[bookmark: _GoBack]Table S1. Exclusive proteins found in secretory or maturation-stage enamel of susceptible (A/J) or resistant (129P3/J) mice treated with water containing 50 mgF/L or not.
[image: ]






[image: ]





[image: ]
image1.emf
Table  2 :   Expression of unique proteins in secretory and maturation - stage  enamel between A/J and 129P3/J  mice treated with water containing 50 mgF/L or not.    

 Protein  Score  a Uniprot  ID  b Biological  Process   Protein  Score  a Uniprot  ID  b Biological  Process  

Exclusive to A/J Secretory Control  Putative uncharacterized protein  83   Unknown  Exclusive to 129P3/J Secretory Treated  Putative uncharacterized protein  122   Unknown  

Putative uncharacterized protein  83   Unknown   Aldehyde dehydrogenase  46  P47738  Processes  

Vimentin **  380  P20152  Structure   Keratin, type II cytoskeletal 5  402  Q922U2  Structure  

Tubulin alpha - 1B chain  103  P05213  Structure   Putative uncharacterized protein  164   Unknown  

Putative uncharacterized protein  77   Unknown   Aconitate hydratase,  mitochondrial  90  Q99KI0  Metabolism  

Putative uncharacterized protein  82   Unknown   Putative uncharacterized protein  77   Unknown  

Putative uncharacterized protein  69   Unknown   Serpin H1  72  P19324  Metabolism  

Keratin, type II cytoskeletal 5  209  Q922U2  Structure   Putative uncharacterized protein  69   Unknown  

Neurofilament heavy polypeptide  37  P19246  Structure   Putative uncharacterized protein  69   Unknown  

Keratin, type I cytoskeletal 14  35  Q61781  Structure   Cytosolic phospholipase A2  beta  39  P0C871  Metabolism  

Exclusive to 129P3/J Secretory Control  Putative uncharacterized protein  65   Unknown   Neurofilament heavy  polypeptide  37  P19246  Structure  

14 - 3 - 3 protein zeta/delta  324  P63101  Information  Pathways   Pyruvate kinase isozymes  M1/M2  114  P52480  Metabolism  

14 - 3 - 3 protein epsilon  46  P62258  Processes   Periostin  388  Q62009  Processes  

14 - 3 - 3 protein gamma  93  P61982  Processes   Glutamate dehydrogenase 1,  mitochondrial  53  P26443  Metabolism  

Putative uncharacterized protein  447   Unknown   Nucleoside  diphosphate kinase  B  117  Q01768  Metabolism  

Prohibitin  57  P67778  Processes   Putative uncharacterized protein  203   Unknown  

Putative uncharacterized protein  73   Unknown   Putative uncharacterized protein  132   Unknown  

Peroxiredoxin - 2  267  Q61171  Processes   Putative uncharacterized protein  132   Unknown  

Odorant binding protein Ib  318  P97337  Transport   Putative uncharacterized protein  149   Unknown  

Odorant binding protein Ia  141  P97336  Transport   Putative uncharacterized protein  73   Unknown  

Putative  uncharacterized protein  69   Unknown   Peroxiredoxin - 2  267  Q61171  Processes  

Serotransferrin  51  Q921I1  Transport   Putative uncharacterized protein  171   Unknown  

Putative uncharacterized protein  60   Unknown  Exclusive to A/J Secretory Treated  Serotransferrin  221  Q921I1  Transport  

Putative uncharacterized protein  60   Unknown   Putative uncharacterized protein  137   Unknown  

Malate dehydrogenase,  cytoplasmic  343  P14152  Metabolism   Nucleoside diphosphate kinase  A  57  P15532  Metabolism  

Putative uncharacterized  protein  51   Unknown   Carbonic anhydrase 2  142  P00920  Transport  

Beta - enolase  351  P21550  Metabolism   Carbonic anhydrase 1  41  P13634  Transport  

Pigment epithelium - derived factor *  563  P97298  Structure   Triosephosphate isomerase  114  P17751  Metabolism  

Putative uncharacterized protein  81   Unknown   Putative uncharacterized protein  82   Unknown  

Putative uncharacterized protein  132   Unknown   Putative uncharacterized protein  119   Unknown  

Putative uncharacterized protein  132   Unknown   Putative  uncharacterized protein  90   Unknown  

Putative uncharacterized protein  149   Unknown   Putative uncharacterized protein  605   Unknown  

Myosin light chain 1/3, skeletal  muscle isoform  41  P05977  Structure  Exclusive to 129P3/J  Maturation Control  Putative  uncharacterized protein  171   Unknown  

Translationally - controlled tumor  protein  44  P63028  Structure   Rho - related GTP - binding protein  34  Q62159  Processes  

Putative uncharacterized protein  67   Unknown   Putative unchara3cterized  protein  53   Unknown  

Putative uncharacterized protein  60   Unknown   Putative uncharacterized protein  333   Unknown  

Putative uncharacterized protein  60   Unknown   Putative uncharacterized protein  57   Unknown  
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Exclusive to A/J Maturation Control  Tubulin alpha - 1B  chain  103  P05213  Structure  Exclusive to A/J Maturation Treated  Putative uncharacterized protein  60   Unknown  

Heat shock cognate 71 kDa protein  37  P63017  Information  Pathways   Keratin, type I cytoskeletal 10  67  P02535  Structure  

BTB/POZ domain - containing  protein  KCTD12  47  Q6WVG3  Processes   Putative uncharacterized protein  37   Unknown  

