SUPPLEMENTARY FIGURE LEGENDS

Supplementary Figure 1:	VPA-associated gene expression differences following 48 hours of intensive chemotherapy treatment +/- VPA.
Gene expression changes of primary leukemia patients following in vivo VPA treatment (n=12) and controls only treated with intensive chemotherapy (n=6) are shown. Supervised analysis was done by SAM analysis (n=511 genes differentially expressed genes at a FDR<10%). Representative genes from Figure 2 are depicted. Gene expression differences have been color coded as indicated.

Supplementary Figure 2:	Outcome based on CXCR4 and LBH expression of an independent cohort of 116 AML patients treated with the identical intensive chemotherapy regimen without VPA.
(A) and (B) Kaplan-Meier survival estimates according to CXCR4 and LBH expression in a previously published gene expression data set from a cohort of 116 AML patients who had received the identical intensive chemotherapy regimen without VPA 16. In this cohort, neither AML cases with high CXCR4 expression levels (4th quartile) were associated with longer relapse free survival (RFS, P=0.390) (A), nor AML cases with low LBH expression (1st quartile) showed an inferior RFS (P=0.573) (B). 
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SUPPLEMENTARY TABLES

Supplementary Table 1:	Class comparison analysis defining gene expression differences between VPA treated and untreated AML cell lines (P-value <0.05)

Supplementary Table 2:	Pathway class comparison analysis of VPA treated vs. untreated AML cell lines (P-value <0.05)

Supplementary Table 3:	Class comparison analysis defining gene expression differences between in vivo VPA treated vs. untreated AML patient samples (P-value <0.05)

Supplementary Table 4:	Pathway class comparison analysis of in vivo VPA treated vs. untreated AML patient samples (P-value <0.05)

Supplementary Table 5:	Differentially expressed miRNAs correlated with VPA treatment in cell line samples (P-value <0.05)

Supplementary Table 6:	VPA response predictor based on in vitro gene expression data

Supplementary Table 7:	Normalized miRNA expression data


