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CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA CTA CTTCA CTAG CAA TCCTTA TTA TA CGAA TAAAGA TTTTAA TAA TAA CTTCAA TGG CAA TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG TG TA TCA CA TAG TCAG TCTA CTCTTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TTGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CGG TA CTCGA TTAA TA TCAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CTAG CAA TCCTTA CTA TA CAAA TAAAGA TTTTAA TAAAAA CTTCAA TGG CGG TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CAAG TG TA TCTCA TAG TCAG TCTA CTG TTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CTG TA CTCGA TTAA TA TTAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CGAG CAA TCCTTA CTA TA CAAA TAAAGA TTTCAA TAA TAA CTTTAA TAG CAA TGA TTTTAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG CG TA TCA CA TAG TCAA TCTA CTCTTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAG CAA CAA CC

AAAAG CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA CGA TTCCA CAG TG CTCGA TTAA TA TCAGAAGAA TTCA TCTTTAG TAA TTAAA T

TTA TGAA TAAA TA TAA TAAAA TAA TTCAAA CTTTTGA TTTTTAA TAA TAA TA TA TTCAA TAA TA TCTAAAAGA TA TAA TTA TTTTA TTAA TCA TA TTA TTAAAAAA TGAAAAAA TCA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA CTA CTTCA CTAG CAA TCCTTA TTA TA CGAA TAAAGA TTTTAA TAA TAA CTTCAA TGG CAA TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG TG TA TCA CA TAG TCAG TCTA CTCTTTCCA TAAG CAAAAA TGA TA CA TA TA TTA TA CTA TTTAAA TTTA CTTAAAG TA TAA TAA TA TTA CTCAAA TTA TAA TGA TAGAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TTGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CGG TA CTCGA TTAA TA TCAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA CTA CTTCA CTAG CAA TCCTTA TTA TA CGAA TAAAGA TTTTAA TAA TAA CTTCAA TGG CAA TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG TG TA TCA CA TAG TCAG TCTA CTCTTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TTGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CGG TA CTCGA TTAA TA TCAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA CTA CTTCA CTAG CAA TCCTTA TTA TA CGAA TAAAGA TTTTAA TAA TAA CTTCAA TGG CAA TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG TG TA TCA CA TAG TCAG TCTA CTCTTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TTGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CGG TA CTCGA TTAA TA TCAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA CTA CTTCA CTAG CAA TCCTTA TTA TA CGAA TAAAGA TTTTAA TAA TAA CTTCAA TGG CAA TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG TG TA TCA CA TAG TCAG TCTA CTCTTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TTGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CGG TA CTCGA TTAA TA TCAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA CTA CTTCA CTAG CAA TCCTTA TTA TA CGAA TAAAGA TTTTAA TAA TAA CTTCAA TGG CAA TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG TG TA TCA CA TAG TCAG TCTA CTCTTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TTGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CGG TA CTCGA TTAA TA TCAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA CTA CTTCA CTAG CAA TCCTTA TTA TA CGAA TAAAGA TTTTAA TAA TAA CTTCAA TGG CAA TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CTAG TG TA TCA CA TAG TCAG TCTA CTCTTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TTGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CGG TA CTCGA TTAA TA TCAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CTAG CAA TCCTTA CTA TA CAAA TAAAGA TTTTAA TAAAAA CTTCAA TGG CGG TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CAAG TG TA TCTCA TAG TCAG TCTA CTG TTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CTG TA CTCGA TTAA TA TTAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CTAG CAA TCCTTA CTA TA CAAA TAAAGA TTTTAA TAAAAA CTTCAA TGG CGG TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CAAG TG TA TCTCA TAG TCAG TCTA CTG TTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CTG TA CTCGA TTAA TA TTAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CTAG CAA TCCTTA CTA TA CAAA TAAAGA TTTTAA TAAAAA CTTCAA TGG CGG TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CAAG TG TA TCTCA TAG TCAG TCTA CTG TTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CTG TA CTCGA TTAA TA TTAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CTAG CAA TCCTTA CTA TA CAAA TAAAGA TTTTAA TAAAAA CTTCAA TGG CGG TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CAAG TG TA TCTCA TAG TCAG TCTA CTG TTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CTG TA CTCGA TTAA TA TTAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CTAG CAA TCCTTA CTA TA CAAA TAAAGA TTTTAA TAAAAA CTTCAA TGG CGG TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CAAG TG TA TCTCA TAG TCAG TCTA CTG TTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CTG TA CTCGA TTAA TA TTAGAAGAA TTCA TCTA TAG TAA TTAAA T

