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Difference of RMSD (ARMSD) between holo and apo D130V-Eg5 backbone atoms, b) difference of RMSF (ARMSF) between holo and apo
D130V-Eg5 Ca atoms, c) difference of radius of gyration (ARg) between holo and apo D130V-Eg5 backbone atoms and d) difference in number of
intramolecular H-bonds (AN) between holo and apo D130V-Eg5 structures; (R)-2/D130V-Eg5 (Blue), (R)-4/D130V-Eg5 (violet), (R)-5/D130V-Eg5
(green) and monastrol/D130V (red)



