Table 4
CNE variants with allele frequency <1% in dbSNP146 identified in the subset of patients selected for sequencing

	CNE
	Chromosomal coordinates (hg19)
	Amplicon
	Nucleotide Change
	dbSNP
	Location
	Frequency of Reference Allele
	Frequency of Alternate Allele
	Patient

	CNE1
	17:68657990-68658436
	447 bp
	T>TC
	rs117625381
	17:68658181
	T (2297/2298)
	C (1/2298)
	PRS136

	CNE3
	17:68698338-68699360
	1023 bp
	G>GA
	rs118124916
	17:68699001
	G (2279/2298)
	A (19/2298)
	PRS65

	CNE4
	17:68730765-68731748
	984 bp
	C>CT
	rs78762418
	17:68731136
	C (2280/2298)
	T (18/2298)
	PRS77

	
	
	
	G>GC
	rs72869789
	17:68731453
	G (2173/2178)
	C (5/2178)
	PRS44