CA CCA CTTGG CA CTCCTAA TTCAA T

TTCTAA TTAAAAA CAAA TTTAA TTAA CAGAGA CTCA CTCCCCAAAA CCCCTG CA CA CTTAGAA TTA CTTCA CTAG CAA TCCTTA CTA TA CAAA TAAAGA TTTTAA TAAAAA CTTCAA TGG CGG TGA TTTCAA TTA CAAA T

TAAA TAA TA CTA CAA CAAG TG TA TCTCA TAG TCAG TCTA CTG TTTCCA TAAG CAAAAA TGA TA-------------------------------------------------------------GAAAA TAA CAA CAA CC

AAAAA CA TTTAAGAAA TCG TAAA CTTTA CAAAGA CCAA TCGAAAA CAGAA TG TA TAA TGG TTA TAA TTAA TAGGA TTTAAG CAG TGA TGA TTCCA CTG TA CTCGA TTAA TA TTAGAAGAA TTCA TCTA TAG TAA TTAAA T
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CAAAGGGAAG TG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TTTTG CTTGGGGA CAG CTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTGA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTA TCA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAGG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CGGG TTTAGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTTAA TTA TA CTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAGAAG TCCTCTTG TGAAAA TA TAG CCAAA TGGG TTCAA TAAA TTCGGG TGAA TG CCT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CAAAA TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG TA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTTA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAAAAGA TGAGAA TTGGAGAAAAAG TTA TCAG TCTA TAAA TTG TAA--- TAA TT-A CTAAAG TCA TTTAA TTA TAG TTTGA CA CAG CGGG TTTGGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TTTAGA TTA TAA CA TAGA TAA TTG TCCTA TCAAA CTTTTGA TTTTAAA TTAA TCA TTA TTTTAGGA CTCG TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAAG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CAGG TTTGGA TAGA TTCAA CAG TCTAG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAGAAG TCCTCTTG TGAAAA CA TAG CGAAA TGGG TTCAA TAGA TTAGAG TGAA TG CTT

CAAAGGGAAG TG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TTTTG CTTGGGGA CAG CTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTGA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTA TCA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAGG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CGGG TTTAGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTTAA TTA TA CTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAGAAG TCCTCTTG TGAAAA TA TAG CCAAA TGGG TTCAA TAAA TTCGGG TGAA TG CCT

CAAAGGGAAG TG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TTTTG CTTGGGGA CAG CTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTGA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTA TCA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAGG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CGGG TTTAGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTTAA TTA TA CTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAGAAG TCCTCTTG TGAAAA TA TAG CCAAA TGGG TTCAA TAAA TTCGGG TGAA TG CCT

CAAAGGGAAG TG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TTTTG CTTGGGGA CAG CTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTGA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTA TCA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAGG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CGGG TTTAGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTTAA TTA TA CTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAGAAG TCCTCTTG TGAAAA TA TAG CCAAA TGGG TTCAA TAAA TTCGGG TGAA TG CCT

CAAAGGGAAG TG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TTTTG CTTGGGGA CAG CTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTGA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTA TCA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAGG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CGGG TTTAGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTTAA TTA TA CTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAGAAG TCCTCTTG TGAAAA TA TAG CCAAA TGGG TTCAA TAAA TTCGGG TGAA TG CCT

CAAAGGGAAG TG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TTTTG CTTGGGGA CAG CTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTGA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTA TCA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAGG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CGGG TTTAGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTTAA TTA TA CTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAGAAG TCCTCTTG TGAAAA TA TAG CCAAA TGGG TTCAA TAAA TTCGGG TGAA TG CCT

