Fig. S1. Early clearance of injected E. coli in dsApo-II/I mosquitoes.

DsApo-II/I, dsCLIPA2, dsCLIPA2/dsApo-II/I and dsLacZ (control) treated mosquitoes were injected with E. coli at OD600nm = 0.4. Batches of 8 mosquitoes each were grinded in LB medium at 12 hrs after bacterial injection and live bacterial counts (CFUs) were determined by plating serial dilutions on LB plates supplemented with the appropriate antibiotic. Each point on the scatter plot represents the mean CFU per mosquito per batch. Statistical analysis was performed using the Mann-Whitney test. Medians (red lines) were considered significant if P < 0.05. Data shown are from four independent biological experiments.

Fig. S2. Effects of Rel1 and Rel2 kd on CLIPA2 and Apo-II protein levels in B. bassiana infected mosquitoes.

a Western blot showing CLIPA2 hemolymph proteins levels in dsLacZ, dsRel1 and dsRel2 mosquitoes at the indicated time points after B. bassiana infection. Hemolymph proteins were quantified by Bradford protein assay and 0.7 ug were loaded per lane from each treatment. b Western blot showing Apo-II protein levels in dsLacZ, dsRel1 and dsRel2 mosquitoes at 96 hrs after B. bassiana infection. Hemolymph proteins were quantified by Bradford protein assay and 0.56 (g of proteins was loaded per lane from each treatment.

Fig. S3. Apo-II/I proteins are recruited to bacterial surfaces. 

E. coli bioparticles were microinjected into the thorax of the indicated mosquito genotypes and hemolymph was extracted 20 min later. Bioparticles were pelleted by centrifugation, and the soluble fractions collected. Bacterial pellets were washed with buffer before bound proteins were extracted. Soluble and bound fractions were resolved by non-reducing SDS-PAGE and analyzed by western blot using antibodies against CLIPA2, Apo-II and TEP1. The image is representative of two independent experiments.

