
Quantitative Analysis Complete Report
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

13-Gallic acid
13-Gallic acid - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.1

0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1

1.1

1.2

1.3

1.4

1.5

1.6

1.7

1.8

1.9

2
Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99667936

y = 100.704762 * x  - 69.976437


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 71 1.0000 70.8919

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 144 2.0000 71.7724

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 333 5.0000 66.5385

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 2248 20.0000 112.3963

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 19856 200.0000 99.2796

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 11 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
8-3,4-Dihydroxybenzoic acid/Protocatechuic acid - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.1

-0.05
0

0.05
0.1

0.15
0.2

0.25
0.3

0.35
0.4

0.45
0.5

0.55
0.6

0.65
0.7

0.75
0.8

0.85
0.9

0.95
1

1.05
1.1

1.15
Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.98800057

y = 58.804556 * x  + 19.829116


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 32 1.0000 32.4156

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 117 2.0000 58.4112

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 276 5.0000 55.2450

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 1586 20.0000 79.2871

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 11449 200.0000 57.2458

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 12 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

3-Protocatechualdehyde
3-Protocatechualdehyde - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

1.2
1.25 Type:Linear, Origin:Ignore, Weight:1/x

R^2 = 0.97639933

y = 64.164645 * x  - 23.909648


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 31 1.0000 31.3761

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 24 2.0000 11.8102

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 378 5.0000 75.5861

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 1797 20.0000 89.8551

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 12271 200.0000 61.3554

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 13 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

23-Chlorogenic acid
23-Chlorogenic acid - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6
2.7

Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99691645

y = 135.635918 * x  - 9.257030


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 55 1.0000 55.2732

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 262 2.0000 131.0795

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 570 5.0000 113.9192

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 3132 20.0000 156.6146

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 26788 200.0000 133.9414

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 14 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

22-Catechin
22-Catechin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 3
x10

-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6
2.7
2.8
2.9 Type:Linear, Origin:Ignore, Weight:1/x

R^2 = 0.94543462

y = 15.082732 * x  + 2.626742


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 23 1.0000 22.8307

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 27 2.0000 13.7065

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 42 5.0000 8.4744

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 518 20.0000 25.9008

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 2846 200.0000 14.2324

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 15 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

14-Caffeic acid
14-Caffeic acid - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.1

0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1

1.1

1.2

1.3

1.4

1.5

1.6

1.7

1.8

1.9
Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99081455

y = 94.862148 * x  + 206.794774


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 113 1.0000 113.0166

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 417 2.0000 208.2584

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 521 5.0000 104.1566

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 2579 20.0000 128.9396

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 18845 200.0000 94.2240

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 16 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

21-Epicatechin
21-Epicatechin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 3
x10

-0.5
-0.25

0
0.25

0.5
0.75

1
1.25

1.5
1.75

2
2.25

2.5
2.75

3
3.25

3.5
3.75

4
4.25

4.5
4.75

5
5.25

5.5
5.75

6
6.25

6.5
6.75

7
7.25

Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99219321

y = 35.790031 * x  - 36.957312


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 114 1.0000 113.9166

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 71 2.0000 35.2762

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 66 5.0000 13.2344

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 612 20.0000 30.6086

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 7228 200.0000 36.1381

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 17 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

26-Rutin
26-Rutin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.1

-0.05
0

0.05
0.1

0.15
0.2

0.25
0.3

0.35
0.4

0.45
0.5

0.55
0.6

0.65
0.7

0.75
0.8

0.85
0.9

0.95
1

1.05

1.1 Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99776280

y = 54.986166 * x  - 15.016194


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 79 1.0000 78.9545

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 97 2.0000 48.6483

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 221 5.0000 44.1697

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 1228 20.0000 61.4124

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 10875 200.0000 54.3770

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:27 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 18 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

28-Hyperoside
28-Hyperoside - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

1.2
1.25

1.3 Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99836687

y = 63.921092 * x  + 60.702048


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 13 1.0000 13.0841

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 163 2.0000 81.5311

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 418 5.0000 83.6038

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 1456 20.0000 72.8005

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 12716 200.0000 63.5790

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 19 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

36-Rhoifolin
36-Rhoifolin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6

0.7
0.8
0.9

1
1.1
1.2
1.3
1.4

1.5
1.6
1.7
1.8
1.9

2
2.1

2.2
2.3

Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99261429

y = 117.489101 * x  + 35.845599


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 83 1.0000 82.7201

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 249 2.0000 124.4027

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 540 5.0000 107.9481

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 2990 20.0000 149.4942

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 23035 200.0000 115.1749

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 20 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

35-Naringin
35-Naringin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.05

0

0.05

0.1

0.15

0.2

0.25

0.3

0.35

0.4

0.45

0.5

0.55

0.6

0.65

0.7

0.75

0.8

0.85

0.9
Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99889985

y = 46.062759 * x  - 18.428705


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 2 1.0000 1.6149

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 72 2.0000 35.9487

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 196 5.0000 39.1539

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 992 20.0000 49.6227

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 9122 200.0000 45.6120

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 21 of 121

Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

34-Genistin
34-Genistin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.4
-0.2

0
0.2
0.4
0.6

0.8
1

1.2

1.4
1.6
1.8

2

2.2
2.4
2.6

2.8
3

3.2

3.4
3.6
3.8

4

4.2
4.4
4.6 Type:Linear, Origin:Ignore, Weight:1/x

R^2 = 0.98570569

y = 230.863666 * x  + 234.846584


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 169 1.0000 168.8704

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 559 2.0000 279.2519

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 1356 5.0000 271.1983

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 6515 20.0000 325.7321

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 44916 200.0000 224.5815

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

30-Quercetin
30-Quercetin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.4

-0.2

0

0.2

0.4
0.6

0.8

1

1.2

1.4
1.6

1.8

2

2.2

2.4
2.6

2.8

3

3.2

3.4
3.6

3.8

4

4.2 Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.98779770

y = 212.309603 * x  + 147.971842
y = 212.309603 * x  + 47.971842


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 50 1.0000 49.5350

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 508 2.0000 254.0255

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 1047 5.0000 209.3474

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 5809 20.0000 290.4748

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 41422 200.0000 207.1094

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

31-Apigenin
31-Apigenin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.4
-0.2