CAAAGGGAAG TG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CCAAG TCAGA TTG CA TG TTTAAAG TTG TTTTG CTTGGGGA CAG CTAAG TTGG TAAAA CAAG CA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTGA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTA TCA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAGAAGA TGAGAA TTGGAGAAAAGG TTA TCAG TCTG TAAA TTG TAAGAAAAA TTCAG TTA TTTA TTTTTA TTTCAG TTTGA CA CAG CGGG TTTAGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTTAA TTA TA CTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CAAAA TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG TA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTTA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAAAAGA TGAGAA TTGGAGAAAAAG TTA TCAG TCTA TAAA TTG TAA--- TAA TT-A CTAAAG TCA TTTAA TTA TAG TTTGA CA CAG CGGG TTTGGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CAAAA TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG TA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTTA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAAAAGA TGAGAA TTGNAGAAAAAG TTA TCAG TCTA TAAA TTG TAA--- TAA TT-A CTAAAG TCA TTTAA TTA TAG TTTGA CA CAG CGGG TTTGGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CAAAA TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG TA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTTA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TN TTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAAAAGA TGAGAA TTGGAGAAAAAG TTA TCAG TCTA TAAA TTG TAA--- TAA TT-A CTAAAG TCA TTTAA TTA TAG TTTGA CA CAG CGGG TTTGGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CAAAA TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG TA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTTA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAAAAGA TGAGAA TTGGAGAAAAAG TTA TCAG TCTA TAAA TTG TAA--- TAA TT-A CTAAAG TCA TTTAA TTA TAG TTTGA CA CAG CGGG TTTGGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CAAAA TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG TA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTTA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAAAAGA TGAGAA TTGGAGAAAAAG TTA TCAG TCTA TAAA TTG TAA--- TAA TT-A CTAAAG TCA TTTAA TTA TAG TTTGA CA CAG CGGG TTTGGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

CAAAGGGAAG CG TTA TAAAA TAGGAAAG TTTAG TTAA TTCA TAAA CAAAA TCAGA TTG CA TG TTTAAAG TTG TA TTG CTTGGGGA CAG TTAAG TTGG TAAAA CAAG TA TTG TA CA TCGA TTAG TTG TAAGA TAG CAAAAA

TA TA TAGA CTA TAA CA TTTA TTTTTA TCTTA TCAA TCTTTGAA TTCAAAG TTAA TCA TTA TTTTAGGA CTCA TCA TTTA TA TTGGAA CA TCAG CCAA CTCTAGGA TTTGA TTTTG TAAGAG CTCTTTG TAA TTTTA TAA T

TAAA TAA TTTAGAG TTTCAAAAAGA TGAGAA TTGGAGAAAAAG TTA TCAG TCTA TAAA TTG TAA--- TAA TT-A CTAAAG TCA TTTAA TTA TAG TTTGA CA CAG CGGG TTTGGA CAGA TTCAA CAG TCTCG TAAG CAG CT

A TTTCAAG TAA TA TA TCTCAA TTA TG TTTA TCAA TTCTA TGAGAGAGG TG CG CAGGG TTTCG TA TG CA TCTTCGA TCAA TCTAAAAAG TCCTCTTG TGAAAA TA TAG CAAAA TGGG TG CAA TAAA TTAGAG TGAA TG CTT

TTAAAC
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1,130 1,140 1,150 1,160 1,170 1,180 1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260

1,270 1,280 1,290 1,300 1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400

1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490 1,500 1,510 1,520 1,530 1,540

1,550 1,560 1,570 1,580 1,590 1,600 1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680

CTA TTGAAAA TCCAA CAA TTA TGG TTCTTGGGAA TAAGAGAGA TTTGGA TTAAA CG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCCAAG CCAA TCCAAA TCA TCGAGA TG TGA TTTA TG CAGAAG TCTCTG CA

CGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGA CTCTTGG TTAAAAAA TGA TGGAGAAAGGA CA CCAAA TTGAAG TTAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA CAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CT

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

TTA TGGAAGG TG CTAA TCTAA TAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAGAGA CTCAG TAAAAA TTAA TTGA TG CCAG CTAA TG CA CA TGGAA TG TG CT

CTA TTGAAAA CCCAA CAA TTA TGG TTCTTGGGAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CGAA TCCAAA TCA TCG CGA TG TAA TTTA TG CAGAAG TCTCTG CA

CGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGA CTCTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TA CAAG CCAA CAA TAA CAA TA CAAG TCA CAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA TAG CAG TAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CT

CTA TTGAAAA TCCAA CAA TTA TGG TTCTTGGGAA TAAGAGAGA TTTGGA TTAAA CG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCCAAG CCAA TCCAAA TCA TCGAGA TG TGA TTTA TG CAGAAG TCTCTG CA

CGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGA CTCTTGG TTAAAAAA TGA TGGAGAAAGGA CA CCAAA TTGAAG TTAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA CAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAGG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG TTTAAA TG TTA TAA TTTA CCA TTTA TG CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CAA TTA TGG TTCTTGGGAA TAAGAGAGA TTTGGA TTAAA CG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCCAAG CCAA TCCAAA TCA TCGAGA TG TGA TTTA TG CAGAAG TCTCTG CA

CGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGA CTCTTGG TTAAAAAA TGA TGGAGAAAGGA CA CCAAA TTGAAG TTAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA CAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAGG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG--------------------------- CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CAA TTA TGG TTCTTGGGAA TAAGAGAGA TTTGGA TTAAA CG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCCAAG CCAA TCCAAA TCA TCGAGA TG TGA TTTA TG CAGAAG TCTCTG CA

CGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGA CTCTTGG TTAAAAAA TGA TGGAGAAAGGA CA CCAAA TTGAAG TTAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA CAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAGG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG--------------------------- CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CAA TTA TGG TTCTTGGGAA TAAGAGAGA TTTGGA TTAAA CG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCCAAG CCAA TCCAAA TCA TCGAGA TG TGA TTTA TG CAGAAG TCTCTG CA

CGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGA CTCTTGG TTAAAAAA TGA TGGAGAAAGGA CA CCAAA TTGAAG TTAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA CAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAGG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG--------------------------- CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CAA TTA TGG TTCTTGGGAA TAAGAGAGA TTTGGA TTAAA CG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCCAAG CCAA TCCAAA TCA TCGAGA TG TGA TTTA TG CAGAAG TCTCTG CA

CGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGA CTCTTGG TTAAAAAA TGA TGGAGAAAGGA CA CCAAA TTGAAG TTAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA CAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAGG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG--------------------------- CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

A TA TGGGAGG TG CTAA TCTAA TAG CAG TAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAAAGG CTCAG TAAAAA TTAA TTAA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAGG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG TTTAAA TG TTA TAA TTTA CCA TTTA TG CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

TTA TGGAAGG TG CTAA TCTAA TAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAGAGA CTCAG TAAAAA TTAA TTGA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAAG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG--------------------------- CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

TTA TGGAAGG TG CTAA TCTAA TAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAGAGA CTCAG TAAAAA TTAA TTGA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAAG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG--------------------------- CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TN TAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

TTA TGGAAGG TG CTAA TCTAA TAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAGAGA CTCAG TAAAAA TTAA TTGA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAAG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA TA TTTTCAA TTAAA TCAA TCTAA TG--------------------------- CTTCA CAAAA TA TAAAGAA CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

TTA TGGAAGG TG CTAA TCTAA TAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAGAGA CTCAG TAAAAA TTAA TTGA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAAG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA----------------------------------------------------------------------- CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCGN TGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

TTA TGGAAGG TG CTAA TCTAA TAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAGAGA CTCAG TAAAAA TTAA TTGA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAAG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA----------------------------------------------------------------------- CA TGAG TAA TTTAA CCCA TCCAA TA CA

CTA TTGAAAA TCCAA CTA TTA TGG TTCTTGGAAA TAAGAGAGA TTTGGA TTAA TCG CTGAGA TAAG CAG TTTTCAAAGAAA TTGAAGAG TTCTAAG CCAA TCCAAA TCA TCG CGA TG TGA TTTA TG CAGAAG TCTCTG CA

AGAA CTGGA TTTA TGA TTAA TGAG TCTTTTCGGAA TTTAGG TTAAAAAA TGA TGGAGAAAGGA CA TCAAA TCGAAG TAAG TGGG TTTAAGA TCCAAG CCAA CAA TAA CAA TA CAAG TCA TAA TCA CAG CAAG CA TGA TA T

TTA TGGAAGG TG CTAA TCTAA TAG CAG CAA TAA TA TGAGAG TAA TG CTTCA TGG TA CTCCTGGGAAA TCAAG CA TTAG TAAGAGA CTCAG TAAAAA TTAA TTGA TG CCAG CTAA TG CA CA TGGAA TG TG CTG TTAAAG TG

CTGG TAG TAGAAG CAA TAGAAA TAAG TG CTG TA CAG TA TGAA----------------------------------------------------------------------- CA TGAG TAA TTTAA CCCA TCCAA TA CA
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1,130 1,140 1,150 1,160 1,170 1,180 1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260

1,270 1,280 1,290 1,300 1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400
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1,690 1,700 1,710 1,720 1,730 1,740 1,750 1,760 1,770 1,780 1,790 1,800 1,810 1,820

