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Supplementary Figure legends

[bookmark: _Hlk146297521]Supplementary Figure 1. Scatter plots of univariable Mendelian randomization estimates genetic risk of serum UA on copper(A), magnesium (B), phosphate(C), zinc(D), vitamin A(E), vitamin B12(F), vitamin C(G), 25(OH)D(H) and vitamin E(I). The slope of each line corresponds to the estimated MR effect from different methods. Each dot represents an instrumental single-nucleotide polymorphism (SNP). The x-axis represents the genetic association with the exposure; the y-axis represents the genetic association with risk of the outcome. The slope of each line represents the causal estimate of an exposure on corresponding outcome per method. 
Supplementary Figure 2. Leave-one-out analysis of univariable Mendelian randomization estimates of genetic risk of serum UA on copper(A), magnesium (B), phosphate(C), zinc(D), vitamin A(E), vitamin B12(F), vitamin C(G), 25(OH)D(H) and vitamin E(I).

Supplementary Figure 3. Funnel plots of univariable Mendelian randomization estimates genetic risk of serum UA on copper(A), magnesium (B), phosphate(C), zinc(D), vitamin A(E), vitamin B12(F), vitamin C(G), 25(OH)D(H) and vitamin E(I).

