Supplementary material

Supplementary Table S1. Sequences of primers used to measure wheat gene expression by qRT- PCR
	Clone
	Gene
	Forward
	Reverse
	Gene description
	References

	AF159369
	18S
	CAAAGCAAGCCTACGCTCT
	ATACGAATGCCCCCGACT
	Haematococcus pluvialis 18S ribosomal RNA gene
	—

	AJ007348
	PR1.1
	CTGGAGCACGAAGCTGCAG
	CGAGTGCTGGAGCTTGCAGT
	PR-1 (basic), pathogenesis-related protein 1
	(Desmond, et al. 2006)

	AJ007349
	PR1.2
	CGTGTGTTTATGTTTGTGTGGTTTG
	CCACAGAGCCGCATGGAT
	PR-1 (neutral), pathogenesis-related protein 1
	—

	Y18212
	PR2
	CTCGACATCGGTAACGACCAG
	GCGGCGATGTACTTGATGTTC
	beta-1,3-endoglucanase
	(Desmond, et al. 2006)

	AB029934
	PR3
	AGAGATAAGCAAGGCCACGTC
	GGTTGCTCACCAGGTCCTTC
	Chi1 gene
	—

	AJ006098
	PR4a
	CGAGGATCGTGGACCAGTG
	GTCGACGAACTGGTAGTTGACG
	wheatwin 1-2 gene
	(Desmond, et al. 2006)

	AF442967
	PR5
	ACAGCTACGCCAAGGACGAC
	CGCGTCCTAATCTAAGGGCAG
	WAS3a thaumatin-like protein
	(Desmond, et al. 2006)

	X56011
	PR9
	GAGATTCCACAGATGCAAACGAG
	GGAGGCCCTTGTTTCTGAATG
	wheat peroxidase
	(Desmond, et al. 2006)

	CA684431
	PR10
	TTAAACCAGCACGAGAAACATCAG
	ATCCTCCCTCGATTATTCTCACG
	ribonucleases, bet v 1-related proteins
	(Desmond, et al. 2006)

	TaBs108F7b
	LTP1
	ACGTAGGTACTCCTCTCGCTGT
	GTTGATCGACCACTTCTTCTCA
	wheat lipid transfer protein
	(Lu, et al. 2006)

	TaBs112C7
	LTP2(PR14)
	GGTCACACACACACACACACA
	CGGGAGAGAAGTAACAACCAA
	wheat nonspecific lipid transfer proteins (ns-LTPs)
	(Lu, et al. 2006)

	AB029936
	CHI3
	GACCTCCTTGGCGTCAGCTA
	TGCATGTCTTCTCGCATCATATAGTC
	class 1b neutral chitinase
	—

	AF112966
	CHI4
	AACGTCGACCCAGGGAACA
	AGCAGTAGGAGCATCGCTAGAAAG
	class 4 acidic chitinase
	—

	Z22874
	Glu2
	CATGGCTAACATCTACCCGTACCT
	GAAGAGCGCGTAGCTCATGTC
	neutral β-1,3; β-1,4-glucanase
	—

	AY091512
	Glu3
	GTACTTCGCCACGGGAAACA
	TGGGCTGCCAATCCAGAAC
	basic β-1,4-glucanase
	—

	U32428
	WCI2
	TAGGAACTGGAACTTCACCGAGC
	GGTAGTCCTTGATGTGCAGCGAC
	wheat chemically induced   (WCI) gene, Lipoxygenase (Fragment)
	(Desmond, et al. 2006)

	U32429
	WCI3
	AAAGTTGGTCTTGCCACTGACTG
	TCGACAAAGCACTTCTGGATTTC
	wheat chemically induced (WCI) gene,   sulfur-rich/thionin-like protein
	(Desmond, et al. 2006)

	TC207269
	TaWRKY1
	TAATCCCCACATCAGAAGACACTG
	TTTGAGGTTTTGACGGAGGC
	transcription factor genes (TFs)
	(Desmond 2008)

	TC199398
	TaWRKY2
	GCAGAGACCCCAGTCGATGA
	GGTGCGTGCAGCGGTAGTAT
	transcription factor genes (TFs)
	(Desmond 2008)

	CN009320
	TaWRKY72a/b
	ACAACTTCCCCAGGAGCTACTACC
	CCTCGTATGTCGTTACCACCACA
	transcription factor genes (TFs)
	(Desmond 2008)

	HM013818
	TaWRKY78
	GATGCAATCCATGGCTTCGA
	CATGCGGCCAGCAGAGTTT
	transcription factor genes (TFs)
	—

	TC221263
	MYB1
	GCAACTTCACCAGCGAGGAG
	TGTGCCAGACGTTCTTGATCTC
	transcription factor genes
(TFs)
	(Desmond 2008)

	JF951955.1
	TaMYB72
	CGACGTGTGCTCCATCAA
	CGGTGCCATCTGGAGTAG
	transcription factor genes
(TFs)
	(Zhang, et al. 2012)

	unigene15470
	MYC2
	CCGGGGAAAACACCTAAAAT
	TGCTCCAGGCTCTCTTTCTC
	a basic helix-loop-helix transcription factor
	(Xiao, et al. 2013)

