
0.1 nucleotide substitutions/site

JN861782.1 A. haemolyticus OXA-214

HM640278_2 A. baumannii strain YMC/HAN 8 OXA-182

JN861779.1 A. johnsonii strain CIP70.16  OXA-211

JN861781.1 A. calcoaceticus strain CIP81.4 OXA-213

JQ820242.1 A. baumannii strain 255 OXA-236

HQ122933.1 A. lwoffii strain AL3 OXA-134a

GU831575.1 A. baumannii strain Dem1R OXA-164

KC479324.2 A. baumannii strain 260 OXA-253

AF509241.1 A. baumannii OXA-40

5 2

5 2

100

100

5 3

100

100

7 8

OXA-51-like accessions (including strain 131AME OXA-497)

0.0050 nucleotide substitutions/site

AY949202.1 A.baumannii OXA-77

EU255292.1 A. baumannii strain 3DWZB76 OXA-51-like

GQ423625.1 A. baumannii strain KWT7 OXA-117
EU255288.1 A. baumannii strain 3DWZB9 OXA-51-like

KM979378.1 A.baumannii strain.1PW1 OXA-431

KJ135344.1 A.baumannii strain.192_2C OXA-381

GQ853679.1 A. baumannii strain AB1 OXA-148

EU255291.1 A. baumannii strain 3DWZB72 OXA-51-like

KF048910.1 A. baumannii strain SR145 OXA-51-like

KF986257.1 A. baumannii strain 97.1C OXA-376

JN248564.1 A. baumannii strain 502 OXA-223

EU255290.1 A. baumannii strain 3DWZB51 OXA-51-like

JN215211.1 A. baumannii strain 320 OXA-219

KJ173478.1 A.baumannii strain.17 OXA-387

GQ853680.1 A. baumannii strain AB2 OXA-149
AY859529.1 A.baumannii OXA-75

KM979379.1 A. baumannii strain 2P2 OXA-432

KF986258.1 A.baumannii strain.101II.1C OXA-377

DQ445683.1 A. baumannii strain ABA118 OXA-89

NG_036194.1 A.baumannii pAOX1 OXA-87

FJ872530.1 A. baumannii strain 4 OXA-144

DQ519089.1 A. baumannii strain DB60765_01 OXA-95

AM086637.1 A.baumannii OXA-69

DQ149247.1 A. baumannii strain AO14 OXA-86

KJ584921.1 A. baumannii strain SR327 OXA-51-like

KP844571.1 A. baumannii strain BEI-106 OXA-442

KF057030.1 A. baumannii strain 955_W39 OXA-313

KJ584922.1 A. baumannii strain SR330 OXA-51-like

KF048909.1 A. baumannii strain SR144 OXA-51-like

DQ888718.1| A. baumannii strain CR1-1 OXA-99

AY750907.1 A.baumannii OXA-64

AM231720_2 A.baumannii OXA-100

EU375515.1 A. baumannii strain GV3011 OXA-128

EU547447.1 A. baumannii strain Abd-13 OXA-132

DQ491200.1 A.baumannii OXA-67

KJ427797.1 A. baumannii strain R67 OXA-391

KJ135345.1 A. baumannii strain 268_2C OXA-382

DQ519087.1 A. baumannii strain DR16052_05 OXA-93

LKJZ00000000.1 A.baumannii strain.131AME OXA-497

KF048917.1 A. baumannii strain SR173 OXA-51-like

HQ998857.1 A.baumannii strain A.OXA-203

AM279652.1 A.baumannii isolate.115_03 OXA-98

KF057034.1 A. baumannii strain 2017_W89 OXA-317

KF986260.1 A.baumannii strain.156_2C OXA-379

KF986263.1 A. baumannii strain 284_2C OXA-384

KF986261.1 A.baumannii strain.191_2C OXA-380

KF305665.1 A. baumannii strain 90 OXA-208

JN790646.1 A. baumannii strain 522 OXA-113

KJ135346.1 A. baumannii strain 277.1C OXA-389

KF986259.1 A.baumannii strain.151.1C OXA-378

KF057031.1 A. baumannii strain 967_W1 OXA-314

KJ920338.1 A. baumannii strain Ab5 OXA-404

JX025022.1 A. baumannii strain 667 OXA-242

KJ135342.1 A. baumannii strain 658C OXA-390

HM570035.1 A. baumannii strain K50-13 OXA-179

AY750912.1 A.baumannii OXA-70

FR865168.1 A.baumannii OXA-216

AY859528.1 A.baumannii OXA-71

KF305667.1 A. baumannii strain ATCC.19606 OXA-98

JX865394.1 A. baumannii strain NM83 OXA-51-like

EF650032.1 A. baumannii strain A457 OXA-106

KJ584920.1 A. baumannii strain SR307 OXA-51-like

KJ780075.1 A.baumannii OXA-344

AY750910.1 A.baumannii OXA-68

KF986262.1 A. baumannii strain 276/2C OXA-383

KM979380.1 A. baumannii strain 2PW1 OXA-433

HM570036.1 A. baumannii strain K50-71 OXA-180

FR853176.1 A.baumannii isolate_Ab82_Su815 OXA-208

KJ780078.1 A.baumannii OXA-400

KF986253.1 A. baumannii strain 315 OXA-385

JN603240.1 A. baumannii strain GraceAnnie_6n OXA-217

AY862132.1 A.baumannii OXA-78
KF986254.1 A. baumannii strain I_B3 OXA-386

EF650037.1 A. baumannii strain A135 OXA-111

KF986255.1 A. baumannii strain 86II_2C OXA-374

KM979376.1 A. baumannii strain 32D1 OXA-42

GQ853681.1 A. baumannii strain AB3 OXA-150

KJ135343.1 A.baumannii strain.150.1C OXA-388

AJ309734_2 A.baumannii OXA-51

JX865393.1 A. baumannii strain NM69_ OXA-51-like
KJ584925.1 A. baumannii strain SR359 OXA-51-like

KF057028.1 A. baumannii strain.1979_W51_beta-lactamase OXA-256

KM588352.1 A. baumannii strain 2011GDAB2 OXA-424

KF057029.1 A. baumannii strain 4456_W16 OXA-312

KM588354.1 A. baumannii strain 2011BJAB9 OXA-426
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S3 Fig. Maximum likelihood phylogenies of representative OXA- types and OXA-51-like nucleotide sequences (inset) including 
the novel OXA-497 (marked in red). Nucleotide sequences were aligned using a amino acid sequence guided strategy using 
TranslatorX (Abascal et al. 2010. Nucleic Acids Research, 38 Web Server issue), W7–13. http://doi.org/10.1093/nar/gkq291), 
phylogenies were inferred using RAxML version 8.1.20 (Stamatakis, A. 2014. Bioinformatics  30(9), 1312–1313. http://-
doi.org/10.1093/bioinformatics/btu033). Values on the branches represent bootstrap values as inferred using the autoFC 
bootstopping option (Pattengale et al. 2010, Journal of Computational Biology : a Journal of Computational Molecular Cell 
Biology, 17(3), 337–354. http://doi.org/10.1089/cmb.2009.0179).


