Supplementary table 1. GO terms that were differentially regulated in neurons as compared to NPCs. The adjusted p-value corresponds to the significance as a result of the Wilcoxon test, while the q-value indicates the biological relevance of the pathway. Fold change of the genes associated with the pathway is indicated as FC.


	Pathway
	Pval
	adjPval
	qval
	FC

	HALLMARK_MYC_TARGETS_V1
	8.69E-75
	4.34E-73
	8.506599
	37.36295

	HALLMARK_MTORC1_SIGNALING
	4.71E-96
	2.35E-94
	9.676172
	24.30714

	HALLMARK_OXIDATIVE_PHOSPHORYLATION
	1.30E-52
	6.51E-51
	7.084232
	19.64416

	HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
	3.80E-88
	1.90E-86
	9.258601
	14.9218

	HALLMARK_UNFOLDED_PROTEIN_RESPONSE
	7.46E-64
	3.73E-62
	7.837631
	14.52165

	HALLMARK_P53_PATHWAY
	4.52E-82
	2.26E-80
	8.924444
	12.01856

	HALLMARK_TNFA_SIGNALING_VIA_NFKB
	8.69E-75
	4.34E-73
	8.506599
	11.94456

	HALLMARK_APOPTOSIS
	1.06E-89
	5.31E-88
	9.342126
	11.71299

	HALLMARK_UV_RESPONSE_UP
	5.17E-55
	2.58E-53
	7.251744
	10.31939

	HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY
	4.71E-96
	2.35E-94
	9.676172
	9.813992

	HALLMARK_MYC_TARGETS_V2
	1.47E-43
	7.35E-42
	6.413538
	9.777068

	HALLMARK_HYPOXIA
	4.42E-85
	2.21E-83
	9.091535
	8.388698

	HALLMARK_DNA_REPAIR
	2.38E-38
	1.19E-36
	5.993696
	8.209636

	HALLMARK_COMPLEMENT
	3.23E-76
	1.62E-74
	8.590183
	7.938241

	HALLMARK_ADIPOGENESIS
	7.46E-64
	3.73E-62
	7.837631
	7.675628

	HALLMARK_ALLOGRAFT_REJECTION
	1.67E-66
	8.34E-65
	8.004928
	6.81158

	HALLMARK_FATTY_ACID_METABOLISM
	7.46E-64
	3.73E-62
	7.837631
	6.505731

	HALLMARK_XENOBIOTIC_METABOLISM
	4.10E-49
	2.05E-47
	6.832852
	6.489562

	HALLMARK_APICAL_JUNCTION
	5.69E-72
	2.85E-70
	8.33941
	6.466436

	HALLMARK_COAGULATION
	3.23E-76
	1.62E-74
	8.590183
	6.352737

	HALLMARK_PI3K_AKT_MTOR_SIGNALING
	3.28E-69
	1.64E-67
	8.172187
	5.537543

	HALLMARK_PROTEIN_SECRETION
	1.30E-52
	6.51E-51
	7.084232
	5.451432

	HALLMARK_GLYCOLYSIS
	1.38E-80
	6.90E-79
	8.840889
	5.041527

	HALLMARK_IL2_STAT5_SIGNALING
	7.46E-64
	3.73E-62
	7.837631
	4.940541

	HALLMARK_ANDROGEN_RESPONSE
	3.10E-56
	1.55E-54
	7.335479
	3.622495

	HALLMARK_INTERFERON_GAMMA_RESPONSE
	3.10E-56
	1.55E-54
	7.335479
	3.189489

	HALLMARK_MYOGENESIS
	1.17E-77
	5.83E-76
	8.673758
	3.174846

	HALLMARK_ESTROGEN_RESPONSE_EARLY
	7.53E-93
	3.77E-91
	9.509159
	2.879973

	HALLMARK_IL6_JAK_STAT3_SIGNALING
	9.85E-31
	4.93E-29
	5.320476
	2.421357

	HALLMARK_KRAS_SIGNALING_UP
	1.44E-83
	7.18E-82
	9.007992
	2.132779

	HALLMARK_CHOLESTEROL_HOMEOSTASIS
	2.26E-73
	1.13E-71
	8.423008
	2.105167

	HALLMARK_ANGIOGENESIS
	2.16E-40
	1.08E-38
	6.161704
	2.019084

	HALLMARK_INTERFERON_ALPHA_RESPONSE
	1.06E-21
	5.32E-20
	4.390221
	1.566429

	HALLMARK_INFLAMMATORY_RESPONSE
	5.69E-72
	2.85E-70
	8.33941
	1.38322

	HALLMARK_PEROXISOME
	2.38E-38
	1.19E-36
	5.993696
	1.265219

	HALLMARK_TGF_BETA_SIGNALING
	8.33E-54
	4.17E-52
	7.167995
	1.096911

	HALLMARK_ESTROGEN_RESPONSE_LATE
	1.02E-58
	5.09E-57
	7.50291
	1.087102

	HALLMARK_NOTCH_SIGNALING
	5.75E-29
	2.88E-27
	5.151807
	1.073905

	HALLMARK_WNT_BETA_CATENIN_SIGNALING
	1.59E-19
	7.96E-18
	4.13511
	0.447226

	HALLMARK_BILE_ACID_METABOLISM
	4.19E-28
	2.10E-26
	5.067407
	0.183959

	HALLMARK_APICAL_SURFACE
	1.69E-10
	8.45E-09
	2.84131
	-0.27245

	HALLMARK_E2F_TARGETS
	7.46E-64
	3.73E-62
	7.837631
	-0.31113

	HALLMARK_UV_RESPONSE_DN
	1.44E-83
	7.18E-82
	9.007992
	-0.81498

	HALLMARK_G2M_CHECKPOINT
	1.38E-80
	6.90E-79
	8.840889
	-0.94397

	HALLMARK_HEDGEHOG_SIGNALING
	9.71E-46
	4.86E-44
	6.581321
	-1.70466

	HALLMARK_MITOTIC_SPINDLE
	5.69E-72
	2.85E-70
	8.33941
	-2.15988

	HALLMARK_HEME_METABOLISM
	8.33E-54
	4.17E-52
	7.167995
	-2.64652

	HALLMARK_SPERMATOGENESIS
	3.10E-56
	1.55E-54
	7.335479
	-3.30314

	HALLMARK_PANCREAS_BETA_CELLS
	3.28E-69
	1.64E-67
	8.172187
	-3.72473

	HALLMARK_KRAS_SIGNALING_DN
	1.50E-62
	7.52E-61
	7.753967
	-6.46011





 
