	Signaling pathways (total number of genes)
	Control
	PYS
	HPG

	B cell development (22)
	5.2 (+7)

	3.0 (+5)

	3.8 (+6) 


	Complement (34)
	6.0 (+8,-1)

	5.0 (+8)

	3 (+7) 


	Cross talk between DCs and NK cells (68)
	3.0 (+4,-6)

	2.6 (+4,-4)

	2.8 (+5,-6)


	Granulocyte adhesion and diapedesis(145)
	3.9 (+6,-7)

	11.0 (+18,-8)

	2.5 (+8,-5)


	Agranulocyte adhesion and diapedesis(154)
	4.0 (+8,-7)

	10.0 (+18,+7)

	2.4 (+10,-4)


	ICOS/ICOSL signaling in Th cells (96)
	4.9 (+9,-4)

	2.5 (+6,-3)

	2.0 (+8,-2)


	Antigen presentation pathway(22)
	3.0 (+4)

	2.5 (+4)

	2.0 (+4)


	Nur 77 signaling in T cells  (43)
	4.3 (+6,-2)

	NS (+2,-2)

	1.5 (+4,-1)


	Acute phase response  signaling(157) 
	3.0 (+8,-4)

	6.0 (+17,-3)

	1.5 (+9,-3)


	CD28 signaling in Th cells (106)
	5.0 (+10,-4)

	1.9 (+7,-2)

	1.5 (+7,-2)


	IL-17 signaling in fibroblast  (23)
	NS (-2)

	1.3 (+3,-1)

	1.5 (+1,-3)


	Role of hypercytokinemia/ hyperchemokinemia in the pathogenesis(27)
	2.5 (+2,-1)

	7.5 (+7,-2)

	NS (-2)


	IL-10 signaling (65)
	NS (+2,-3)

	5.0 (+8,-3)

	NS (+1,-3)


	Differential regulation of cytokine production in MΦ and Th cell(15)
	NS (+1,-1)

	4.0 (+5)

	NS (-1)


	Inhibition of matrix metalloproteinase(36)
	NS (+1,-1)

	2.7 (+4)

	NS (+4)


	TREM1 signaling (67)
	NS (+4,-1)

	2.6 (+7,-1)

	NS (+2,-1)


	IL-6 signaling (114)
	NS (+1,-5)

	2.0 (+7,-3)

	NS (+1,-4)


	Toll-like receptor signaling (71)
	NS (+1,-1)

	1.9 (+6,-1)

	NS (-2)


	MIF-mediated glucocortical regulation(29) 
	NS (+1)

	1.3 (+4)

	NS (+3)


	MIF regulation of innate immunity (73)
	NS (+1)

	1.3 (+4)

	NS (+3,-1)


	HMGB1 signaling (112)
	NS (+1,-5)
	1.3 (+6,-2)
	NS (+1,-3)


[bookmark: _GoBack]The p value was calculated as compared with the baseline sham control, and was presented by –log. DC: dendritic cell, NK: natural killer, Th: T helper, MΦ: macrophage, ICOS: inducible costimulator, ICOSL: inducible costimulatory ligand, TREM1: triggering receptor expressed on myeloid cells 1, MIF: macrophage migration inhibitory factor, HMGB1: high mobility group box 1, NS: not significant (< 1.3), +: up-regulated number of genes, -: down-regulated number of genes.
