Table S1. Primers, shRNA, siRNA, and sgRNA used in this research.

	Primer name
	Nucleotide sequence (5'-3')
	Purpose of amplification
	Size (bp)

	erm-F
	GAAGCAAACTTAAGAGTGTGTTG
	Erythromycin-resistance expression cassette
	873

	erm-R
	CTCTAGATTCAAAAGCGACTCATAGAA
	
	

	stkp-up-F
	gatacagtcaatgaagtgcgtg
	[bookmark: RANGE!D6]stkP upstream flanking
	551

	stkp-up-R
	CAACACACTCTTAAGTTTGCTTCgatcattctgcatcctcctcg
	
	

	stkp-down-F
	TTCTATGAGTCGCTTTTGAATCTAGAGaagcagatggataatcaaaatgagtaat
	stkP downstream flanking
	500

	stkp-down-R
	ggagcactaaaggtcgcag
	
	

	stkp-JD-F
	atctggttgtctcatcaggc
	Partial of stkP sequence for PCR identification
	698

	stkp-JD-R
	ttaaggagtagctgaagttgttttagg
	
	

	stkp-up-F
	gatacagtcaatgaagtgcgtg
	stkP upstream flanking+ermR+stkP downstream flanking or stkp with upstream and downstream flanking
	1924/3025

	stkp-down-R
	ggagcactaaaggtcgcag
	
	

	Hs-GAPDH-qF
	CAACAGCCTCAAGATCATCAG
	Reference gene in qPCR analysis
	100

	Hs-GAPDH-qR
	GAGTCCTTCCACGATACCA
	
	

	[bookmark: _GoBack]Hs-OCLN-qF
	CTTCCAATGGCAAAGTGAATG
	qPCR analysis for OCLN gene
	141

	Hs-OCLN-qR
	TACCACCGCTGCTGTAACGAG
	
	

	pEGFP-tuf-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTATGGCAAAAGAAAAATACGATCG
	pEGFP-tuf plasmid construction
	1197

	pEGFP-tuf-R
	TATGATCAGTTATCTAGATCCGGTGGATCCTTAAGCTTCGATTTCTGTAACCAT
	
	

	pEGFP-stkP-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTATGATCCAAATCGGCAAGAT
	pEGFP-stkP plasmid construction
	1980

	pEGFP-stkP-R
	TATGATCAGTTATCTAGATCCGGTGGATCCTTAAGGAGTAGCTGAAGTTGTTTTAG
	
	

	pEGFP-prsA-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTATGAAGAAAAAATTATTGGCAGGTG
	pEGFP-prsA plasmid construction
	942

	pEGFP-prsA-R
	TATGATCAGTTATCTAGATCCGGTGGATCCCTATTCGTTTGATGTACTACTGCT
	
	

	pEGFP-mltG-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTATGAGTGAAAAGTCAAGAGAAGAAGA
	pEGFP-mltG plasmid construction
	1656

	pEGFP-mltG-R
	TATGATCAGTTATCTAGATCCGGTGGATCCTTAGTTTAATTTGCTGTTGACATGTT
	
	

	pEGFP-gap-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTATGGTAGTTAAAGTTGGTATTAACGG
	pEGFP-gap plasmid construction
	1008

	pEGFP-gap-R
	TATGATCAGTTATCTAGATCCGGTGGATCCTTATTTAGCAATCTTTGCGAAGTATTCA
	
	

	pEGFP-eno-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTATGTCAATTATTACTGATGTTTACGC
	pEGFP-eno plasmid construction
	1305

	pEGFP-eno-R
	GATCAGTTATCTAGATCCGGTGGATCCTTATTTTTTAAGGTTGTAGAATGATTTCAATC
	
	

	pEGFP-cshA-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTGTGAAATTTAATGAATTAAACTTGTCTGC
	pEGFP-cshA plasmid construction
	1575

	pEGFP-cshA-R
	TATGATCAGTTATCTAGATCCGGTGGATCCTTATTTATCGCCTTTGTTACGAATAACAA
	
	

	pEGFP-atpA-F
	GACGAGCTGTACAAGTCCGGACTCAGATCTTTGGCAATTAACGCACAAGAA
	pEGFP-atpA plasmid construction
	1506

	pEGFP-atpA-R
	TATGATCAGTTATCTAGATCCGGTGGATCCTTATTGGAAGCTAGATTGATTGAGAAAC
	
	

