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a Amplification Plot
104
1 ) .
///
0.185253 »
01 //
///
o
0.014
& EF3030AfacL: / 7
g e Eras0ntan 7 ag- Contiol
001 SEN\ Viacl
0.0001 EF3030
0.00001 1
9900001 8 10 12 1 1 18 2 2 2 2 1] 73 ) » 3 20
Cycle
b Amplification Plot
10 4
A
0.185253
0.1
001/ EF3030AZacL =p
& ViacL
S /<= neg. control
0.001 e f y
EF3030 |
0.0001 faast f
EF3030AzacL

0.00001

0.000001

Fig. S1. Real-time quantitative PCR (QRT-PCR).

To verify the deletion and complementation of tacL, S. pneumoniae EF3030, EF3030AtacL and the
complemented strain EF3030AtacLVtacL were cultivated until mid-exponential phase in THY. RNA was
isolated and cDNA synthesis was performed using random DNA hexamer primer. Each strain was
analysed in duplicate. (a) The enolase gene was used as control. (b) To amplify tacL by PCR, the primer

pair gP_tacL_F and gP_tacL_R was used as described [14].