0
0.2
0.4
0.6
0.8

1
1.2
1.4
1.6
1.8

2
2.2
2.4
2.6
2.8

3
3.2
3.4
3.6
3.8

4
4.2
4.4
4.6
4.8

5
5.2
5.4
5.6
5.8

6 Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.97511825

y = 306.815190 * x  + 454.715959
y = 306.815190 * x  + 44.715959


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 210 1.0000 210.3460

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 872 2.0000 436.1391

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 1806 5.0000 361.1106

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 9542 20.0000 477.0902

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 59246 200.0000 296.2314

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

33-Genistein
33-Genistein - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

1.2
1.25

1.3
Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.92568984

y = 68.864925 * x  + 151.059375


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 76 1.0000 76.1097

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 261 2.0000 130.4229

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 301 5.0000 60.1963

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 2678 20.0000 133.9073

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 12997 200.0000 64.9830

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

37-Naringenin
37-Naringenin - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5

0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4

1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3

Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99445466

y = 120.615623 * x  + 394.019857
y = 120.615623 * x  + 34.019857


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 189 1.0000 188.8464

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 485 2.0000 242.5464

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 1069 5.0000 213.7067

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 4149 20.0000 207.4260

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 23254 200.0000 116.2684

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

20-Kaempferol
20-Kaempferol - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 3
x10

-0.4
-0.2

0

0.2
0.4
0.6
0.8

1
1.2
1.4
1.6

1.8
2

2.2

2.4
2.6
2.8

3

3.2
3.4
3.6
3.8

4
4.2
4.4
4.6 Type:Linear, Origin:Ignore, Weight:1/x

R^2 = 0.98907813

y = 23.208507 * x  + 7.444037


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 20 1.0000 20.3995

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 45 2.0000 22.5162

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 112 5.0000 22.4005

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 618 20.0000 30.9247

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 4523 200.0000 22.6129

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

38-Psoralen
38-Psoralen - 5 Levels, 4 Levels Used, 5 Points, 4 Points Used, 0 QCs

Concentration (ng/ml)
-15 -10 -5 0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160 165 170 175 180 185 190 195 200 205 210 215

R
es

po
ns

es 4
x10

-0.5
-0.25

0
0.25

0.5
0.75

1
1.25

1.5
1.75

2
2.25

2.5
2.75

3
3.25

3.5
3.75

4
4.25

4.5
4.75

5
5.25

5.5
5.75

6
6.25

6.5
6.75

7
7.25

7.5
7.75

Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.98651816

y = 391.819516 * x  + 853.263373


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 240 1.0000 240.4346

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 1499 2.0000 749.7125

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 2526 5.0000 505.2252

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 11442 20.0000 572.1128

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 76888 200.0000 384.4414

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

39-Bergapten
39-Bergapten - 6 Levels, 0 Levels Used, 6 Points, 0 Points Used, 0 QCs

Concentration (ng/ml)
-40 -30 -20 -10 0 10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540

R
es

po
ns

es 1
x10

-0.1
0

0.1
0.2

0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1

1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4






Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 1 1.0000 0.6273

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 2 2.0000 0.3495

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 8 5.0000 0.1359

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 15 20.0000 0.7786

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 105 200.0000 0.0219

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD7.d

Calibration 7 253 500.0000 0.0473

y = 0.501x + 3.2113

R^2 =0.9995
Type:Linear, Origin:Ignore, Weight:1/x

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

32-Asiatic acid
32-Asiatic acid - 6 Levels, 3 Levels Used, 6 Points, 3 Points Used, 0 QCs

Concentration (ng/ml)
-40 -30 -20 -10 0 10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540

R
es

po
ns

es 2
x10

-0.3
-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6
2.7
2.8
2.9

3
3.1
3.2
3.3
3.4
3.5

Type:Linear, Origin:Ignore, Weight:1/x
R^2 = 0.99994516

y = 0.674563 * x  + 9.177981


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 1 1.0000 1.0242

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 0 2.0000 0.2241

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 13 5.0000 2.5315

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 22 20.0000 1.1114

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 328 200.0000 1.6394

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD7.d

Calibration 7 x 347 500.0000 0.6936

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

24-Ursolic acid
24-Ursolic acid - 6 Levels, 5 Levels Used, 6 Points, 5 Points Used, 0 QCs

Concentration (ng/ml)
-40 -30 -20 -10 0 10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540

R
es

po
ns

es 4
x10

-0.3
-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6
2.7
2.8
2.9

3
3.1
3.2

Type:Quadratic, Origin:Ignore, Weight:1/x
R^2 = 0.99930115

y = -0.087175 * x ^ 2  + 106.992914 * x  + 41.219529


Calibration STD Path Cal Type Level Enabled Resp. Exp. Conc Resp. Factor
D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD1.d

Calibration 1 80 1.0000 80.1871

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD2.d

Calibration 2 x 290 2.0000 144.9366

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD3.d

Calibration 3 x 478 5.0000 95.5266

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD4.d

Calibration 4 x 2177 20.0000 108.8621

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD6.d

Calibration 6 x 18004 200.0000 90.0201

D:\MassHunter\Data\WBR\2022\20220907-
PA40\STD7.d

Calibration 7 x 31723 500.0000 63.4460

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin
11/23/2022 12:10:16 PM
11/23/2022 12:11:28 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022
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Batch Path
Analysis Time Analyst Name admin-PC\admin
Report Time Reporter Name admin
Last Calib Update Batch State Processed
Quant Batch Version B.07.01SP1 Quant Report Version B.07.01 SP1

Acq. Time Data File STD1.d
Sample Type Sample Name STD1
Dilution 1 Acq. Method

Sample Chromatogram
+/- TIC MRM (** -> **) STD1.d (STD1)