	HA-BECN1-F
	ccatacgatgttccagattacgctgaattcATGGAAGGGTCTAAGACGT
	pCAGGC-HA-BECN1 plasmid construction
	1353

	HA-BECN1-R
	ccttaattaattaagatctgctagctcgagTCATTTGTTATAAAATTGTGAGGACACC
	
	

	HA-OCLN-F
	ccatacgatgttccagattacgctgaattcATGTCATCCAGGCCTCT
	pCAGGC-HA-OCLN plasmid construction
	1569

	HA-OCLN-R
	ccttaattaattaagatctgctagctcgagCTATGTTTTCTGTCTATCATAGTCTCC
	
	

	mCherry-LC3B-F
	CCGCTAGCGCTACCGGACTCAGATCTCGAGATGCCGTCGGAGAAG
	pmCherry-LC3B plasmid construction
	375

	mCherry-LC3B-R
	CGGTACCGTCGACTGCAGAATTCGAAGCTTCACTGACAATTTCATCCCGaac
	
	

	eGFP-MYC+TurboID-F
	tatcaagcttgcggtaccgcGCCACCATGGTGAGCAAGGGCGAGGAGC
	amplify the fragment of eGFP-MYC+TurboID for the construction of dox-inducible control plasmid
	1719

	eGFP-MYC+TurboID-R
	agtggaaccggaacccttaaTTACTTTTCGGCAGACCGCAGAC
	
	

	backbone F
	TTAAGGGTTCCGGTTCCACTAG
	amplify the backbone for the construction of DOX-inducible plasmid
	6172

	backbone R
	GCGGTACCGCAAGCTTGATA
	
	

	HsLC3B F
	tatcaagcttgcggtaccgcgccaccATGCCGTCGGAGAAGACCTT
	amplify the fragment of human LC3B
	375

	HsLC3B R
	tccgcttccCACTGACAATTTCATCCCGAACG
	
	

	linker+eGFP-MYC+TurboID F
	aattgtcagtgGGAAGCGGAGGATCCGTG
	amplify the fragment of eGFP-MYC+TurboID for the construction of DOX-inducible plasmid
	1734

	linker+eGFP-MYC+TurboID R
	agtggaaccggaacccttaaTTACTTTTCGGCAGACCGCAgac
	
	

	BECN1 siRNA
	CCCAGGAGGAAGAGACUAATT
	shRNA targeting human BECN1-322
	-

	ATG16L1 sgRNA1
	GAGCGCCACCAATGCGAGCGA
	sgRNA targeting human ATG16L1
	-

	ATG16L1 sgRNA2
	GCTGCAGAGACAGGCGTTCG
	sgRNA targeting human ATG16L1
	-

	BECN1 shRNA R
	TCGAGAAAAAAGCCAGGATGATGTCCACAGAATCTCTTGAATTCTGTGGACATCATCCTGGCA
	sgRNA targeting human BECN1
	-

	BECN1 F1 F
	CATTTCAGGTGTCGTgccaccATGGAAGGGTCTAAGACGTC
	amplify the fragment of wild-type and mutant human BECN1
	-

	BECN1 F1 R
	GgcGTTGGCggccTCgGTactCATgAggCgaGCTGGGGGGATGAATCTGCG
	amplify the fragment of mutant human BECN1
	-

	BECN1 F2 F
	ACcGAggccGCCAACgccTTCACTCTGATTGGGGAGGC
	amplify the fragment of mutant human BECN1
	-

	BECN1 F2 R
	ccgtcgactgcagaaTCATTTGTTATAAAATTGTGAGGACA
	amplify the fragment of wild-type and mutant human BECN1
	-



