
TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

GCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGCGACTTCGGCACGGTCTCAAACAACTTAAAGA

TAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TNAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACCTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TAGCAACTCTACACCGAGCTATTCAACAACGGTGGCGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGCGACTTCGGCAAGGTCTCAAACAACTTAAAGA

AAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGCGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGCGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TCAAGCAACTCTACACCGAGCTATTCAACAACGGTGGTGACTTCGGCAAGGTCTCAAACAACTTAAAGA

TEBPb_MDS_2

TEBPb_MDS_2F

1 10 20 30 40 50 60

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s

!



AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTAAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCCTTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCGACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

AGCCATTGAAGTGCTACGTCAAAGAATCATACCCACATTTCCTTGTTACCGATGGTTATTTCTTCGTGA

TEBPb_MDS_3TEBPb_MDS_2

2-3

70 80 90 100 110 120 130

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGAC

GTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCCAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCGCCAAGGAGGCCGTGACTGAATCCCACTCTAAGTTCCCCTACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATTGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCCAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

CCCCATACTTCACCAAGGAGGCCGTGACTGAATTCCACTCTAAGTTCCCCAACGTAAACATCGTCGACA

SalITEBPb MDS 3

140 150 160 170 180 190 200

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s
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AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTT-CACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCGCGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGTCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

AGAAGCACGCAGGCCTCCCAGCCCACTCACTCCACGATCTCTTCCACAACGCTGACTCAGACAAGGAGC

TEBPa MDS 15

210 220 230 240 250 260 270

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s
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TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTAAGAACCCAATTCTACGTAACCAAGATCGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATCGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATCCTACGTAACCAAGATCGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAGGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTTACCAAGATCGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAAATCGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCGAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTTAGAACCCAATTCTACGTTACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAGCCCAATTCTACGTAACCAAGATTGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATCGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATCGAACCATCAGACGTCAAGGAAT

TCTCCAGCAAAGACACCTTCAGAACCCAATTCTACGTAACCAAGATCGAACCATCAGACGTCAAGGAAT

TEBPa_MDS_15

280 290 300 310 320 330 340

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s
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GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACCTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCTTACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCGAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGATAGAAAGATCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GGGTTAAGGCATACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

GAGTTAAGGCATACGACAGAAAGACCAAGAAGGTTACTTCCCTCAAGGGATCAGCTGCCAAGGGTGGTG

TEBPa_MDS_15

350 360 370 380 390 400 410

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s
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ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGACCCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGACCCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGACCCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGACCCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGGG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTTGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCAACTCAATTGAACAACAACACCTACAGAG

ACAGCATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCCTCAACTCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGACCCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGACCCAATTGAACAACAACACCTACAGAG

ACAACATCTTCCAAGTCTCTTTCCTCGTTAAGGACGCTTCGACCCAATTGAACAACAACACCTACAGAG

15!"#

TEBPa_MDS_16TEBPa_MDS_15

420 430 440 450 460 470 480

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s
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TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGGCAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGCGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTCCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGATGGTCTCGGTGCTGACTTCTTCAACGATGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACCTCTTCAACGGTGTTAAGGCAGACAACCTCCACA

TTTTGCTCTACACCCACGACGGTCTCGGTGCTAACTTCTTCAACGGTGTTAAGGCGGACAACCTCCACA

TEBPa_MDS_16

490 500 510 520 530 540 550

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s
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AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAGGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCCTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATGCCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

AAAACGCTGATACCAGAAAGAAGCTCGAAGAATACTCTGAACTCCTTACCAGATTCAACTCCTACGTTG

TEBPa_MDS_16

560 570 580 590 600 610 620

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATCAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATCAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCGGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATCAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAGACGGTTTCTACTTCATTAAGGACACCGGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATTAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATCAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATCAAGGACACCAGAATTGTCTACTGAACAGACT

ATGCCGTCGTTGAGAGAAGAAACGGTTTCTACTTCATCAAGGACACCAGAATTGTCTACTGAACAGACT

16-"$

TEBPa_MDS...TEBPa_MDS_16

630 640 650 660 670 680 690

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s

!