Acquisition Time (min)
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16

C
ou

nt
s 3x10

1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6
2.7
2.8
2.9

3
3.1
3.2

D:\MassHunter\Data\WBR\2022\20221123-PA40\QuantResults\2.batch.bin

20221123-PA40.m

11/23/2022 12:10:16 PM
11/23/2022 12:11:31 PM
11/23/2022 12:10:15 PM

Generated at 12:11 PM on 11/23/2022

11/23/2022 2:37:20 
AM Cal
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13-Gallic acid
- MRM (169.0 -> 125.0) STD1.d

Acquisition Time (min)
0.4 0.6 0.8 1 1.2 1.4 1.6 1.8 2 2.2 2.4 2.6 2.8 3 3.2 3.4 3.6 3.8 4

C
ou

nt
s 1

x10

4

4.1

4.2

4.3

4.4

4.5

4.6

4.7

4.8

4.9

5

5.1

5.2

5.3

5.4

* 2.126 min.

Acquisition Time (min)
0.4 0.6 0.8 1 1.2 1.4 1.6 1.8 2 2.2 2.4 2.6 2.8 3 3.2 3.4 3.6 3.8 4

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-0.6
-0.4
-0.2

0
0.2
0.4
0.6
0.8

1
1.2
1.4
1.6
1.8

2
2.2
2.4
2.6
2.8

3
3.2
3.4
3.6
3.8

169.0 -> 125.0, 169.0 -> 79.0

Ratio = 10.9 (183.0 %)

- MRM (1.965-2.176 min, 17 scans) (169.0 -> **) STD1.d

Mass-to-Charge (m/z)
75 80 85 90 95 100 105110115 120125130 135140145 150155 160165170 175

C
ou

nt
s 2

x10

0

0.5

1

1.5

2

2.5

3

3.5

4

4.5

5

5.5

6

6.5

7

7.5

8

125.0

79.0

 
169.0


8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
- MRM (153.0 -> 109.0) STD1.d  Smooth

Acquisition Time (min)
1.6 1.8 2 2.2 2.4 2.6 2.8 3 3.2 3.4 3.6 3.8 4 4.2 4.4 4.6 4.8 5 5.2 5.4

C
ou

nt
s 1

x10

4
4.05

4.1
4.15

4.2
4.25

4.3
4.35

4.4
4.45

4.5
4.55

4.6
4.65

4.7
4.75

4.8
4.85

4.9
4.95

5
5.05

5.1
5.15

5.2
5.25 3.487 min.

Acquisition Time (min)
1.6 1.8 2 2.2 2.4 2.6 2.8 3 3.2 3.4 3.6 3.8 4 4.2 4.4 4.6 4.8 5 5.2 5.4

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-0.6
-0.4

-0.2

0
0.2

0.4

0.6
0.8

1
1.2

1.4

1.6
1.8

2

2.2
2.4

2.6
2.8

153.0 -> 109.0, 153.0 -> 108.0

Ratio = 43.8 (181.5 %)

- MRM (3.426-3.549 min, 10 scans) (153.0 -> **) STD1.d

Mass-to-Charge (m/z)
105 110 115 120 125 130 135 140 145 150 155

C
ou

nt
s 2

x10

0
0.2
0.4
0.6
0.8

1
1.2
1.4
1.6
1.8

2
2.2
2.4
2.6
2.8

3
3.2
3.4
3.6
3.8

4
4.2
4.4
4.6

109.0

 
153.0


3-Protocatechualdehyde
- MRM (137.0 -> 108.0) STD1.d

Acquisition Time (min)
3.6 3.8 4 4.2 4.4 4.6 4.8 5 5.2 5.4 5.6 5.8 6 6.2 6.4 6.6 6.8 7 7.2 7.4

C
ou

nt
s 2

x10

0.81
0.82
0.83
0.84
0.85
0.86
0.87
0.88
0.89

0.9
0.91
0.92
0.93
0.94
0.95
0.96
0.97
0.98
0.99

1
1.01
1.02
1.03
1.04
1.05
1.06
1.07

5.504 min.

Acquisition Time (min)
3.6 3.8 4 4.2 4.4 4.6 4.8 5 5.2 5.4 5.6 5.8 6 6.2 6.4 6.6 6.8 7 7.2 7.4

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-1
-0.9
-0.8
-0.7
-0.6
-0.5
-0.4
-0.3
-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7

137.0 -> 108.0, 137.0 -> 92.0

Ratio = 

- MRM (5.470-5.590 min, 10 scans) (137.0 -> **) STD1.d

Mass-to-Charge (m/z)
90 95 100 105 110 115 120 125 130 135 140

C
ou

nt
s 2

x10

0
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23-Chlorogenic acid
- MRM (353.1 -> 191.0) STD1.d
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Ratio = 2.7 (39.1 %)

- MRM (5.387-5.622 min, 19 scans) (353.1 -> **) STD1.d
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22-Catechin
- MRM (289.1 -> 245.0) STD1.d
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289.1 -> 245.0, 289.1 -> 203.0

Ratio = 15.7 (45.4 %)

- MRM (5.623-5.698 min, 7 scans) (289.1 -> **) STD1.d
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14-Caffeic acid
- MRM (179.0 -> 135.0) STD1.d  Smooth
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179.0 -> 135.0, 179.0 -> 134.0

Ratio = 9.0 (45.2 %)

- MRM (6.469-6.716 min, 20 scans) (179.0 -> **) STD1.d
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21-Epicatechin
- MRM (289.1 -> 245.0) STD1.d
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289.1 -> 245.0, 289.1 -> 109.0

Ratio = 12.7 (33.1 %)

- MRM (6.728-6.946 min, 18 scans) (289.1 -> **) STD1.d
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26-Rutin
- MRM (609.2 -> 300.0) STD1.d
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609.2 -> 300.0, 609.2 -> 271.0

Ratio = 38.3 (71.9 %)

