
 ENSLCRT00005036478.1 cds:protein coding

 XM 011609939.2:40-1584 PREDICTED: Takifugu rubripes sorting nexin 1 (snx1) mRNA

 ENSGMOT00000068478.1 cds:protein coding

 XM 030378054.1:83-1636 PREDICTED: Gadus morhua sorting nexin 1 (snx1) transcript variant X1 mRNA

 ENSHCOT00000027817.1 cds:protein coding

 NM 001033735.1:121-1695 Danio rerio sorting nexin 1b (snx1b) mRNA

 ENSHCOT00000004846.1 cds:protein coding

 ENSLCRT00005025403.1 cds:protein coding

 XM 040163553.1:178-2556 PREDICTED: Gasterosteus aculeatus aculeatus sorting nexin 1a (snx1a) transcript variant X1 mRNA

 ENSLOCT00000018506.1 cds:protein coding

 NM 001128671.2:103-2082 Danio rerio sorting nexin 1a (snx1a) mRNA

 ENSGMOT00000076522.1 cds:protein coding

 ENSLACT00000018173.1 cds:protein coding

 NM 019727.2:122-1687 Mus musculus sorting nexin 1 (Snx1) mRNA

 NM 003099.5:33-1601 Homo sapiens sorting nexin 1 (SNX1) transcript variant 1 mRNA

 XM 030370374.1:433-1902 PREDICTED: Gadus morhua sorting nexin 2 (snx2) transcript variant X1 mRNA

 XM 040170200.1:88-1245 PREDICTED: Gasterosteus aculeatus aculeatus sorting nexin-2-like (LOC120815201) mRNA

 NM 001037698.1:75-1595 Danio rerio sorting nexin 2 (snx2) mRNA

 NM 003100.4:25-1584 Homo sapiens sorting nexin 2 (SNX2) transcript variant 1 mRNA

 OUTGROUP NM 015976.5:12-1367 Homo sapiens sorting nexin 7 (SNX7) transcript variant 1 mRNA
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