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List and description of the DNA extraction protocols used in this work 

Modified from Baumbusch et al. (2001)
Different amounts (1, 4, 6) of washed spikelets were ground in one microtube with 700 µl extraction buffer (50 mMTris/HCl pH 8.0; 10 mM EDTA pH 8.0; 100 mMNaCl; 1% (w/v) SDS; 10 M 2-mercaptoethanol) and incubated for 10-15 minutes at 65°C with occasional shaking. 220 µl of sodium acetate 3 M were added and mixed by vortexing, then the samples were incubated on ice for 30 minutes. After 10 min centrifugation the supernatant was collected and a 0.7 x sample volume of isopropanol was added. It was incubate at least 1 hour at room temperature and occasionally shaked. After 45 min centrifugation at 10.000 rpm the supernatant was discarded and the DNA pellet was washed twice with 600 µl of 80% ethanol, finally allowed to dry completely. The DNA was resuspended in 25 µl nuclease free water.

Modified from Kistler and Saphiro (2011)
Different amounts (1, 4, 6) of washed spikelets were immersed into 500 µl of CTAB extraction buffer (2% (w/v) CTAB; 100 mMTris/HCl pH 8.0; 20 mM EDTA pH 8.0; 1,4 M NaCl) with 0.02 g polyvinylpyrrolidone and 2.5 µl 2-mercaptoethanol at 55° C for 2 hours, agitating them periodically. Then the spikelets were grounded in the buffer using pellet pestles and 500 µl chloroform was added. After 7 min centrifugation at 13.000 x g the aqueous phase was isolated. Incubate this on ice with 0.08 volumes 7.5 M ammonium acetate and 0.54 volumes of isopropanol for 45 min. The mixture was centrifuged and supernatant was discarded, and DNA was washed once with 70% ethanol and once with 95% ethanol, then allowed to dry completely. The DNA was resuspended in 25 µl nuclease free water.

Modified from Gilbert et al. (2004)
Different amounts (1, 4, 6) of washed spikelets were dried and then manually crushed. DNA was extracted through initial digestion overnight at 55°C in 750 µl of digestion buffer modified from Gilbert et al. (2007) consisting of 10mM Tris-HCl pH 8.0, 10mM NaCl, 5mM CaCl, 2.5mM EDTA pH 8.0, 40mM DTT, 1% SDS, 10% proteinase K solution. This was followed by organic purification using phenol and chloroformand a precipitation in 2 volumes of ethanol absolute in presence of 3 M sodium acetate. The solution was incubated over night, centrifuged 15 min at 14.000 rpm and, after discarding supernatant, DNA pellet was washed once with 95% ethanol and once with 70% ethanol. The DNA was resuspended in 25 µl nuclease free water.

Modified from Pollmann et al. (2005)
Different amounts (1, 4, 10) of washed spikeletswere dried in a desiccator overnight. Each sample was ground in one microtube and the powder was incubated for 5 h with 400 µl prewarmed CTAB extraction buffer (2% (w/v) CTAB; 100 mMTris/HCl pH 8.0; 20 mM EDTA pH 8.0; 1.4 M NaCl) at 60° C with shaking in a hybridisation oven. After 3 min centrifugation the supernatant was collected and an equal volume of 24:1 (v/v) chloroform:isoamyl alcohol was added. Supernatant and chloroform:isoamyl alcohol were mixed by vortexing and centrifuged 2 min at 10,000 rpm. Chloroform:isoamyl alcohol extraction of the aqueous layer was repeated three times. Two volumes of precipitation buffer (1% (w/v) CTAB; 50 mMTris/HCl pH 8.0; 10 mM EDTA pH 8.0) was added to 1 volume of aqueous layer and incubated overnight at 4° C. After 8 min centrifugation at 12.000 rpm, the supernatant was discarded and the DNA pellet was washed with 100% ethanol. The DNA was resuspended in 25 µl nuclease free water.

Modified from Sahu et al. (2012)
Different amounts (1, 4, 6) of washed spikelets were dried and manually crushed in presence of 250 mg PVP. The powder was incubated for 40 min with 2 volumes of prewarmed suspension buffer (120 mMTris/HCl pH 8.0; 50 mM EDTA pH 8.0; 1 M NaCl; 0,5 M sucrose; 2% Triton-X 100; 0,2% 2-mercaptoethanol) at 60° C. After 15 min centrifugation at 12.000 rpm, extraction buffer was added (100 mMTris/HCl pH 8.0; 20 mM EDTA pH 8.0; 1,5 M NaCl; 1% 2-mercaptoethanol; 2% (w/v) CTAB) and the solution was incubated at 60°C for 30 min. After 15 min centrifugation the supernatant collected and 2 volumes of 24:1 (v/v) chloroform:isoamyl alcohol were added. The solution was gently mixed and centrifuged 15 min at 12.500 rpm.  2 volumes of chilled isopropanol were added and the solution was incubated 1 hour at -20°C. Supernatant was discarded after 15 min centrifugation at 12.000 rpm. DNA pellet was washed with 70% ethanol and then resuspended in 25 µl nuclease free water.

Modified from Xin and Chen (2012)
Different amounts (1, 4, 6) of washed spikelets were dried and then manually crushed. DNA was extracted through initial incubation for 1 hour with 375 µl of prewarmed extraction buffer (2% (w/v) CTAB; 100 mMTris/HCl pH 8.0; 20 mM EDTA pH 8.0; 1,2 M NaCl; 0,1% 2-mercaptoethanol) at 60° C. 375 µl of 24:1 (v/v) chloroform:isoamyl alcohol were added and, after centrifugation at 3.000 g for 15 min, was collected the aqueous layer. Dilution buffer consisting of 2% (w/v) CTAB, 100 mMTris/HCl pH 8.0, 20 mM EDTA pH 8.0 was added and the mixture was incubated 30 min at 60°C. Supernatant was discarded after 15 min centrifugation at 3.000 g. DNA pellet was washed twice with 70% ethanol and then resuspended in 25 µl nuclease free water.
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