Co

1.
2.
3.

nsensus

TEBPb
TEBPa

Injected_Template

. ChimericO1l_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

1 10 29 30 40 59 60
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

GCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TEBPb_MDS_2
TEBPb_MDS_2F c

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGG.GACTTCGGCA.GGTCTCAAACAACTTAAAGA
.AAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TNAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGAC.TCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
.AGCAACTCTACACCGAGCTATTCAACAACGGTGG.GACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGG.GACTTCGGCAAGGTCTCAAACAACTTAAAGA
AAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGG.GACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGG.GACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA
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nsensus

TEBPb
TEBPa

Injected_Template

. Chimeric01_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3 s
. cDNAO4_s
. cDNAOS s
. cDNAOG6_s

70 89 90 100 110 12|O 130
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

TEBPb_MDS_2 TEBPb_MDS_3

2-3

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATT.AAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCC.TTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCGACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA
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Injected_Template

. Chimeric0O1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04 _s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. Chimeric0O5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 s
. cDNAOG6_s

140 150 160 170 180 190 200
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGAC
GTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

TEBPb MDS 3 Sall
c T 1415

22

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCEBAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCGCCAAGGAGGCCGTGACTGAATEBCCACTCTAAGTTCCCCHACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATHGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCEBAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA
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Injected_Template

. Chimeric0O1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04 _s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. Chimeric0O5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3 s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

210 220 230 240 250 260 270

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACG CTGACTCAGACAAGGAGE

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTT-CACAACGCTGACTCAGACAAGGAGC

14-15.
o . TeaMDS15

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCGCGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
AGAAGCACGCAGGECTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC
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. Chimeric01_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04 _s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

280 320 330 340

290 300 310
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTBAGAACCCAATTCTACGTAACCAAGATEGAACCATCAGACGTCAAGGAAT

LN X
G T c
oo ... TeBaMDS15

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGAT.GAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAAT.CTACGTAACCAAGAT.GAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAGGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGT.ACCAAGAT.GAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAA.AT.GAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCGAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTT.AGAACCCAATTCTACGT.ACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAGCCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGAT.GAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGAT.GAACCATCAGACGTCAAGGAAT
TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGAT.GAACCATCAGACGTCAAGGAAT




Co

1.
2.
3.

nsensus

TEBPb
TEBPa

Injected_Template

. ChimericO1l_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

350 360 370 380 390 400 410

GGGITAAGGCATACCATAGAAAGACCAAGAAGG ITACTTCCCTCAAGGGATCAGETGECAAGGGTGGEG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

T c
oo TeeaMDsls

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACEBTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCHTACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCGAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGATAGAAAGAEMCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GGGTTAAGGCATACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
GEGTTAAGGCATACGABAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG
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Injected_Template

. ChimericO1l_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

430 450 460

420 440 | 470 480
ACAACATCTTCCAAG GTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGAC.CAATTGAACAACAACACCTACAGAG

15-16. ¢ ¢

... TeePamDs1s . TEBPaMDS16

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGAC.CAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGAC.CAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGAC.CAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGGG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCT.GTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG
ACAGCATCTTCCAAGTCTCTTTCCTCGTTAAGGACGC.TCAACTCAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGAC.CAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGAC.CAATTGAACAACAACACCTACAGAG
ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGAC.CAATTGAACAACAACACCTACAGAG
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Injected_Template

. ChimericO1l_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

490 500 510 520 530 540 550

1 1
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGGCAACCTCCACA

c G
oo ... TeBaMDs16

TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGEBGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTECAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGATGGTCTCGGTGCTGACTTCTTCAACGETGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACEBTCTTCAACGGTGTTAAGGCAGACAACCTCCACA
TTTTGCTCTACACCCACGABGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCGGACAACCTCCACA
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Injected_Template

. Chimeric01_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

560 570 580 590 620

600 610
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTG GATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

oo ... TeBaMDS16

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAGGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCC.TACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
AAAACGCTGAT.CCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG
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. ChimericO1l_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3_s
. cDNAO4 _s
. cDNAOS5 _s
. cDNAOG6_s

6%0 610 650 660 6ZO 680 690
ATGCCGTCGTTGAGAGAAGAAACGGTITTCTACTTCATTAAGGACACCAGAATTG TCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCAT.AAGGACACCAGAATTGTCTACTGAACAGACT

c 16-17

o TeBambs16  .TEBPaMDS.. ..

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCAT.AAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCGGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCAT.AAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAGACGGTTTCTACTTCATTAAGGACACCGGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCAT.AAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCAT.AAGGACACCAGAATTGTCTACTGAACAGACT
ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCAT.AAGGACACCAGAATTGTCTACTGAACAGACT




Consensus

1.
2.
3.

