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Supplementary Figure 1: Phylogenetic analysis of all available Lophodermium conigenum and L. australe
sequences available in INSDs. In the absence of a sequence from type material, ATCC 28346 is considered
as a reference sequence for L. conigenum. Accessions in bold were used in further analyses (Figure 5).
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Supplementary Figure 2. Maximum likelihood analysis of all available Lophodermium pinastri ITS sequences
from the INSDs. AF013224 is from an ex-type isolate, ATCC 28347, and is therefore considered as a
reference sequence for L. pinastri. Accessions in bold were used in further analyses (Figure 6).



