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MR leave-one-out sensitivity analysis for
SNP effect on genus.LachnospiraceaeNK4A136group

-0.1 0.1 0.2 0.3 0.40.0

rs7616165

rs76193507
rs4955932
rs7832116

rs10952110
rs12611395

rs954878
rs160061

rs7073658
rs2880566

rs68104925
rs28540839
rs59805249
rs73044693
rs11263806

All

MR leave-one-out sensitivity analysis for
SNP effect on genus.Escherichia_Shigella

-0.1 0.1 0.2 0.3 0.4 0.50.0

rs112767262

rs113127095

rs1154904

rs118526

rs2798105

rs113513883

rs4731451

rs57024273

rs592299

rs73208162

All

MR leave-one-out sensitivity analysis for
SNP effect on genus.Coprococcus2

-0.4 0.0-0.2

rs10070053

rs12634070

rs2482516

rs35890118

rs61823518

rs6677933

rs72680320

rs9426473

All



Lachnospiraceae NK4A136 group

Phenylacetylglutamine

Trimethylamine oxide

Escherichia_Shigella

Indoxyl sulfatep-Cresol sulfate

3-Indolepropionic acid
Coprococcus2

metabolite Gut microbe
Metabolite of 
gut microbes

Figure 4


	幻灯片编号 1
	幻灯片编号 2
	幻灯片编号 3
	幻灯片编号 4