1,830 1,840 1,850 1,860 1,870 1,880 1,890 1,900 1,910 1,920 1,930 1,940 1,950 1,960

1,970 1,980 1,990 2,000 2,010 2,020 2,030 2,040 2,050 2,060 2,070 2,080 2,090 2,100

2,110 2,120 2,130 2,140 2,150 2,160 2,170 2,180 2,190 2,200 2,210 2,220 2,230 2,240

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA CA CTA TCTAAGA CA CTTA CAA TTTTCTCTAAAG TGAAA CG

AGAAG TGAAAG TTTTTA TGAAAAAG TTAG TAA TA TAA TTA TTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGGG CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCCTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTGGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TGG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA CA CTA TCTAAGA CA CTTA CAA TTTTCTCTAAAG TGAAA CG

AGAAG TGAAAG TTTTTA TGAAAAAG TTAG TAA TA TAA TTA TTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGGG CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCN TGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTGGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TGG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA CA CTA TCTAAGA CA CTTA CAA TTTTCTCTAAAG TGAAA CG

AGAAG TGAAAG TTTTTA TGAAAAAG TTAG TAA TA TAA TTA TTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGGG CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCCTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTGGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TGG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA CA CTA TCTAAGA CA CTTA CAA TTTTCTCTAAAG TGAAA CG

AGAAG TGAAAG TTTTTA TGAAAAAG TTAG TAA TA TAA TTA TTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGGG CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCCTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTGGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TGG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

GAAAAG TG TAAA TTAAA TTTAA TAA CTTAA CAA TTA CA TTTCAGA TAAA TTCGAA CTTTAAAA TCTTAAAAAA CTTTA CCTTTAAA TTCA TG CTTCAAAA-A TTA TCTAAGA CA CTTA CAA TTTTCTCAAAAG TGAAA CG

AGAAG TGAAA TTTTTTA TGAA TGAG TTAG TTTTA TTAA TA CTTAGAAGAG TGAGG TTTA TA TTTGAAAAA TTAGG- CAAAAA TTAA CTCAAA CTAA TGAG TTA TA TTCA TCAA TTAG TA CG TA TA TTAAA TTCA CTTTA T

TGG TA TCA TCAAGAAG TCA TCTTGAA TCGA TTTGA TTG CTCA TTTCTTGG TTGA TCTCTTTGAGG CCTTTGAGG CTTTG CCGGAGG TGG CTGAAG CCTTA CCAG CGGA TCTCTTTCCGAGGA CCTTG CCG CCTGA TGAGG

TCTTG CCAA CA TTCTTCTTTTCG TG CCA TTCGAGG TA TCTCTTGAA TTGGG CCA TGG TCA TTTGA TCGG TGG TCTTGG TTGA CTTCTTTCCA CTTGGGGA TGGG TTGG CTGGAAGGG TCTTCTTTGAA CCAG TGG TAG TC

TEBPb_MDS_7

TEBPb_MDS_7

TstopT

TEBPb_MDS_7

C

TEBPb_MDS_7

1,690 1,700 1,710 1,720 1,730 1,740 1,750 1,760 1,770 1,780 1,790 1,800 1,810 1,820

1,830 1,840 1,850 1,860 1,870 1,880 1,890 1,900 1,910 1,920 1,930 1,940 1,950 1,960

1,970 1,980 1,990 2,000 2,010 2,020 2,030 2,040 2,050 2,060 2,070 2,080 2,090 2,100

2,110 2,120 2,130 2,140 2,150 2,160 2,170 2,180 2,190 2,200 2,210 2,220 2,230 2,240

310_homozygous

310_homozygous

310_homozygous

310_homozygous

510_allele1

510_allele1

510_allele1

510_allele1

510_allele2

510_allele2

510_allele2

510_allele2

MIC_11396_TEBPb

MIC_11396_TEBPb

MIC_11396_TEBPb

MIC_11396_TEBPb

clone1
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clone41
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2,250 2,260 2,270 2,280 2,290 2,300 2,310 2,320 2,330 2,340 2,350 2,360 2,370 2,380

2,390 2,400 2,410 2,420 2,430 2,440 2,450 2,460 2,470 2,480 2,490 2,500 2,510 2,520

2,530 2,540 2,550 2,560 2,570 2,580 2,590 2,600 2,610 2,620 2,630 2,640 2,650 2,660