- MRM (7.106-7.299 min, 16 scans) (609.2 -> **) STD1.d
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28-Hyperoside
- MRM (463.2 -> 299.8) STD1.d

Acquisition Time (min)
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463.2 -> 299.8, 463.2 -> 270.8

Ratio = 125.0 (225.6 %)

- MRM (7.266-7.352 min, 8 scans) (463.2 -> **) STD1.d

Mass-to-Charge (m/z)
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36-Rhoifolin
- MRM (577.0 -> 269.0) STD1.d

Acquisition Time (min)
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7.414 min.
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577.0 -> 269.0 - MRM (7.339-7.475 min, 11 scans) (577.0 -> **) STD1.d
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35-Naringin
- MRM (579.1 -> 271.0) STD1.d
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579.1 -> 271.0, 579.1 -> 151.1

Ratio = 1779.0 (2432.1 %)

- MRM (7.281-7.475 min, 16 scans) (579.1 -> **) STD1.d

Mass-to-Charge (m/z)
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34-Genistin
+ MRM (433.1 -> 271.0) STD1.d
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433.1 -> 271.0, 433.1 -> 152.8

Ratio = 8.2 (151.7 %)

+ MRM (7.410-7.644 min, 19 scans) (433.1 -> **) STD1.d
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30-Quercetin
- MRM (301.0 -> 151.0) STD1.d

Acquisition Time (min)
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301.0 -> 151.0, 301.0 -> 179.0

Ratio = 80.0 (166.3 %)

- MRM (7.923-8.121 min, 17 scans) (301.0 -> **) STD1.d
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31-Apigenin
- MRM (269.0 -> 117.0) STD1.d
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269.0 -> 117.0, 269.0 -> 225.0

Ratio = 21.9 (62.1 %)

- MRM (8.172-8.407 min, 19 scans) (269.0 -> **) STD1.d

Mass-to-Charge (m/z)
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33-Genistein
- MRM (269.0 -> 133.0) STD1.d
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269.0 -> 133.0, 269.0 -> 63.1

Ratio = 27.8 (50.8 %)

- MRM (8.222-8.321 min, 8 scans) (269.0 -> **) STD1.d

Mass-to-Charge (m/z)
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37-Naringenin
- MRM (271.1 -> 119.0) STD1.d

Acquisition Time (min)
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271.1 -> 119.0, 271.1 -> 151.0

Ratio = 61.6 (86.6 %)

- MRM (8.197-8.357 min, 13 scans) (271.1 -> **) STD1.d

Mass-to-Charge (m/z)
110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 260 270 280

C
ou

nt
s 2

x10

0
0.25

0.5
0.75

1
1.25

1.5
1.75

2
2.25

2.5
2.75

3
3.25

3.5
3.75

4
4.25

4.5
4.75

5
5.25

5.5
5.75

6
6.25

6.5
6.75

7
7.25

119.0

151.0

 
271.1


Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 43 of 121

20-Kaempferol
- MRM (285.0 -> 93.0) STD1.d

Acquisition Time (min)
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285.0 -> 93.0, 285.0 -> 187.0

Ratio = 85.9 (131.5 %)

- MRM (8.390-8.524 min, 11 scans) (285.0 -> **) STD1.d

Mass-to-Charge (m/z)
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38-Psoralen
+ MRM (187.0 -> 131.0) STD1.d
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187.0 -> 131.0, 187.0 -> 77.0

Ratio = 69.4 (100.4 %)

+ MRM (8.462-8.684 min, 18 scans) (187.0 -> **) STD1.d

Mass-to-Charge (m/z)
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39-Bergapten
+ MRM (217.0 -> 174.0) STD1.d

Acquisition Time (min)
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+ MRM (8.742-8.893 min, 13 scans) (217.0 -> **) STD1.d
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32-Asiatic acid
- MRM (487.3 -> 409.2) STD1.d
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487.3 -> 409.2 - MRM (8.985-9.096 min, 9 scans) (487.3 -> **) STD1.d
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24-Ursolic acid
- MRM (455.3 -> 455.3) STD1.d  Smooth

Acquisition Time (min)
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455.3 -> 455.3, 455.3 -> 407.3

Ratio = 1.3 (122.0 %)

- MRM (13.574-13.871 min, 24 scans) (455.3 -> **) STD1.d
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13-Gallic acid
- MRM (169.0 -> 125.0) STD2.d

Acquisition Time (min)
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169.0 -> 125.0, 169.0 -> 79.0

Ratio = 6.9 (114.9 %)

- MRM (2.089-2.237 min, 12 scans) (169.0 -> **) STD2.d

Mass-to-Charge (m/z)
75 80 85 90 95 100 105110115 120125130 135140145 150155 160165170 175

C
ou

nt
s 2

x10

0
0.25

0.5
0.75

1
1.25

1.5
1.75

2
2.25

2.5
2.75

3
3.25

3.5
3.75

4
4.25

4.5
4.75

5
5.25

5.5
5.75

6
6.25

6.5
6.75

125.0

79.0

 
169.0


8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
- MRM (153.0 -> 109.0) STD2.d  Smooth

Acquisition Time (min)
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153.0 -> 109.0, 153.0 -> 108.0

Ratio = 6.0 (24.8 %)

- MRM (3.440-3.673 min, 19 scans) (153.0 -> **) STD2.d

Mass-to-Charge (m/z)
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3-Protocatechualdehyde
- MRM (137.0 -> 108.0) STD2.d
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Ratio = 104.6 (104.6 %)

- MRM (5.504-5.603 min, 8 scans) (137.0 -> **) STD2.d

Mass-to-Charge (m/z)
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23-Chlorogenic acid
- MRM (353.1 -> 191.0) STD2.d

Acquisition Time (min)
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353.1 -> 191.0, 353.1 -> 85.0

Ratio = 2.5 (36.4 %)

- MRM (5.498-5.696 min, 16 scans) (353.1 -> **) STD2.d

Mass-to-Charge (m/z)
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22-Catechin
- MRM (289.1 -> 245.0) STD2.d

