	SSP
	                  Title
	Fold change
	Function

	             Structural proteins

	7203
	Annexin A2
	2.00
	Ca+2 dependent phospholipid binding protein 

	5201
	Annexin A3
	2.04
	Ca+2 dependent phospholipid binding protein

	8405
	Keratin, type II cytoskeletal 73
	2.03
	intermediate filaments (IFs) of the intracytoplasmatic cytoskeleton

	3401
	Keratin, type II cytoskeletal 72
	2.35
	intermediate filaments (IFs) of the intracytoplasmatic cytoskeleton

	8601
	Keratin, type I cytoskeletal 13
	4.28
	intermediate filaments (IFs) of the intracytoplasmatic cytoskeleton

	3006
	Keratin, type II cytoskeletal 73
	5.10
	intermediate filaments (IFs) of the intracytoplasmatic cytoskeleton

	6601
	Prelamin-A/C
	2.27
	fibrous protein, class V intermediate filament,

	6508
	Prelamin-A/C
	2.29
	fibrous protein, class V intermediate filament,

	6602
	Prelamin-A/C
	2.36
	fibrous protein, class V intermediate filament,

	9004
	Transgelin-2
	2.88
	actin binding protein

	3402
	Actin-related protein 3
	4.02
	major role in the regulation of the actin cytoskeleton

	            Enzymes

	9001
	Peptidyl-prolyl cis-trans isomerase A
	2.04
	catalyzes the cis-trans isomerization of proline imidic peptide bonds in oligopeptides and accelerates the folding of proteins

	7702
	Aconitate hydratase, mitochondrial
	2.05
	catalyses the isomerization of citrate to isocitrate

	9308
	Aspartate aminotransferase, mitochondrial
	2.10
	important enzyme in amino acid metabolism

	6402
	Glycine amidinotransferase, mitochondrial
	2.20
	Participates in synthesis of creatine

	0003
	Myosin light polypeptide 6
	2.22
	ATPase cellular motor protein

	6201
	Aldose reductase
	2.34
	catalyzes the reduction of a variety of aldehydes and carbonyls

	6403
	Elongation factor Tu, mitochondrial
	2.50
	GTPase, synthesizes new proteins by translation at the ribosome

	4302
	Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial
	2.82
	catalyzes the oxidative decarboxylation of isocitrate, producing alpha-ketoglutarate (α-ketoglutarate) and CO2

	            Other

	9103
	Voltage-dependent anion-selective channel protein 1
	2.06
	Pore forming protein

	3604
	Hemopexin
	2.08
	Binds heme released from turnover of heme proteins

	3501
	Fibrinogen gamma chain
	2.77
	Involved in fibrin formation, the most abundant component of blood clots

	7507
	Catalase
	3.07
	Antioxidant

	7507
	Fibrinogen beta chain
	3.07
	Involved in fibrin formation, the most abundant component of blood clots

	3402
	Fibrinogen gamma chain
	4.02
	Involved in fibrin formation, the most abundant component of blood clots


Supplementary table 2. Functional significance of the upregulated proteins.
