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Details of the cpSSR used in the present study 

Locus Location 
Repeat 

motif 

Primers sequence (5′–3′) 

  
Tm (°C) 

PCR product 

size (bp) 

μdt1 
trnE-trnT intergenic 

spacer 
(A)11 

ATCTTACACTAAGCTCGGAA 

TTCAATAACTTGTTGATCCC 
48 81-83 

μdt3 
trnD-trnY intergenic 

spacer 
(A)11 

TGTTAGTAATCCTTTCGTTT 

AGGTATAAAGTCTAAGGTAA 
46 125-128 

μcd4 
ycf6-psbM 

intergenic spacer 
(T)12 

TTATTTGTTTTTGGTTTCACC 

TTTCCCATAGAGAGTCTGTAT 
45 94-99 

μcd5 
ycf6-psbM 

intergenic spacer 
(A)8 

CCCCCGGATCTCTGTCAACTG 

TAATAAACGAGAATCACATAA 
45 74-77 

Cmcs6 
ndhG-ndhI 

intergenic spacer 
(T)10 

GAAAAAGGACCCTTCCTAAT 

CTTATGATCGTCACGAATTG 
55 200-203 
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