Acquisition Time (min)
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289.1 -> 245.0, 289.1 -> 203.0

Ratio = 111.7 (322.2 %)

- MRM (5.525-5.635 min, 9 scans) (289.1 -> **) STD2.d

Mass-to-Charge (m/z)
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14-Caffeic acid
- MRM (179.0 -> 135.0) STD2.d  Smooth

Acquisition Time (min)
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179.0 -> 135.0, 179.0 -> 134.0

Ratio = 13.7 (68.9 %)

- MRM (6.542-6.851 min, 26 scans) (179.0 -> **) STD2.d

Mass-to-Charge (m/z)
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21-Epicatechin
- MRM (289.1 -> 245.0) STD2.d

Acquisition Time (min)
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289.1 -> 245.0, 289.1 -> 109.0

Ratio = 41.6 (108.8 %)

- MRM (6.773-6.896 min, 10 scans) (289.1 -> **) STD2.d
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26-Rutin
- MRM (609.2 -> 300.0) STD2.d

Acquisition Time (min)
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609.2 -> 300.0, 609.2 -> 271.0

Ratio = 150.9 (283.0 %)

- MRM (7.127-7.275 min, 12 scans) (609.2 -> **) STD2.d
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28-Hyperoside
- MRM (463.2 -> 299.8) STD2.d
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463.2 -> 299.8, 463.2 -> 270.8

Ratio = 22.3 (40.2 %)

- MRM (7.204-7.414 min, 17 scans) (463.2 -> **) STD2.d
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36-Rhoifolin
- MRM (577.0 -> 269.0) STD2.d
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577.0 -> 269.0 - MRM (7.315-7.525 min, 17 scans) (577.0 -> **) STD2.d
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35-Naringin
- MRM (579.1 -> 271.0) STD2.d
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579.1 -> 271.0, 579.1 -> 151.1

Ratio = 141.0 (192.8 %)

- MRM (7.371-7.542 min, 14 scans) (579.1 -> **) STD2.d

Mass-to-Charge (m/z)
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34-Genistin
+ MRM (433.1 -> 271.0) STD2.d
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433.1 -> 271.0, 433.1 -> 152.8

Ratio = 14.3 (262.8 %)

+ MRM (7.441-7.682 min, 20 scans) (433.1 -> **) STD2.d

Mass-to-Charge (m/z)
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30-Quercetin
- MRM (301.0 -> 151.0) STD2.d

Acquisition Time (min)
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301.0 -> 151.0, 301.0 -> 179.0

Ratio = 37.0 (76.8 %)

- MRM (7.923-8.121 min, 16 scans) (301.0 -> **) STD2.d

Mass-to-Charge (m/z)
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31-Apigenin
- MRM (269.0 -> 117.0) STD2.d
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269.0 -> 117.0, 269.0 -> 225.0

Ratio = 42.2 (120.0 %)

- MRM (8.160-8.346 min, 15 scans) (269.0 -> **) STD2.d

Mass-to-Charge (m/z)
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33-Genistein
- MRM (269.0 -> 133.0) STD2.d
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269.0 -> 133.0, 269.0 -> 63.1

Ratio = 52.4 (95.7 %)

- MRM (8.197-8.358 min, 13 scans) (269.0 -> **) STD2.d

Mass-to-Charge (m/z)
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37-Naringenin
- MRM (271.1 -> 119.0) STD2.d
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271.1 -> 119.0, 271.1 -> 151.0

Ratio = 101.6 (142.7 %)

- MRM (8.197-8.345 min, 13 scans) (271.1 -> **) STD2.d

Mass-to-Charge (m/z)
110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 260 270 280

C
ou

nt
s 3

x10

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

119.0
151.0

 
271.1


Generated at 12:11 PM on 11/23/2022



Quantitative Analysis Complete Report

Page 50 of 121

20-Kaempferol
- MRM (285.0 -> 93.0) STD2.d

Acquisition Time (min)
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285.0 -> 93.0, 285.0 -> 187.0

Ratio = 36.5 (55.8 %)

- MRM (8.221-8.468 min, 20 scans) (285.0 -> **) STD2.d

Mass-to-Charge (m/z)
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38-Psoralen
+ MRM (187.0 -> 131.0) STD2.d
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187.0 -> 131.0, 187.0 -> 77.0

Ratio = 49.1 (71.1 %)

+ MRM (8.437-8.672 min, 19 scans) (187.0 -> **) STD2.d

Mass-to-Charge (m/z)
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39-Bergapten
+ MRM (217.0 -> 174.0) STD2.d
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217.0 -> 174.0, 217.0 -> 202.0

Ratio = 299.8 (327.3 %)

+ MRM (8.801-8.957 min, 13 scans) (217.0 -> **) STD2.d
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32-Asiatic acid
- MRM (487.3 -> 409.2) STD2.d
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487.3 -> 409.2 - MRM (8.745-8.826 min, 7 scans) (487.3 -> **) STD2.d
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24-Ursolic acid
- MRM (455.3 -> 455.3) STD2.d  Smooth

Acquisition Time (min)
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455.3 -> 455.3, 455.3 -> 407.3

Ratio = 0.3 (23.8 %)

- MRM (13.381-13.804 min, 35 scans) (455.3 -> **) STD2.d

Mass-to-Charge (m/z)
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13-Gallic acid
- MRM (169.0 -> 125.0) STD3.d

Acquisition Time (min)
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169.0 -> 125.0, 169.0 -> 79.0

Ratio = 5.4 (89.9 %)

- MRM (1.991-2.281 min, 24 scans) (169.0 -> **) STD3.d

Mass-to-Charge (m/z)
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8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
- MRM (153.0 -> 109.0) STD3.d  Smooth

Acquisition Time (min)
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153.0 -> 109.0, 153.0 -> 108.0

Ratio = 22.8 (94.8 %)

