Supplement Figure 1. Individual SIM mutations in PICH do not drastically reduce binding to SUMOylated-PARP1.
A) Individual PICH dSIM1, dSIM2 and dSIM3 mutants robustly bind to SUMOylated-PARP1. XEE expressing GFP-tagged PICH WT and SIM mutant fragments (616-1250 a.a.) were used for pull-down assays. Pulled-down samples were analyzed by immunoblotting using anti-GFP antibody. S-tag HRP was used to detect the bait amount in each sample. B) PICH d3SIM is restricted to cytoplasm during interphase similar to PICH WT. Ectopically induced EGFP-tagged PICH WT and d3SIM were fixed and visualized along with CENPA using immunofluorescence staining. White bar on the top right panel indicates 10m.

Supplement figure 2. Mutation in SIM3 of PICH in combination with SIM1 or 2 drastically reduces centromere localization of PICH.
A) PICH dSIM1&3 loses robust binding at the centromere during mitosis. EGFP-tagged PICH dSIM1&3 expressing mitotic HeLa Tet-ON cells were analyzed for EGFP signal along with CENPA by immunostaining. White bar on the top right panel indicates 10m. B) Similar to PICH dSIM1&3 in A, EGFP-PICH dSIM2&3 localization at the centromere was analyzed. White bar on the top right panel indicates 10m.

Supplement figure 3. Validation of PICH siRNA, resistant PICH constructs and PICH stable cell lines.
A) PICH siRNA resistant constructs were made and validated for expression in the presence of siRNA by immunoblotting analysis of the transiently transfected HeLa Tet-ON cells using anti-GFP antibody. -Tubulin was used as a loading control. B) The stable cells lines made were validated for EGFP-PICH expression by immunoblotting analysis using anti-GFP antibody. -Tubulin was used as a loading control.
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