SUPPLEMENTARY DATAMATERIALS and DATA

Table 1S: Sequences of primers used for quantitative PCR assays
	Gene name
	Implication
	Genbank number
	Probe sequence (5’ 3’)

	TNFα
	Inflammation
	NM_013693.3
	F: CACCACGCTCTTCTGTCTACTGAACTT
R: GTGGGCTACAGGCTTGTCACTCG

	MCP-1 (CCL2)
	Inflammation
	NM_011333.3
	F: AGCAGCAGGTGTCCCAAAGA
R: ACGGGTCAACTTCACATTCAA

	IL-6
	Inflammation
	NM_000071.6
	F: AGACAAAGCCAGAGTCCTTCA
R: GCCACTCCTTCTGTGACTCC

	PTGS2
	Inflammation
	NM_011198.3
	F: CGTGGGGAATGTATGAGC
R: GCAGGAAGGGGATGTTG

	RANTES (CCL5)
	Inflammation
	NM_013653.3
	F: TGCTGCTTTGCCTACCTCTC
R: CCCACTTCTTCTCTGGGTTG

	NQO1
	Oxidative stress
	NM_008706.5
	F: AGGCTGGTTTGAGAGAGTGC
R: AGACCTGGAAGCCACAGAAAA

	CYP1A1
	Xenobiotic responses
	NM_001136059.2
	F: ATGAGTTTGGGGAG
R: AATGAGGCTGTC

	GAPDH
	Housekeeping gene
	NM_008084.2
	F: GTGGACCTCATGGCCTACAT
R: TGTGAGGGAGATGCTCAGTG


TNFα, Tumour necrosis factor alpha; MCP-1, Macrophages/monocyte chemoattractant protein-1; IL-6, Interleukin-6; PTGS2, prostaglandin-endoperoxide synthase 2; RANTES, Regulated upon activation normal T-cell expressed, and presumably secreted; NQO1, NAD(P)H:quinone oxidoreductase ; CYP1A1, Cytochrome P450-family 1-subfamily A-polypeptide 1; GAPDH, glyceraldehyde-3-phosphate dehydrogenase.



Figure 1S: TEM images of NP suspension. Representative TEM images of Fe2O3, Fe3O4, MnFe2O4 and CrOOH NP.

Figure 2S: Dynamic light scattering analysis of NP suspension. Distribution diagram of NP suspensions (in number), as a function of NP hydrodynamic diameter.

[bookmark: _GoBack]Figure 31S: Schematic representation of the experimental protocol. Nanoparticles (NP) were administrated on day 0 (D0), and mice were sacrificed 24 hours (Panel A), or 1 week later (Panel B). For the 1 month (Panel C) and 3 months (Panel D) exposure duration, mice were weekly administrated with NP and sacrificed 1 week after the last exposure.

Figure 41S: BALF analysis of mice exposed to NP for 24 hours. BALF total protein content, LDH release and total cellularity of mice exposed for 24 hours to 5 µg (Panel A) or 50 µg (Panel B) NP. BALF levels of TNFα, TGFβ and IL1β in mice exposed for 24 hours to 5 µg (Panel C) or 50 µg (Panel D) NP. n:  8 mice per condition. *: p ≤< 0.05 vs Control. **: p ≤ 0.01 vs Control. ***: p ≤ 0.001 vs Control.

Figure 52S: Total lung mRNA analysis of mice exposed to NP for 24 hours. Quantification of TNFα, MCP-1, IL-6, PTGS, RANTES, NQO-1 and CYP1A1 mRNA expression in lung sample from mice exposed for 24 hours to 5 µg (Panel A) or 50 µg (Panel B) NP. n:  8 and 10 mice per condition for panels A and B, respectively. Data are given as the ration between mRNA of interest's expression to that of GAPDH, and normalized to the Control condition. *: p ≤< 0.05 vs Control. **: p ≤ 0.01 vs Control. ***: p ≤ 0.001 vs Control.
