[bookmark: _GoBack]Suppl. Table 1. Comparison of diabetes-related gene expression between LsAg-treated (n=10) and PBS-treated (n=8) mice receiving a high fat diet

	Gene Symbol
	Fold Regulation
	p-value

	Srebf1
	1.7578
	0.004987

	Fasn
	1.9762
	0.012098

	Pdk2
	1.8898
	0.018928

	Lpl
	1.3601
	0.019036

	Pde3b
	2.0122
	0.021991

	Pik3r1
	1.6676
	0.022137

	Acaca
	1.9585
	0.026172

	Adipor2
	1.5754
	0.027524

	Ifng
	1.4993
	0.033234

	Hk2
	1.4661
	0.034874

	Gys1
	1.6865
	0.036739

	Slc2a4
	2.2199
	0.037317

	Pparg
	1.4492
	0.038214

	Cd3e
	2.0234
	0.043157

	Cnbp
	1.172
	0.047642

	Fabp4
	1.627
	0.04822

	Chuk
	1.6055
	0.056951

	Vldlr
	1.3599
	0.061409

	Nampt
	1.2025
	0.064078

	Rps6kb1
	1.3412
	0.065711

	Retn
	2.371
	0.072863

	Lipe
	1.68
	0.078575

	Cs
	1.2651
	0.097044

	Acsl1
	1.281
	0.099399

	Ccr4
	2.7193
	0.103747

	Irs1
	1.4835
	0.116958

	Insr
	1.2919
	0.118879

	Scd1
	2.6624
	0.13008

	Pik3ca
	1.2004
	0.130158

	Pck1
	2.7401
	0.136777

	Irs2
	1.3837
	0.14121

	Lep
	1.4241
	0.149471

	Igf1r
	1.2892
	0.155154

	Ppargc1a
	1.9275
	0.156765

	Il18r1
	1.5867
	0.163892

	Apoe
	1.2518
	0.166547

	Rbp4
	2.1641
	0.168106

	Adipoq
	1.9242
	0.183023

	Ppara
	1.3482
	0.191082

	Cebpa
	1.2018
	0.197105

	Acacb
	1.6558
	0.201308

	Ccr6
	2.8333
	0.232769

	Lepr
	1.3
	0.239279

	Nfkbia
	1.1276
	0.300576

	Pdx1
	1.5559
	0.307193

	Mtor
	1.1121
	0.399582

	Il23r
	1.6194
	0.490008

	Rela
	1.0916
	0.624756

	Jak2
	1.053
	0.693328

	Adipor1
	1.0276
	0.735355

	Cd36
	1.031
	0.861415

	Mapk9
	1.3777
	0.903007

	Il1r1
	1.0152
	0.923976

	Ucp1
	1.0066
	0.946842

	Adgre1
	-2.482
	0.05594

	Serpine1
	-1.9053
	0.059855

	Pycard
	-1.6754
	0.09398

	Alox5
	-1.1896
	0.096188

	Casp1
	-1.4184
	0.113289

	Tlr4
	-1.2935
	0.151351

	Igf1r
	1.2892
	0.155154

	Tnfrsf1b
	-1.6609
	0.168709

	Nlrp3
	-1.6737
	0.176981

	Cxcr4
	-1.4974
	0.183075

	Tnf
	-1.5294
	0.237718

	Crlf2
	-1.34
	0.26139

	Ptpn1
	-1.2311
	0.278515

	Olr1
	-1.1835
	0.3467

	Map2k1
	-1.0933
	0.414621

	Ccr5
	-1.6716
	0.421126

	Acsl4
	-1.0954
	0.437273

	Ikbkb
	-1.1303
	0.476678

	Igf1
	-1.0567
	0.489122

	Stat3
	-1.0907
	0.49832

	Ccl12
	-1.0495
	0.570115

	Il6
	-1.5268
	0.580275

	Srebf2
	-1.0166
	0.691884

	Il1b
	-1.2008
	0.699196

	Mapk3
	-1.0583
	0.724829

	Tnfrsf1a
	-1.0127
	0.743271

	Socs3
	-1.0541
	0.812912

	Akt3
	-1.0813
	0.857489

	Lta4h
	-1.0099
	0.864671

	Cxcr3
	-1.0099
	0.950888

	Slc27a1
	-1.0811
	0.994942



Displayed are all genes included in the PCR array with fold-changes and p-values of genes expressed in EAT derived from LsAg-treated DIO mice in comparison to PBS-treated DIO controls. Upregulated genes are indicated by positive values, downregulated genes are presented by negative values. P-values < 0.05 are presented in bold. 