- MRM (3.383-3.784 min, 33 scans) (153.0 -> **) STD3.d

Mass-to-Charge (m/z)
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3-Protocatechualdehyde
- MRM (137.0 -> 108.0) STD3.d

Acquisition Time (min)
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137.0 -> 108.0, 137.0 -> 92.0

Ratio = 11.4 (11.4 %)

- MRM (5.405-5.628 min, 19 scans) (137.0 -> **) STD3.d

Mass-to-Charge (m/z)
90 95 100 105 110 115 120 125 130 135 140

C
ou

nt
s 3

x10

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2

108.0

92.0

 
137.0


23-Chlorogenic acid
- MRM (353.1 -> 191.0) STD3.d

Acquisition Time (min)
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353.1 -> 191.0, 353.1 -> 85.0

Ratio = 5.4 (77.4 %)

- MRM (5.362-5.647 min, 23 scans) (353.1 -> **) STD3.d

Mass-to-Charge (m/z)
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22-Catechin
- MRM (289.1 -> 245.0) STD3.d

Acquisition Time (min)
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289.1 -> 245.0, 289.1 -> 203.0

Ratio = 

- MRM (5.697-5.858 min, 13 scans) (289.1 -> **) STD3.d

Mass-to-Charge (m/z)
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14-Caffeic acid
- MRM (179.0 -> 135.0) STD3.d  Smooth

Acquisition Time (min)
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6.653 min.
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179.0 -> 135.0, 179.0 -> 134.0

Ratio = 13.0 (65.1 %)

- MRM (6.542-6.900 min, 30 scans) (179.0 -> **) STD3.d

Mass-to-Charge (m/z)
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21-Epicatechin
- MRM (289.1 -> 245.0) STD3.d

Acquisition Time (min)
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289.1 -> 245.0, 289.1 -> 109.0

Ratio = 36.1 (94.4 %)

- MRM (6.761-6.860 min, 8 scans) (289.1 -> **) STD3.d

Mass-to-Charge (m/z)
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26-Rutin
- MRM (609.2 -> 300.0) STD3.d

Acquisition Time (min)
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609.2 -> 300.0, 609.2 -> 271.0

Ratio = 50.9 (95.4 %)

- MRM (7.129-7.288 min, 13 scans) (609.2 -> **) STD3.d

Mass-to-Charge (m/z)
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28-Hyperoside
- MRM (463.2 -> 299.8) STD3.d

Acquisition Time (min)
5.4 5.6 5.8 6 6.2 6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2

C
ou

nt
s 2

x10

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

1.2
1.25

1.3
1.35

1.4
1.45

1.5

7.303 min.
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463.2 -> 299.8, 463.2 -> 270.8

Ratio = 20.5 (37.1 %)

- MRM (7.241-7.425 min, 15 scans) (463.2 -> **) STD3.d

Mass-to-Charge (m/z)
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36-Rhoifolin
- MRM (577.0 -> 269.0) STD3.d

Acquisition Time (min)
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577.0 -> 269.0 - MRM (7.327-7.525 min, 16 scans) (577.0 -> **) STD3.d

Mass-to-Charge (m/z)
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35-Naringin
- MRM (579.1 -> 271.0) STD3.d

Acquisition Time (min)
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579.1 -> 271.0, 579.1 -> 151.1

Ratio = 64.4 (88.1 %)

- MRM (7.314-7.587 min, 23 scans) (579.1 -> **) STD3.d

Mass-to-Charge (m/z)
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34-Genistin
+ MRM (433.1 -> 271.0) STD3.d
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433.1 -> 271.0, 433.1 -> 152.8

Ratio = 2.4 (43.8 %)

+ MRM (7.447-7.669 min, 18 scans) (433.1 -> **) STD3.d
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30-Quercetin
- MRM (301.0 -> 151.0) STD3.d
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6.2 6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8

C
ou

nt
s 2

x10

0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6
2.7
2.8
2.9

8.022 min.

Acquisition Time (min)
6.2 6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

301.0 -> 151.0, 301.0 -> 179.0

Ratio = 54.5 (113.3 %)

- MRM (7.948-8.158 min, 18 scans) (301.0 -> **) STD3.d
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31-Apigenin
- MRM (269.0 -> 117.0) STD3.d
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269.0 -> 117.0, 269.0 -> 225.0

Ratio = 41.4 (117.5 %)

- MRM (8.160-8.370 min, 17 scans) (269.0 -> **) STD3.d

Mass-to-Charge (m/z)
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33-Genistein
- MRM (269.0 -> 133.0) STD3.d
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269.0 -> 133.0, 269.0 -> 63.1

Ratio = 71.1 (129.9 %)

- MRM (8.197-8.358 min, 13 scans) (269.0 -> **) STD3.d

Mass-to-Charge (m/z)
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37-Naringenin
- MRM (271.1 -> 119.0) STD3.d
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271.1 -> 119.0, 271.1 -> 151.0

Ratio = 71.0 (99.8 %)

- MRM (8.160-8.358 min, 16 scans) (271.1 -> **) STD3.d

Mass-to-Charge (m/z)
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20-Kaempferol
- MRM (285.0 -> 93.0) STD3.d

Acquisition Time (min)
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285.0 -> 93.0, 285.0 -> 187.0

Ratio = 53.3 (81.5 %)

- MRM (8.233-8.369 min, 11 scans) (285.0 -> **) STD3.d

Mass-to-Charge (m/z)
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38-Psoralen
+ MRM (187.0 -> 131.0) STD3.d
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187.0 -> 131.0, 187.0 -> 77.0

Ratio = 60.5 (87.6 %)

+ MRM (8.425-8.660 min, 20 scans) (187.0 -> **) STD3.d

Mass-to-Charge (m/z)
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39-Bergapten
+ MRM (217.0 -> 174.0) STD3.d
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Ratio = 806.4 (880.3 %)