TEBPb
TEBPa
Injected_Template

700 710 720 730 740 750

1
TGTGAATTCAAATGGAAGGGAGAGCCTAGTTCTCTTTTTCTATAATAAATCTCTAACAGTTTTGATAAC

TGTGAATTCAAATGGAAGGGAGAGCCTAGTTCTCTTTTTCTATAATAAATCTCTAACAGTTTTGATAAC
TGTGAATTCAAATGGAAGGGAGAGCC.AGTTCTCTTTTTCTATAATAAATCTCTAACAGTTTTGATAAC

TEBPa_MDS_17R-2
TEBPa_MDS_17R-1

. ChimericO1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04 _s
. Chimeric05_s

Chimeric06_s

TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. Chimeric04_as
. ChimericO5_as
. Chimeric06_as
. cDNAO1 s
. cDNAO2_s
. cDNAO3 s
. cDNAO4 _s
. cDNAOS s
. cDNAOG6 _s

TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCC
TGTGAATTCAAATGGAAGGGAGAGCCTAG
TGTGAATTCAAATGGAAGGGAGAGCCTAG
TGTGAATTCAAATGGAAGGGAGAGCCTAG
TGTGAATTCAAATGGAAGGGAGAGCCTAG
TGTGAATTCAAATGGAAGGGAGAGCCTAG
TGTGAATTCAAATGGAAGGGAGAGCCTAG



Consensus

1. TEBPb
2. TEBPa

3. Injected_Template

. ChimericO1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. ChimericO4_as
. Chimeric05_as
. Chimeric06_as
. cDNAO1_s
. cDNAO2_s
. cODNAO3_s
. cDNAO4_s
. cDNAOS5_s
. cDNAOG6_s

760 770 780 790 800 810 820

CCTAACAGGTTAAGTAATGATTTTTAAAATTTTATAATTTCT /CCTAAAAATTAAAAACATACTGTAAC

CCTAACAGGTTAAGTAATGATTTTTAAAATTTTATAATTTCT.CCTAAAAATTAAAAACATACTGTAAC
CCTAACAGGTTAAGTAATGATTTTTAAAATTTTATAATTTCT.CCTAAAAATTAAAAACATACTGTAAC




Consensus

1. TEBPb
2. TEBPa

3. Injected_Template

. ChimericO1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. ChimericO4_as
. Chimeric05_as
. Chimeric06_as
. cDNAO1_s
. cDNAO2_s
. cODNAO3_s
. cDNAO4_s
. cDNAOS5_s
. cDNAOG6_s

880 890

830 840 850 860 870
TCTTTAAGTTTATATATTAAACACATAAT TATATAACTATTAAGCTGCACATAATTTAATCCAATACA

TCTTTAAGTTTATATATTAAACACATAAT.TATATAACTATTAAGCTGCACATAATTTAATCCAATACA
TCTTTAAGTTTATATATTAAACACATAAT.TATATAACTATTAAGCTGCACATAATTTAATCCAATACA

17-1




Consensus

1. TEBPb
2. TEBPa

3. Injected_Template

. ChimericO1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. ChimericO4_as
. Chimeric05_as
. Chimeric06_as
. cDNAO1_s
. cDNAO2_s
. cODNAO3_s
. cDNAO4_s
. cDNAOS5_s
. cDNAOG6_s

920 930 940 950 960

900 910
CCTTATTATGTTTTATGAATTGTAAAAT T TCTTCTCACATACTAAATAGTCTGAANTCTTTCAATGT

CCTTATTATGTTTTATGAATTGTAAAATGT.TCTTCTCACATACTAAATAGTCTGAAGTCTTTCAATGT
CCTTATTATGTTTTATGAATTGTAAAAT.T—TCTTCTCACATACTAAATAGTCTGAA.TCTTTCAATGT




Consensus

1. TEBPb
2. TEBPa

3. Injected_Template

. ChimericO1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. ChimericO4_as
. Chimeric05_as
. Chimeric06_as
. cDNAO1_s
. cDNAO2_s
. cODNAO3_s
. cDNAO4_s
. cDNAOS5_s
. cDNAOG6_s

970 980 990 1,000 1,010 1,020 1,030

GCAAATGTATGAATTTTTAGAAATTTG

TCCTTTAATAATGCAAATGTATGAATTTTTAGAAATTTGTEATABAETCATAAATTTAAATTTTACAAA
TCCTTTAATAATGCAAATGTATGAATTTTTAGAAATTTGTEATAEA-TCATAAATTTAAATTTTACAAA




Consensus

1. TEBPb
2. TEBPa

3. Injected_Template

. ChimericO1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. ChimericO4_as
. Chimeric05_as
. Chimeric06_as
. cDNAO1_s
. cDNAO2_s
. cODNAO3_s
. cDNAO4_s
. cDNAOS5_s
. cDNAOG6_s

1,040 1,050 1,060 1,070 1,080 1,090 1,100
TTGGTAAACAGCTAATACITTTAATATATCTCIATTTATTTG

TTGGTAAACAGCTAATAC—TTTAATATATCTC.ATTTATTTGATTCATTATTTTATAATTCTCAAATTC
TTGGTAAACAGCTAATAC.TTTAATATATCTC.ATTTATTTGATTCATTATTTTATAATTCTCAAATTC




Consensus

1. TEBPb
2. TEBPa

3. Injected_Template

. ChimericO1_s
. Chimeric02_s
. Chimeric03_s
. Chimeric04_s
. Chimeric05_s

Chimeric06_s

. ChimericO1_as
. Chimeric02_as
. Chimeric03_as
. ChimericO4_as
. Chimeric05_as
. Chimeric06_as
. cDNAO1_s
. cDNAO2_s
. cODNAO3_s
. cDNAO4_s
. cDNAOS5_s
. cDNAOG6_s

1,110 1,120 1’1|30 1,1|35
ATTAGEICTTGGGGITTTEGGGGETTTCGGG

ATTAGTCTTGGGGTTTTGGGGTTTTGGGG
ATTAGTCTTGGGGTTTTGGGGTTTTGGGG

SRS
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