TGTGAATTCAAATGGAAGGGAGAGCCTAGTTCTCTTTTTCTATAATAAATCTCTAACAGTTTTGATAAC

TGTGAATTCAAATGGAAGGGAGAGCCTAGTTCTCTTTTTCTATAATAAATCTCTAACAGTTTTGATAAC

TGTGAATTCAAATGGAAGGGAGAGCCCAGTTCTCTTTTTCTATAATAAATCTCTAACAGTTTTGATAAC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCC

TGTGAATTCAAATGGAAGGGAGAGCCTAG

TGTGAATTCAAATGGAAGGGAGAGCCTAG

TGTGAATTCAAATGGAAGGGAGAGCCTAG

TGTGAATTCAAATGGAAGGGAGAGCCTAG

TGTGAATTCAAATGGAAGGGAGAGCCTAG

TGTGAATTCAAATGGAAGGGAGAGCCTAG

TEBPa_MDS_17R-2

TEBPa_MDS_17R-1

TEBPa_MDS_17

700 710 720 730 740 750

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



CCTAACAGGTTAAGTAATGATTTTTAAAATTTTATAATTTCTWCCTAAAAATTAAAAACATACTGTAAC

CCTAACAGGTTAAGTAATGATTTTTAAAATTTTATAATTTCTTCCTAAAAATTAAAAACATACTGTAAC

CCTAACAGGTTAAGTAATGATTTTTAAAATTTTATAATTTCTACCTAAAAATTAAAAACATACTGTAAC

TEBPa_MDS_17

760 770 780 790 800 810 820

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



TCTTTAAGTTTATATATTAAACACATAATWTATATAACTATTAAGCTGCACATAATTTAATCCAATACA

TCTTTAAGTTTATATATTAAACACATAATTTATATAACTATTAAGCTGCACATAATTTAATCCAATACA

TCTTTAAGTTTATATATTAAACACATAATATATATAACTATTAAGCTGCACATAATTTAATCCAATACA

1!"#$

TEBPa_MDS_18TEBPa_MDS_17

830 840 850 860 870 880 890

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



CCTTATTATGTTTTATGAATTGTAAAATRTNTCTTCTCACATACTAAATAGTCTGAARTCTTTCAATGT

CCTTATTATGTTTTATGAATTGTAAAATGTTTCTTCTCACATACTAAATAGTCTGAAGTCTTTCAATGT

CCTTATTATGTTTTATGAATTGTAAAATAT-TCTTCTCACATACTAAATAGTCTGAAATCTTTCAATGT

TEBPa_MDS_18

900 910 920 930 940 950 960

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



TCCTTTAATAATGCAAATGTATGAATTTTTAGAAATTTGTMATAYANTCATAAATTTAAATTTTACAAA

TCCTTTAATAATGCAAATGTATGAATTTTTAGAAATTTGTCATACAATCATAAATTTAAATTTTACAAA

TCCTTTAATAATGCAAATGTATGAATTTTTAGAAATTTGTAATATA-TCATAAATTTAAATTTTACAAA

TEBPa_MDS_18

970 980 990 1,000 1,010 1,020 1,030

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



TTGGTAAACAGCTAATACNTTTAATATATCTCWATTTATTTGATTCATTATTTTATAATTCTCAAATTC

TTGGTAAACAGCTAATAC-TTTAATATATCTCTATTTATTTGATTCATTATTTTATAATTCTCAAATTC

TTGGTAAACAGCTAATACTTTTAATATATCTCAATTTATTTGATTCATTATTTTATAATTCTCAAATTC

TEBPa_MDS_18

1,040 1,050 1,060 1,070 1,080 1,090 1,100

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s



ATTAGTCTTGGGGTTTTGGGGTTTTGGGG

ATTAGTCTTGGGGTTTTGGGGTTTTGGGG

ATTAGTCTTGGGGTTTTGGGGTTTTGGGG

T%&'(%)%

1,110 1,120 1,130 1,135

Consensus

1. TEBPb
2. TEBPa
3. Injected_Template

4. Chimeric01_s
5. Chimeric02_s
6. Chimeric03_s
7. Chimeric04_s
8. Chimeric05_s
9. Chimeric06_s
10. Chimeric01_as
11. Chimeric02_as
12. Chimeric03_as
13. Chimeric04_as
14. Chimeric05_as
15. Chimeric06_as
16. cDNA01_s
17. cDNA02_s
18. cDNA03_s
19. cDNA04_s
20. cDNA05_s
21. cDNA06_s
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