	GO Biological process
	H.sapiens (REF) #
	Input #
	Fold

Enrichment
	+/-
	P-value

	mRNA 3’-end processing
	30
	17
	2.77
	+
	4.91E-02

	Embryo development
	150
	73
	2.38
	+
	1.11E-08

	Protein targeting
	112
	48
	2.10
	+
	6.51E-04

	Protein phosphorylation
	603
	242
	1.96
	+
	9.82E-20

	mRNA splicing
	183
	69
	1.84
	+
	4.75E-04

	Angiogenesis
	198
	73
	1.80
	+
	5.32E-04

	Induction of apoptosis
	129
	47
	1.78
	+
	3.86E-02

	Nervous system development
	823
	290
	1.72
	+
	4.05E-16

	Immune system process
	1391
	224
	1.69
	+
	1.59E-02

	Immune response
	518
	61
	1.58
	+
	2.60E-04

	Macrophage activation
	167
	11
	1.32
	+
	8.18E-04

	Pathways
	
	
	
	
	

	PI3 kinase pathway
	49
	38
	3.79
	+
	1.73E-09

	Hedgehog signaling pathway
	22
	16
	3.56
	+
	3.07E-03

	Axon guidance mediated by semaphorins
	22
	15
	3.33
	+
	1.12E-02

	p38 MAPK pathway 
	39
	26
	3.26
	+
	4.97E-05

	Insulin/IGF pathway-mitogen activated protein kinase kinase/MAP kinase cascade
	33
	20
	2.96
	+
	4.07E-03

	Oxidative stress response 
	27
	16
	2.90
	+
	3.17E-02

	Interferon-gamma signaling pathway
	39
	22
	2.75
	+
	2.49E-02

	EGF receptor signaling pathway 
	130
	72
	2.71
	+
	3.28E-11

	FGF signaling pathway
	123
	68
	2.70
	+
	1.62E-10

	Ras pathway
	79
	34
	2.10
	+
	1.07E-02

	PANTHER protein class
	
	
	
	
	

	TGF-beta receptor
	15
	12
	3.91
	+
	1.76E-02

	mRNA polyadenylation factor
	21
	14
	3.26
	+
	3.17E-02

	Protein kinase receptor
	33
	18
	2.67
	+
	4.72E-02

	HMG box transcription factor
	45
	22
	2.39
	+
	4.70E-02

	Non –receptor serine/ threonine protein kinase
	272
	124
	2.22
	+
	2.47E-13

	Kinase modulator
	194
	86
	2.17
	+
	2.05E-08

	Protein kinase
	373
	165
	2.16
	+
	7.80E-17

	Chromatin/chromatin-binding protein
	184
	80
	2.13
	+
	2.11E-07

	Kinase inhibitor
	73
	31
	2.08
	+
	3.58E-02

	G-protein
	211
	78
	1.81
	+
	2.06E-04
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