Tenascin - N  601  Q80Z71  Processes   Putative uncharacterized protein  37   Unknown  

Putative uncharacterized protein  35   Unknown   Putative uncharacterized protein  36   Unknown  

Putative uncharacterized protein  67   Unknown   Pyruvate dehydrogenase E1  component subunit beta,  mitochondrial  91  Q9D051  Metabolism  

Annexin A5  1215  P48036  Processes   Annexin A4  76  P97429  Processes  

Putative uncharacterized protein  151   Unknown   Prohibitin  57  P67778  Processes  

Actin, cytoplasmic 1  122  P60710  Structure   Adenylate kinase isoenzyme 1  176  Q9R0Y5  Metabolism  

Tenascin - W  402  Q70HX0  Processes   Putative uncharacterized protein  61   Unknown  

  Putative uncharacterized protein  73   Unknown   Apolipoprotein A - I  36  Q00623  Transport/   Metabolism  

Vimentin  380  P20152  Structure   Odorant binding protein Ib  318  P97337  Transport  

Exclusive to 129P3/J  Maturation Treated  Rho - related GTP - binding protein  RhoC  98  Q62159  Processes   Odorant binding protein  Ia  141  P97336  Transport  

Putative uncharacterized protein  69   Unknown   Putative uncharacterized protein  69   Unknown  

Pyruvate kinase isozymes M1/M2  114  P52480  Metabolism   Putative uncharacterized protein  56   Unknown  

Periostin  388  Q62009  Processes   Nucleoside diphosphate kinase B  55  Q01768  Metabolism  

Glutamate dehydrogenase 1,  mitochondrial  53  P26443  Metabolism   Putative uncharacterized protein  60   Unknown  

Exclusive to A/J Maturation Treated  Ferritin light chain 1  122  P29391  Transport   Putative  uncharacterized protein  60   Unknown  

Putative uncharacterized protein  92   Unknown   Rho - related GTP - binding protein  RhoC  77  Q62159  Processes  

Malate dehydrogenase, cytoplasmic  343  P14152  Metabolism   Proteasome subunit alpha type - 2  50  P49722  Metabolism  

Putative uncharacterized protein  51   Unknown   Glutathione S - transferase P 1  36  P19157  Metabolism  

Beta - enolase  351  P21550  Metabolism   Fructose - bisphosphate aldolase  35  Q5FWB7  Metabolism  

14 - 3 - 3 protein zeta/delta  324  P63101  Information  Pathways   Putative   uncharacterized protein  89   Unknown  

14 - 3 - 3 protein epsilon  46  P62258  Processes   Peptidyl - prolyl cis - trans isomerase  C  121  P30412  Information  Pathways  

14 - 3 - 3 protein gamma  93  P61982  Processes   Putative uncharacterized protein  86   Unknown  

Putative  uncharacterized protein  191   Unknown   Amelogenin, X isoform  211  P63278  Structure  

Col1a1 protein *  48  Q99LL6  Structure   Putative uncharacterized protein  61   Unknown  

Putative uncharacterized protein  447   Unknown   Glial fibrillary acidic protein  218  P03995  Structure  

Putative uncharacterized protein  90   Unknown   Putative uncharacterized protein  99  Q9CV72  Unknown  

Actin, cytoplasmic 2  543  P63260  Structure   Putative uncharacterized protein  77   Unknown  

Tenascin - W  402  Q70HX0  Processes   Putative  uncharacterized protein  42   Unknown  

Putative uncharacterized protein  73   Unknown   Putative uncharacterized protein  52   Unknown  

Putative uncharacterized protein  60   Unknown   Triosephosphate isomerase  102  P17751  Metabolism  

Putative uncharacterized  protein  60   Unknown   Putative uncharacterized protein  82   Unknown  

Cytosolic phospholipase A2 beta  39  P0C871  Metabolism   Serpin H1  72  P19324  Metabolism  

Putative uncharacterized protein  143   Unknown   Pigment epithelium - derived factor *  563  P97298  Structure  

Dolichyl - diphosphooligosaccharide -- protein glycosyltransferase 48 kDa  subunit  35  O54734  Processes   ATP synthase subunit beta,  mitochondrial  248  P56480  Metabolism  

Putative uncharacterized protein  69   Unknown   Putative uncharacterized protein  83   Unknown  

Putative uncharacterized protein  69   Unknown   Putative uncharacterized protein  94   Unknown  
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Exclusive to A/J Maturation Treated  Putative uncharacterized protein  56   Unknown       

Putative uncharacterized protein  56   Unknown       

Vimentin **  380  P20152  Structure       

Tubulin alpha - 1B chain  103  P05213  Structure       

Keratin, type I cytoskeletal 14  429  Q61781  Structure       

Putative uncharacterized protein  83   Unknown       

Actin, cytoplasmic 1  91  P60710  Structure       

BTB/POZ domain - containing protein  KCTD12  47  Q6WVG3  Processes       

Gamma actin - like protein  93  Q9QZ83  Structure       

Secretory  –   secretory - stage enamel; Maturation  –   maturation - stage enamel; Control  -   deionized water; Treated  -   water  containing 50 mgF/L.    a Identification is based on protein ID from IPI (International Protein index) protein database  ( http://www.uniprot.org/ ).  b Category of protein based on its primary biological function according to Rison et al.   (2000) . *Gene  located at chromosome 11. **Gene located on chromosome 2.    


