SUPPLEMENTARY MATERIAL
MOLECULAR DYNAMICS  STUDY OF THE MEMBRANE INTERACTION OF A DENGUE VIRUS C PROTEIN DERIVED PEPTIDE
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[bookmark: _GoBack]FIGURE S1. Initial (t=0 ps, after minimization and equilibration) lateral snapshot of the PepC/DVPC/DVPA system in order to observe the starting orientation of the peptide with respect to the membrane. The location of the positively-charged amino acid residues Arg-2, Lys-6 and Arg-16 are also shown. Phospholipid phosphate atoms are depicted in VDW drawing style (DVPC phosphate atoms in yellow and DVPA phosphate atoms in red) whereas PepC is depicted in licorize drawing style.
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FIGURE S2. Time variation of the (A, B) average molecular areas of the phospholipids corresponding to the z+ leaflet and (C, D) membrane total thickness for the membrane systems composed of (A, C) DVPC and (B, D) DVPA/DVPC in the presence of PepC. In (B), DVPC data is shown in black colour and DVPA in red.
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FIGURE S1




