
S5A and S5B Figs

A CTG‐0331 CTG‐0771 CTG‐1169

Observed Consensus Sequence for sample CTG‐0331 (SYT‐SSX2): 
GGAGGAAATTCACAGTATGGCCAACAGCAAGATGCATACCAGGGACCACCTCCACAACAGGGATATCCACCCCAGCAGCAGCAGTACCCAGGGCAGCAAGGTTACCCAGGACAGCAGCAGGGCTACGGTCCTTCAC
AGGGTGGTCCAGGTCCTCAGTATCCTAACTACCCACAGGGACAAGGTCAGCAGTATGGAGGATATAGACCAACACAGCCTGGACCACCACAGCCACCCCAGCAGAGGCCTTATGGATATGACCAGatcatgcccaagaag
ccagcagaggaaggaaatgattcggaggaagtgccagaagcatctggcccacaaaatgatgggaaagagctgtgccccccgggaaaaccaactacctctgagaagattcacgagagatctggacccaaaaggggggaacatgcctggacccacagactgcgtgagagaaaacag
ctggtgatttatgaagagatcagcgaccctgaggaagatgacgagtaaCTCCCCTCAGGGATACGACACATGCCCATGATGAGAAGCAGAACGTGGTGACCTTTCACGAACATGGGCATGGCTGCGGACCCCTCGTCA

Observed Consensus Sequence for sample CTG‐0771 (SYT‐SSX2): 
AGGAGGAAATTCACAGTATGGCCAACAGCAAGATGCATACCAGGGACCACCTCCACAACAGGGATATCCACCCCAGCAGCAGCAGTACCCAGGGCAGCAAGGTTACCCAGGACAGCAGCAGGGCTACGGTCCTTCA
CAGGGTGGTCCAGGTCCTCAGTATCCTAACTACCCACAGGGACAAGGTCAGCAGTATGGAGGATATAGACCAACACAGCCTGGACCACCACAGCCACCCCAGCAGAGGCCTTATGGATATGACCAGatcatgcccaagaa
gccagcagaggaaggaaatgattcggaggaagtgccagaagcatctggcccacaaaatgatgggaaagagctgtgccccccgggaaaaccaactacctctgagaagattcacgagagatctggacccaaaaggggggaacatgcctggacccacagactgcgtgagagaaaaca
gctggtgatttatgaagagatcagcgaccctgaggaagatgacgagtaaCTCCCCTCAGGGATACGACACATGCCCATGATGAGAAGCAGAACGTGGTGACCTTTCACGAACATGGGCATGGCTGCGGACCCCTCGTCAT

Observed Consensus Sequence for sample CTG‐1169 (SYT‐SSX1): 
AGGAGGAAATTCACAGTATGGCCaACAGCAAGATGCATACCAGGGACCACCTCCACAACAGGGATATCCACCCCAGCAGCAGCAGTACCCAGGGCAGCAAGGTTACCCAGGACAGCAGCAGGGCTACGGTCCTTCA
CAGGGTGGTCCAGGTCCTCAGTATCCTAACTACCCACAGGGACAAGGTCAGCAGTATGGAGGATATAGACCAACACAGCCTGGACCACCACAGCCACCCCAGCAGAGGCCTTATGGATATGACCAGatcatgcccaagaa
gccagcagaggacgaaaatgattcgaagggagtgtcagaagcatctggcccacaaaacgatgggaaacaactgcaccccccaggaaaagcaaatatttctgagaagattaataagagatctggacccaaaagggggaaacatgcctggacccacagactgcgtgagagaaagca
gctggtgatttatgaagagatcagcgaccctgaggaagatgacgagtaaCTCCCCTGGGGGATACGACACATGCCCTTGATGAGAAGCAGAACGTGGTGACCTTTCACGAACATGGGCATGGCTGCGGCTCCCTCGTCA 

Notes: 
‐In UPPER CASE is shown SYT sequence 
‐In lower case is shown SSX1/2 sequence as indicated
‐In BOLD UPPER case SSX1/2 consensus 3’ UTR as indicated
‐In highlighted PURPLE is shown stop codon TAA 
‐SSX1 Polymorphism highlighted in BLUE
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Tazemetostat 500 mg/kg BID 
switched to 400 mg/kg at day 19
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S5D‐S5F Figs
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S5G Fig
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