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S2. Fig. Schematic genomic organization, promoter transcription fusions, and deletion mutants of the smeT-smeDEF and smeRySy-smeYZ clusters of S. maltophilia.  The orientation of gene is indicated by the arrow. The solid lines represent the PCR amplicons for the construction of recombinant plasmids. The primers of PCR were labeled above the solid lines and the numbers in the brackets represent the PCR amplicon size (bps). The gray bars indicate the DNA segments for the construction of promoter transcription fusions. The crosshatched arrows represent the xylE cassette. The white box indicates the deleted region for each mutant construct. (A) The smeT-smeDEF cluster. (B) The smeRySy-smeYZ cluster.
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