2,670 2,680 2,690 2,700 2,710 2,720 2,730 2,740 2,750 2,760 2,770 2,780 2,790 2,800

TTCTTGG CAGA TGA TTTA CCAG CTGGGA CTGA TTGA CTTAGGAAAAG TA CTAAGA TTTAAAGAGAA TTAGAAA TTA TAAA TA TTTTAGA TTA TAG TA TTTA TGG TTG TTTG TTTTTTTTTA TTA TGG TAAAA TA TGAAAA

TTTTCA TG CAAA CA TGAG TTTTTA TTTTTA TTTAAAA TG TAAAAA CTG TA TTCTTA TTCTCTTAG TTTGA TCTTA TA TAA TGAA TCTA CA TAAAAG CA TTA TAAA TA TA TCTTA TAA TA TTTAA TTAA TTCA CAG TTAA T

TCAAA TA TA TTTTTA TTTA CTA TCTG CAA TAAA TCGAG TA TA TTTG CTAA CTCTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGAG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTGA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTTA CG TCTCCTTCTCCG CCTAA TTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCAG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGAG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTGA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTTA CG TCTCCTTCTCCG CCTAA TTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCAG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGAG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTGA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTTA CG TCTCCTTCTCCG CCTAA TTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCAGA TGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGAG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTGA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTTA CG TCTCCTTCTCCG CCTAA TTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

TTCTTGG CAGA TGA TTTA CCGG CTGGGA CTGA TTGA CT------------------------------------------------------------------------------------------------------

--------------------------------------------------------------------------------------------------------------------------------------------

---------------------------------------------------- CTTTTG TGGGG TCTCCTTTCTG CTTGA TGG CTTG TTGGGGG TG TA CTTAA CGA TCTTG TCAA CG CTCTTTCTAA CA TCGG CTGAAG CA

CCAA CG TCGG CCTTCTTGG CTGAA CCCTTCTTTCCTCTGG CAG CTGA TTTAGAGG CAG CCTTTG CTTTA CCTCTGG CA CCA CCCTTGA CCTTCA CG TCTCCTTCTCCG CCTAA CTTG CTGAGAG CA TCTTTG CCCTTTTC

G

TEBPb_MDS_7
6-7

AG

TEBPb_MDS_6
6-7

CC

TEBPb_MDS_6

2,250 2,260 2,270 2,280 2,290 2,300 2,310 2,320 2,330 2,340 2,350 2,360 2,370 2,380

2,390 2,400 2,410 2,420 2,430 2,440 2,450 2,460 2,470 2,480 2,490 2,500 2,510 2,520

2,530 2,540 2,550 2,560 2,570 2,580 2,590 2,600 2,610 2,620 2,630 2,640 2,650 2,660

2,670 2,680 2,690 2,700 2,710 2,720 2,730 2,740 2,750 2,760 2,770 2,780 2,790 2,800

310_homozygous

310_homozygous

310_homozygous

310_homozygous

510_allele1

510_allele1

510_allele1

510_allele1

510_allele2

510_allele2

510_allele2

510_allele2

MIC_11396_TEBPb

MIC_11396_TEBPb

MIC_11396_TEBPb

MIC_11396_TEBPb

clone1
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clone1
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clone4
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clone24 
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clone41

clone41

clone41
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clone8
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clone8

clone12
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clone33

clone33

clone33
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clone2
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2,810 2,820 2,830 2,840 2,850 2,860 2,870 2,880 2,890 2,900 2,910 2,920 2,930 2,940

2,950 2,960 2,970 2,980 2,990 3,000 3,010 3,020 3,030 3,040 3,050 3,060 3,070 3,080

3,090 3,100 3,110 3,120 3,130 3,140 3,150 3,160 3,170 3,180 3,190 3,200 3,210 3,220

3,230 3,240 3,250 3,260 3,270 3,280 3,290 3,300 3,310 3,320 3,330 3,340 3,350 3,360

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG TA TAAGA CTAA TA TAAA CA CCA TTTTCA TAA TCAGAA TCTAAG TTG TG TCTAA TAA TA TA TAG CAG TG TTG CCTTCTTTGAA TGAGAAG TCGGAGAA TTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCGA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGGGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG TTTA TTA TTTTTTAGAA TAG TCTG CAA TGA TTAAAAAA TCTAA TCA TAAAA TA CTA T