+ MRM (8.709-8.870 min, 13 scans) (217.0 -> **) STD3.d
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32-Asiatic acid
- MRM (487.3 -> 409.2) STD3.d
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487.3 -> 409.2 - MRM (8.861-8.935 min, 6 scans) (487.3 -> **) STD3.d
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24-Ursolic acid
- MRM (455.3 -> 455.3) STD3.d  Smooth

Acquisition Time (min)
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455.3 -> 455.3, 455.3 -> 407.3

Ratio = 0.3 (25.8 %)

- MRM (13.444-13.733 min, 24 scans) (455.3 -> **) STD3.d
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13-Gallic acid
- MRM (169.0 -> 125.0) STD4.d

Acquisition Time (min)
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169.0 -> 125.0, 169.0 -> 79.0

Ratio = 4.4 (72.9 %)

- MRM (1.990-2.422 min, 35 scans) (169.0 -> **) STD4.d

Mass-to-Charge (m/z)
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8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
- MRM (153.0 -> 109.0) STD4.d  Smooth
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153.0 -> 109.0, 153.0 -> 108.0

Ratio = 18.4 (76.4 %)

- MRM (3.351-3.797 min, 37 scans) (153.0 -> **) STD4.d

Mass-to-Charge (m/z)
105 110 115 120 125 130 135 140 145 150 155

C
ou

nt
s 3

x10

0

0.2
0.4

0.6

0.8
1

1.2

1.4
1.6

1.8

2
2.2

2.4

2.6
2.8

3

3.2
3.4

3.6
109.0

 
153.0


3-Protocatechualdehyde
- MRM (137.0 -> 108.0) STD4.d
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137.0 -> 108.0, 137.0 -> 92.0

Ratio = 20.6 (20.6 %)

- MRM (5.370-5.689 min, 26 scans) (137.0 -> **) STD4.d

Mass-to-Charge (m/z)
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23-Chlorogenic acid
- MRM (353.1 -> 191.0) STD4.d
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353.1 -> 191.0, 353.1 -> 85.0

Ratio = 2.2 (31.8 %)

- MRM (5.399-5.671 min, 23 scans) (353.1 -> **) STD4.d
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22-Catechin
- MRM (289.1 -> 245.0) STD4.d

Acquisition Time (min)
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289.1 -> 245.0, 289.1 -> 203.0

Ratio = 27.8 (80.2 %)

- MRM (5.474-5.870 min, 32 scans) (289.1 -> **) STD4.d

Mass-to-Charge (m/z)
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14-Caffeic acid
- MRM (179.0 -> 135.0) STD4.d  Smooth
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179.0 -> 135.0, 179.0 -> 134.0

Ratio = 12.2 (61.3 %)

- MRM (6.492-6.814 min, 26 scans) (179.0 -> **) STD4.d

Mass-to-Charge (m/z)
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21-Epicatechin
- MRM (289.1 -> 245.0) STD4.d
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289.1 -> 245.0, 289.1 -> 109.0

Ratio = 31.1 (81.3 %)

- MRM (6.748-6.983 min, 20 scans) (289.1 -> **) STD4.d
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26-Rutin
- MRM (609.2 -> 300.0) STD4.d
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609.2 -> 300.0, 609.2 -> 271.0

Ratio = 61.4 (115.2 %)

- MRM (7.140-7.375 min, 19 scans) (609.2 -> **) STD4.d

Mass-to-Charge (m/z)
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28-Hyperoside
- MRM (463.2 -> 299.8) STD4.d

Acquisition Time (min)
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463.2 -> 299.8, 463.2 -> 270.8

Ratio = 60.8 (109.9 %)

- MRM (7.216-7.439 min, 19 scans) (463.2 -> **) STD4.d

Mass-to-Charge (m/z)
260 280 300 320 340 360 380 400 420 440 460

C
ou

nt
s 3

x10

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6

299.8

270.8

 
463.2


36-Rhoifolin
- MRM (577.0 -> 269.0) STD4.d
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577.0 -> 269.0 - MRM (7.339-7.710 min, 30 scans) (577.0 -> **) STD4.d
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35-Naringin
- MRM (579.1 -> 271.0) STD4.d
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579.1 -> 271.0, 579.1 -> 151.1

Ratio = 79.6 (108.8 %)

- MRM (7.339-7.636 min, 24 scans) (579.1 -> **) STD4.d

Mass-to-Charge (m/z)
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34-Genistin
+ MRM (433.1 -> 271.0) STD4.d

Acquisition Time (min)
5.6 5.8 6 6.2 6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4

C
ou

nt
s 3

x10

-0.1

0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1

1.1

1.2

1.3

1.4

1.5

7.521 min.

Acquisition Time (min)
5.6 5.8 6 6.2 6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2
x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

433.1 -> 271.0, 433.1 -> 152.8

Ratio = 4.3 (79.9 %)

+ MRM (7.447-7.756 min, 25 scans) (433.1 -> **) STD4.d

Mass-to-Charge (m/z)
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30-Quercetin
- MRM (301.0 -> 151.0) STD4.d

Acquisition Time (min)
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301.0 -> 151.0, 301.0 -> 179.0

Ratio = 52.3 (108.6 %)

- MRM (7.960-8.269 min, 25 scans) (301.0 -> **) STD4.d

Mass-to-Charge (m/z)
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31-Apigenin
- MRM (269.0 -> 117.0) STD4.d
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269.0 -> 117.0, 269.0 -> 225.0

Ratio = 39.6 (112.3 %)

- MRM (8.160-8.432 min, 23 scans) (269.0 -> **) STD4.d

Mass-to-Charge (m/z)
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33-Genistein
- MRM (269.0 -> 133.0) STD4.d

Acquisition Time (min)
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269.0 -> 133.0, 269.0 -> 63.1

Ratio = 49.7 (90.8 %)

- MRM (8.197-8.370 min, 14 scans) (269.0 -> **) STD4.d

Mass-to-Charge (m/z)
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37-Naringenin
- MRM (271.1 -> 119.0) STD4.d
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271.1 -> 119.0, 271.1 -> 151.0

