
SUPP MAT Figure I. Lineweaver-Burk plots for the inhibition of TcTR by a) Nq-h b) Qq-b c) Fq-c. The assays contained 100 μM NADPH and two fixed concentrations of inhibitor as indicated in the graph, and the TS2 concentration was varied.
SUPP MAT Figure II. Furanquinones docked in the catalytic site of a) trypanothione reductase and b) glutathione reductase. In red, poses of higher energetic range and in yellow, lower energetic scored ranges. The preferred places are in the sourrounding of the catalytic and Z site. 
SUPP MAT Figure III. Quinolinequinones docked in the catalytic site of a) trypanothione reductase and b) glutathione reductase. In red, poses of higher energetic range and in yellow, lower energetic scored ranges. The preferred places are in the sourrounding of the catalytic and Z site.
SUPP MAT Figure IV. The set of 28 quinones docked in the interface site of trypanothione reductase (A and B) and glutathione reductase (C and D). In red, poses with scoring energies in  the  higher range and in yellow, poses with energy values in the lower range. 
SUPP MAT Figure V. Docking of the aryloxy-quinones on NADPH site in: a) trypanothione reductase and b) glutathione reductase.

