[bookmark: OLE_LINK27][bookmark: OLE_LINK28][bookmark: OLE_LINK139][bookmark: OLE_LINK140]Figure S1. The knockdown and overexpression effect of siRNAs used in this study. HBE cells were transfected with the indicated siRNAs or cDNAs for 24 h, and then stimulated by LPS (100 μg/ml) for another 24 h. The levels of MTOR (A-C), ATG5 (D, F), LC3B (E, G), TLR4 (H), MYD88 (I), or RELA (J) were examined by western blot. Data are presented as mean ± SEM of 3 independent experiments. CTL, control.

[bookmark: OLE_LINK106][bookmark: OLE_LINK107]Figure S2. The cell-specific knockdown effects of Mtor in mouse lung tissues. mtor△/△ mice were generated as described in Materials and Methods. (A) Schematic map of the generation of mtor△/△ mice. (B) Genotyping was analyzed by PCR using genomic DNA from mouse tail. (C) Expression of MTOR in lung homogenates of mice after DOX treatment. (D) IHC with an anti-p-RPS6 antibody to further confirm the epithelium-specific decreases of MTOR activity in mouse lungs. (E) Representative immunofluorescence images of p-RPS6 (red), nuclei (DAPI, blue), type II cells (Pro-SFTPC, green) or airway epithelial cells (with SCGB1A1, green) in selective disruption of Mtor in pulmonary epithelium. Data are presented as mean ± SEM of 3 independent experiments

Figure S3. Rapamycin attenuates LPS-induced ALI in mice. (A) Western blot analysis tested the protein levels of p-RPS6 and RPS6 in lung tissue. (B-E) Total cell numbers (B), neutrophil numbers (C) and total protein (D) in BALF, and alveolar-capillary permeability (E) of mice after intratracheal administration of LPS for 24 h. (F) The expression of the CXCL2 in BALF. (G) The survival rate of mice after LPS challenge. (H) Representative images of H&E staining of lung tissue. Scale bars: 100 μm. *, p<0.05; **, p<0.01; ***, p<0.001; ****, p<0.0001; n.s, p>0.05. Data are presented as mean ± SEM of 3 independent experiments



[bookmark: _GoBack]
