Supplementary legends

Figure S1. Expression of MR mRNA in hippocampal sub-regions after forced swimming. Rats were killed direct from home cage (Baseline, BL) or 15 min, 30 min, 60 min or 180 mins after the start of forced swimming (15 min, 25°C-water). The graphs show MR mRNA levels normalised to the expression of housekeeping genes Hprt1 and Ywhaz represented as mean fold change over baseline mRNA levels (± SEM, n=8-9 per group) in dentate gyrus (A) and CA regions (B). Statistical analysis: One-way ANOVA; (A) Dentate gyrus, F(4, 38) = 1.443, p = 0.2386,  (B) CA regions, F(4, 39) = 1.058, p = 0.3901. 
Supplementary Tables

Table S1. mRNA primer and probe sequences for qPCR

[image: image1.emf]Identifier Gene nameAccession numberForward primer sequence Reverse primer sequence Probe sequence

GR mRNA (Figure 1)Nr3c1 NM_012576.2 CGGCTTCTGGAAGAAAGCATT CCAGTTGCAGACGTTGAACTCT [6FAM]CTCAATAGGTCGACCAGCGTTCCAGAGA[TAM]

HPRT1 mRNA Hprt1 NM_012583.2 CCTCCTCAGACCGCTTTTCC CATAACCTGGTTCATCATCACTAATCA [6FAM]CATGTCGACCCTCAGTCCCAGCG[TAM]

YWHAZ mRNA Ywhaz NM_013011.3 TGCTCGTGGTGATGACAAGAA CATCTCCTTTTTGCTGATTTCAAA [6FAM]TGGACCAGTCACAGCAAGCATACCAAGAA[TAM]


Table S2. Primer sequences for bisulfite sequencing 

[image: image2.emf]Identifier Gene nameAccession numberForward primer sequence Reverse primer sequence Sequence primer

GR area 1 (Figure 4)Nr3c1 NC_005117.2 GGAGGAATTTTGAAAGGTTTAGAAG BIOTIN-CCCATCTACAAAACAACTCATT ATTTTGAAAGGTTTAGAAG T 

GR area 2 (Figure 4)Nr3c1 NC_005117.2 BIOTIN-ATTTGGTTTGGGAGGGAAA ACCATCCTATAACCCCTCTACTA ATATAA  ACTAACTATCACCCTC


Table S3. Primer and probe sequences for ChIP DNA analysis

[image: image3.emf]ChIP Identifier Gene nameAccession numberForward primer sequence Reverse primer sequence Probe sequence

For GR ChIP (Figure 2) GR nGRE (Ex6)Nr3c1 NC_005117.4 TGACCAAATGACCCTGCTACAGT CACTTGATTGTCTGTATGATCTCCAA FAM-CTCATGGATGTTTCTCATGGCATTTGCC-TAMRA

For DNMT ChIP (Figure 5) GR area 2 Nr3c1 NC_005117.4 GGGCGGGAGGGAGCC TCGCCTTTCCCCACCC FAM-CACCCGCTGCCGCACTTTTTCTC-TAMRA


Table S4. Corticosterone concentration in plasma (ng/ml) under baseline conditions and following forced swim stress

[image: image4.emf]Baseline FS15 FS30 FS60 FS180

7 ± 1, n=8 782 ± 29, n=8* 1158 ± 41, n=9* 225 ± 27, n=9* 23 ± 3, n=9

Plasma corticosterone (ng/ml)


· *Significantly different compared with baseline, p < 0.0001, One way ANOVA and post-hoc Bonferroni test
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