GAAG TG TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TTGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA TTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCGA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGGGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TTGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA TTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCGA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGGGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TTGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA TTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCGA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGGGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TTGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCN TA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TTGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

TTGGA CGAAAA TG TCTTGGA TTCTGA TGG TAG CAG T------------------------------------------------------------------G TTG CCTTCTTTGAA TGAGAAG TCGGAGAA CTCG TCA C

CCTTGGAGG TG CTGG CTCTGA CAA TA CCGG CA TCAA CCTTGG CCTTCTTG TCA CCA CCAG TGA CCTTGG CAA TA TCTGGAA TG TTCTCTTG CTTGAGG TTCTTGG CGAG TGA TTG CTAAAA TCA TAA TA TTAA TA TA TTT

GAA CTCCTTA TTTA TAA TTCA TTTTGA CTTAGAAA CAGAGAAGAGAGAAA TTTA TA CTTA CTTGGAGAG CTTGA TG TCTGAAG T--------------------------------------------------------

-----G TKGGA TGG TGG TCTTGAA TTCG TCG TCTCTG TA CAAG TTGA CTGGG TA TCTGG TGGGG TTGAG TCTCTCTTGGAGG TTTGG CTTGAA TGAG TGGA CGA TGAG TCTGG CCTCAAGG TTGG CA TAAGAAG TGAAAA

C
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3,370 3,380 3,390 3,400 3,410 3,420 3,430 3,440 3,450 3,460 3,470 3,480 3,490 3,500

3,510 3,520 3,530 3,540 3,550 3,560 3,570 3,580 3,590 3,600 3,610 3,620 3,630 3,640

3,650 3,660 3,670 3,680 3,690 3,700 3,710 3,720 3,730 3,740 3,750 3,760 3,770 3,780

3,790 3,800 3,810 3,820 3,830 3,840 3,850 3,860 3,870 3,880 3,890 3,900 3,910 3,920

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG TTA TAAGA TTTTCA TA TAA TTA CTTAAAA TTTTAAGAG TGA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG TCA TAAA CAAGA TA TTTA TTTAA CA TTA TTG TA TTAAAA TG TGGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CTTA TTA TTTTTA CTGA TA TTTA TTG

AA TAA TTTCTTAAAGA TAA TTTAA TCCCTAAA CCCCTTCA TAAAG TAAA TA TAAA TA TA TTAA TTA CTG TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAGA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAGA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAGA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAGA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C

CCTCAG CTGAG TTGA CTCTTCTGAG CTCGAG T--------------------------------------GA CCAG TTG TTGA TAA CGA TAA CCTTG TCG TGGAGG TCGA CGA TG TTTA CG TTGGGGAA CTTAGAG TGGA

A TTCAG TCA CGG CCTCCTTGG TGAAG TA TGGGG TCA CGAAGAAA TAA CCA TCGG TAA CAAGGAAA TG T-----------------------------------------GGG TA TGA TTCTTTGA CG TAG CA CTTCAA TG

G CTTCTTTAAG TTG TTTGAGA CCTTG CCGAAG TCA CCA CCG TTG TTGAA TAG CTCGG TG TAGAG TTG CTTGAAGG CG CTTTG TTG TTGAA CTTG TTG TGA TTTG CTCA TTA TTA CT------------------------

--------------------------------------------------------------------G TG TTTAGAGA TTG TTTAAGAAAAG TTTA TAAAA CTTG TTTTG TTTAAAG TA TTGAAAA TTAA TTTTAG CG C
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3,930 3,940 3,950 3,960 3,970 3,980 3,990 4,000 4,010 4,020 4,032

TA TCTAAAAA TTAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG TTA TTTTTCAA CTTGAAA TCA TAAA TCTTAAA CGGG

TA TCTAAAAA TTAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG
TA TCTAAAAA TTAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG
TA TCTAAAAA TTAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG
TA TCTAAAAGA TAAAA TTTG
TA TCTAAAAGA TAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG C
TA TCTAAAAGA TAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG
TA TCTAAAAGA TAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG
TA TCTAAAAGA TAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG
TA TCTAAAAGA TAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TT
TA TCTAAAAGA TAAAA TTTGA TAAA TCAA TA TTTAA TTAAAAG CCTTAAAA TTA TTGG TCTA TA TCTTG CAAA TTG
TA TCTAAAAGA TAAAA TT
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