	TC198896
	ZAT11
	GATGAGTGCCTGGAAGACATACC
	CCGAAGCCACCAAATTAAGC
	Zn transporter protein
	(Desmond 2008)

	TC218601
	C3H3
	CCACCAAAACAGACTCCCCA
	CGTTGATGTCCTCCGTCTGG
	transcription factor genes
(TFs)
	(Desmond 2008)

	GU452719
	TaERF
	CCTTCTTCTGTTCTGGTCCTCTTG
	CTCTGTTCTCGGCGGAAACAC
	wheat ethylene-responsive factor-like transcription factor
	—

	JQ409278

	TaOPR1
	TCGCCCTTCATGGACTACATG
	TAGAGGATGCCGTGGTCGTT
	wheat oxophytodienoate reductase-1
	(Dong, et al. 2013)

	unigene 139032
	TaOPR3
	GGAACCACGGATGGTGAATA
	GGCAAGTCTGGATTGGACAG
	wheat oxophytodienoate reductase-3
	(Xiao, et al. 2013)

	CA650490
	OPR
	GGAAGGCAACAAAGTGGTG
	GGAAGGCAACAAAGTGGTG
	12-oxo-phytodienoic acid reductases
	(Liu, et al. 2011)

	AY196004
	TaAOS
	TCCCGAGAGCGCTGTTTAAA
	GACGATTGACGGCTGCTATGA
	Triticum aestivum allene oxide synthase
	—

	HM447645
	COI1
	CATTGTGCGAGTGAACTGTGACA
	CGCGGAAACCAGACAAGCT
	Triticum aestivum coronatine insensitive 1-like protein
	—

	unigene29682
	COI1
	CCTTTGGCAAGAACCGTATC
	ATCAAAGCACGGAGCAACTT
	Triticum aestivum coronatine insensitive 1-like protein
	(Xiao, et al. 2013)

	KF573524.1
	TaAOC1
	CGTCTTCGAGGGCGTCTACG
	GCAGGTCGGGGATGCCCTTGA
	involved in the α-linolenic acid metabolism pathway
	(Zhao, et al. 2013)

	BJ241555
	AOC
	ATTCATTCAACACTGGTACAAGG
	ATCTATTATTGCTCCTGCTAGTAG
	allene oxide cyclase
	(Liu, et al. 2011)

	BT0089921
	LOX
	TGTTGATAGACTGGTGCTGTG
	TGAGGATTAACGCTTAGGATCG
	Lipoxygenase
	(Liu, et al. 2011)

	TC294834
	TaPAL
	CGTCAAGAGCTGTGTGAAGATGG
	GGTAGTTGGAGCTGCAAGGGTC
	phenylalanine ammonia lyase
	(Zhang, et al. 2011)

	U69632.1
	TaSOD
	CGATAGCCAGATTCCTTTGACT
	GAAACCAGCGACCTACAACG
	superoxide dismutase
	(Zhang, et al. 2011)

	X94352
	TaCAT
	TGCCTGTGTTTTTTATCCGAGA
	CTGCTGATTAAGGTGTAGGTGTTGA
	Catalase
	(Zhang, et al. 2011)

	TC369354
	TaAPX
	GGTTTGAGTGACCAGGACATTG
	GCATCCTCATCCGCAGCAT
	ascorbate-peroxidase
	(Zhang, et al. 2011)

	unigene51573
	JAZ
	CCGTAGCACGGTCTTACCAT
	ATATGAGGCGAGCAACTTGG
	jasmonate zim-domain proteins 1
	(Xiao, et al. 2013)

	TaBs117A2
	LIPASE
	CACAAAATATCGACCCACCAC
	ACTGGGTATTCGTCTGTCAGC
	wheat lipase
	(Lu, et al. 2006)

	AX049430
	TaNPR1
	TGAGGGAAGTCGATCTGAATGAG
	GCCCAGTTCCACTGTTTTCACT
	[bookmark: _Toc379452287][bookmark: _Toc2129][bookmark: _Toc21251][bookmark: _Toc28501][bookmark: _Toc11622]wheat nonexpressor of pathogenesis-related Genes 1
	—


Primers designed in this study were marked with ‘—’;
1 The Arabidopsis Genbank accession number is At1g56160, Arabidopsis description: AtMYB72 (Myb domain protein 72);
2 Arabidopsis accession At2g37430, Arabidopsis description: zinc finger (C2H2 type) family protein;
3 Arabidopsis accession At3g55980, Arabidopsis description: zinc finger (C3H type) family protein. 
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Supplementary Figure S1. Gene expression profiles associated with jasmonate signaling in wheat seedlings (10 day-old). Columns at each time point marked with an asterisk(s) indicate a significant difference between mock- and MeJA-treated samples using two tailed student’s t test analysis (P <0.05 *, P <0.01 **, P <0.001***). Data values used in these figures are the same dataset used for generating the heatmap in Figure 2. White and black columns represent mock and MeJA treatments, respectively. Error bars denote the standard error of the mean (n = 3).
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