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	Pathways (-log P value)
	Symbol
	Entrez Gene Name
	 Fold upregulation

	Triacylglycerol degradation (1.8)
	FAAH
	fatty acid amide hydrolase
	2.058

	 
	LIPE
	lipase, hormone-sensitive
	2.014

	 
	LPL
	lipoprotein lipase
	4.845

	 
	PNPLA3
	patatin like phospholipase domain containing 3

	2.602

	CDP diacylglycerol biosynthesis I (1.5)
	AGPAT2
	1-acylglycerol-3-phosphate O-acyltransferase 2
	3.65

	
	CDS1
	CDP-diacylglycerol synthase 1
	2.755

	
	GPAT3
	glycerol-3-phosphate acyltransferase 3

	2.103

	Phosphotidylglycerol  biosynthesis II (non plastidic) (1.4)
	AGPAT2
	1-acylglycerol-3-phosphate O-acyltransferase 2
	3.65

	
	CDS1
	CDP-diacylglycerol synthase 1
	2.755

	
	GPAT3
	glycerol-3-phosphate acyltransferase 3

	2.103

	Triacyglycerol biosynthesis (1.4)
	AGPAT2
	1-acylglycerol-3-phosphate O-acyltransferase 2
	3.65

	
	DGAT2
	diacylglycerol O-acyltransferase 2
	3.914

	
	GPAT3
	glycerol-3-phosphate acyltransferase 3
	2.103

	
	LPIN2
	lipin 2
	2.193





