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aDNA barcode sequences obtained for rbcL (ribulose-bisphosphate carboxylase), matK (maturase K) and trnH-psbA (included between the tRNAHisGUG gene and the gene encoding the protein of thylakoid membrane for the photosystem II). Underlined the primers position.
rbcL_aDNA: GGCAGCATTCCGAGTAACTCCTCAGCCCGGAGTTCCGCCTGAAGAAGCAGGGGTTGCAGTAGCTGCGGAATCTTCCACTGGTACATGGACAACTGTTTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACG

matK_aDNA:
CCATTTAGAAATCCTGGTTCAACTCCTTGAATACCGGATTCAAGATGTTCCATCTTTGCATTTATTGCGATTCTTTCTCAACTATTATTCGAATTGGAATAGTCTTATTA

trnH-psbA_aDNA:
TCGATCGAGGTATGGAGGTCAGAATAAATAGAATAATGATGAATGGAAAAAAGAG-AAAATCCTTTAGCTGGATAAGGGGCGGATGTAGCCAAGTGGATC-AAGGCAGTGGATTGTGAATCCACCATGC



trnH-psbA BioEdit alignement of our sequence with the GenBank accessions of Panicum sp. This barcode region is the most polymorphic among the cpDNA region studied in this paper, if comparing species regardless of their geographical area. 
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