
the following annotations sources: the GO molecular function ontology; Proteins
descriptions from UniProt; InterPro domains definitions; PFAM, SMART and GENE3D
sequences motifs databases. One protein is stated as a RBP if there is at least one match
using the previous annotations sources. Tables below provide, for each source, the list of
identifiers used to match a RBP.

GO molecular function:

GOID Description

G0:0003723 (+ all children go-ids) RNA Binding

Protein description:

The protein description must contains:

RNA binding —OR— RNA recognition

InterPro domains:

InterPro ID | Description

IPRO00504 | RNA recognition motif domain

IPRO01313 | Pumilio RNA-binding repeat

IPR002547 | tRNA-binding domain

IPR0O02775 | DNA/RNA-binding protein Alba-like

IPR002942 | RNA-binding S4 domain

IPRO03954 | RNA recognition motif domain, eukaryote

IPRO05121 | Phenylalanine-tRNA ligase, beta subunit, ferrodoxin-fold anticodon-binding

IPRO05146 | B3/B4 tRNA-binding domain

IPRO06196 | RNA-binding domain, S1, IF1 type

IPRO06630 | RNA-binding protein Lupus La

IPRO06903 | RNA polymerase llI-binding domain

IPRO07010 | Poly(A) polymerase, RNA-binding domain

IPRO07638 | Glutaminyl-tRNA synthetase, class Ib, non-specific RNA-binding domain 2

IPRO07639 | Glutaminyl-tRNA synthetase, class Ib, non-specific RNA-binding domain, N-terminal

IPRO07846 | RNA-recognition motif (RRM) Nup35-type domain

IPRO08925 | Aminoacyl-tRNA synthetase, class |, anticodon-binding

IPRO09068 | S15/NS1, RNA-binding

IPRO09080 | Aminoacyl-tRNA synthetase, class 1a, anticodon-binding

IPR0O10978 | tRNA-binding arm

IPR0O11035 | Ribosomal protein L25/GIn-tRNA synthetase, anti-codon-binding domain

IPR0O13123 | RNA 2-0 ribose methyltransferase, substrate binding

IPR0O13155 | Methionyl/Valyl/Leucyl/Isoleucyl-tRNA synthetase, anticodon-binding

IPRO13699 | Signal recognition particle, SRP72 subunit, RNA-binding

IPR014720 | Double-stranded RNA-binding domain

IPRO16437 | Translation-associated RNA-binding, predicted

IPRO18162 | Alanine-tRNA ligase, class lic, anti-codon-binding domain

IPR0O18834 | DNA/RNA-binding domain, Estl-type

IPRO18835 | RNA-binding domain, putative




IPR018885 | mRNA-binding domain
IPR019447 | DNA/RNA-binding protein Kinl17, conserved domain
IPRO19580 | Pre-mRNA-processing-splicing factor 8, U6-snRNA-binding
IPRO19581 | Pre-mRNA-processing-splicing factor 8, U5-snRNA-binding
IPR0O19582 | RNA recognition motif, spliceosomal PrP8
IPR020059 | Glutamyl/glutaminyl-tRNA synthetase, class Ib, anti-codon binding domain
IPRO20751 | Aminoacyl-tRNA synthetase, class |, anticodon-binding domain, subdomain 2
IPRO20789 | RNA polymerases, subunit N, zinc binding site
IPR0O21083 | Nuclear abundant poly(A) RNA-binding protein Nab2, N-terminal
IPR021891 | Telomerase ribonucleoprotein complex - RNA-binding domain
IPR022666 | Ribosomal Proteins L2, RNA binding domain
IPRO22755 | Zinc finger, double-stranded RNA binding
IPR022967 | RNA-binding domain, S1
IPR024261 | RNA binding protein She2
IPRO25995 | RNA binding activity-knot of a chromodomain
IPR026699 | Exosome complex RNA-binding protein 1/RRP40/RRP4
IPR0O27992 | Possible tRNA binding domain
IPRO31615 | MYND-like zinc finger, mRNA-binding
IPRO31766 | Occluded RNA-recognition motif
IPR032828 | tRNA nucleotidyltransferase/poly(A) polymerase, RNA and SrmB- binding domain
IPRO01781 | Zinc finger, LIM-type
PFAM:
ID Description
PF0O0035 Double-stranded RNA binding motif
PFO0076 RNA recognition motif. (a.k.a. RRM, RBD, or RNP domain)
PF00181 Ribosomal Proteins L2, RNA binding domain
PF00298 Ribosomal protein L11, RNA binding domain
PFO0575 S1 RNA binding domain
PFO0806 Pumilio-family RNA binding repeat
PF01588 Putative tRNA binding domain
PF01798 Putative snoRNA binding domain
PF03726 Polyribonucleotide nucleotidyltransferase, RNA binding domain
PF03950 tRNA synthetases class | (E and Q), anti-codon binding domain
PF04135 Nucleolar RNA-binding protein, Nop10p family
PF04410 Garl/Nafl RNA binding region
PF04557 Glutaminyl-tRNA synthetase, non-specific RNA binding region part 2
PF04558 Glutaminyl-tRNA synthetase, non-specific RNA binding region part 1
PF0O4774 Hyaluronan / mRNA binding family
PF04818 RNA polymerase llI-binding domain.
PF04926 Poly(A) polymerase predicted RNA binding domain
PF05172 Nup53/35/40-type RNA recognition motif
PF08032 RNA 2'-O ribose methyltransferase substrate binding
PF08492 SRP72 RNA-binding domain
PF08675 RNA binding domain
PF0O8677 RNA binding motif
PF09387 Mitochondrial RNA binding protein MRP
PF09738 Double stranded RNA binding protein (DUF2051)
PF10373 Estl DNA/RNA binding domain
PF10567 RNA-recognition motif




PF10597 U5-snRNA binding site 2 of PrP8
PF10598 RNA recognition motif of the spliceosomal PrP8
PF11435 RNA binding protein She2p
PF11717 RNA binding activity-knot of a chromodomain
PF12009 Telomerase ribonucleoprotein complex - RNA binding domain
PF12171 Zinc-finger double-stranded RNA-binding
PF13725 Possible tRNA binding domain
PF13893 RNA recognition motif. (a.k.a. RRM, RBD, or RNP domain)
PF14259 RNA recognition motif (a.k.a. RRM, RBD, or RNP domain)
SMART:
ID Description
SM00316 | Ribosomal protein S1-like RNA-binding domain
SM00322 | K homology RNA-binding domain
SMO00358 | Double-stranded RNA binding motif
SM00359 Putative RNA-binding Domain in PseudoUridine synthase and Archaeosine
transglycosylase
SMO00360 | RNA recognition motif
SM00361 | RNA recognition motif
SM00363 | S4 RNA-binding domain
DNA/RNA-binding repeats in PUR-alpha/beta/gamma and in hypothetical proteins
SM00712 .
from spirochetes and t [truncated]
SMO00715 | Domain in the RNA-binding Lupus La protein; unknown function
SMO00967 | RNA 2'-O ribose methyltransferase substrate binding
SMO00975 | Telomerase ribonucleoprotein complex - RNA binding domain
GENE3D:
ID Description

G3DSA:1.20.200.20 RNA-binding protein She2p

G3DSA:3.30.720.10 Signal recognition particle alu RNA binding heterodimer