Ratio = 73.6 (103.4 %)

- MRM (8.197-8.506 min, 25 scans) (271.1 -> **) STD4.d

Mass-to-Charge (m/z)
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20-Kaempferol
- MRM (285.0 -> 93.0) STD4.d

Acquisition Time (min)
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285.0 -> 93.0, 285.0 -> 187.0

Ratio = 61.3 (93.9 %)

- MRM (8.233-8.369 min, 11 scans) (285.0 -> **) STD4.d

Mass-to-Charge (m/z)
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38-Psoralen
+ MRM (187.0 -> 131.0) STD4.d
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187.0 -> 131.0, 187.0 -> 77.0

Ratio = 72.4 (104.9 %)

+ MRM (8.451-8.771 min, 26 scans) (187.0 -> **) STD4.d

Mass-to-Charge (m/z)
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39-Bergapten
+ MRM (217.0 -> 174.0) STD4.d

Acquisition Time (min)
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217.0 -> 174.0, 217.0 -> 202.0

Ratio = 62.8 (68.6 %)

+ MRM (8.746-8.870 min, 10 scans) (217.0 -> **) STD4.d

Mass-to-Charge (m/z)
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32-Asiatic acid
- MRM (487.3 -> 409.2) STD4.d
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487.3 -> 409.2 - MRM (8.899-9.003 min, 9 scans) (487.3 -> **) STD4.d
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24-Ursolic acid
- MRM (455.3 -> 455.3) STD4.d  Smooth

Acquisition Time (min)
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455.3 -> 455.3, 455.3 -> 407.3

Ratio = 2.7 (244.4 %)

- MRM (13.376-13.845 min, 38 scans) (455.3 -> **) STD4.d
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13-Gallic acid
- MRM (169.0 -> 125.0) STD6.d

Acquisition Time (min)
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169.0 -> 125.0, 169.0 -> 79.0

Ratio = 6.3 (105.6 %)

- MRM (1.978-2.324 min, 28 scans) (169.0 -> **) STD6.d

Mass-to-Charge (m/z)
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8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
- MRM (153.0 -> 109.0) STD6.d  Smooth
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153.0 -> 109.0, 153.0 -> 108.0

Ratio = 24.8 (103.0 %)

- MRM (3.327-3.908 min, 47 scans) (153.0 -> **) STD6.d

Mass-to-Charge (m/z)
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3-Protocatechualdehyde
- MRM (137.0 -> 108.0) STD6.d
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137.0 -> 108.0, 137.0 -> 92.0

Ratio = 24.7 (24.7 %)

- MRM (5.320-5.763 min, 36 scans) (137.0 -> **) STD6.d

Mass-to-Charge (m/z)
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23-Chlorogenic acid
- MRM (353.1 -> 191.0) STD6.d

Acquisition Time (min)
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353.1 -> 191.0, 353.1 -> 85.0

Ratio = 8.2 (117.6 %)

- MRM (5.351-5.882 min, 43 scans) (353.1 -> **) STD6.d

Mass-to-Charge (m/z)
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22-Catechin
- MRM (289.1 -> 245.0) STD6.d

Acquisition Time (min)
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289.1 -> 245.0, 289.1 -> 203.0

Ratio = 39.9 (115.1 %)

- MRM (5.487-5.833 min, 28 scans) (289.1 -> **) STD6.d

Mass-to-Charge (m/z)
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14-Caffeic acid
- MRM (179.0 -> 135.0) STD6.d  Smooth

Acquisition Time (min)
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179.0 -> 135.0, 179.0 -> 134.0

Ratio = 17.3 (86.8 %)

- MRM (6.492-7.036 min, 45 scans) (179.0 -> **) STD6.d

Mass-to-Charge (m/z)
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21-Epicatechin
- MRM (289.1 -> 245.0) STD6.d
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289.1 -> 245.0, 289.1 -> 109.0

Ratio = 29.2 (76.3 %)

- MRM (6.736-7.008 min, 22 scans) (289.1 -> **) STD6.d
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26-Rutin
- MRM (609.2 -> 300.0) STD6.d
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609.2 -> 300.0, 609.2 -> 271.0

Ratio = 63.2 (118.6 %)

- MRM (7.115-7.400 min, 23 scans) (609.2 -> **) STD6.d
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28-Hyperoside
- MRM (463.2 -> 299.8) STD6.d

Acquisition Time (min)
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463.2 -> 299.8, 463.2 -> 270.8

Ratio = 54.8 (99.0 %)

- MRM (7.228-7.550 min, 27 scans) (463.2 -> **) STD6.d

Mass-to-Charge (m/z)
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36-Rhoifolin
- MRM (577.0 -> 269.0) STD6.d
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577.0 -> 269.0 - MRM (7.315-7.574 min, 21 scans) (577.0 -> **) STD6.d
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35-Naringin
- MRM (579.1 -> 271.0) STD6.d
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579.1 -> 271.0, 579.1 -> 151.1

Ratio = 71.8 (98.2 %)

- MRM (7.339-7.624 min, 23 scans) (579.1 -> **) STD6.d

Mass-to-Charge (m/z)
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34-Genistin
+ MRM (433.1 -> 271.0) STD6.d

Acquisition Time (min)
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433.1 -> 271.0, 433.1 -> 152.8

Ratio = 5.7 (105.3 %)

+ MRM (7.435-7.756 min, 26 scans) (433.1 -> **) STD6.d

Mass-to-Charge (m/z)
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30-Quercetin
- MRM (301.0 -> 151.0) STD6.d

Acquisition Time (min)
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301.0 -> 151.0, 301.0 -> 179.0

Ratio = 53.6 (111.5 %)

- MRM (7.948-8.306 min, 30 scans) (301.0 -> **) STD6.d

Mass-to-Charge (m/z)
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31-Apigenin
- MRM (269.0 -> 117.0) STD6.d

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

C
ou

nt
s 4

x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

1.2
1.25

1.3
1.35

8.234 min.

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

269.0 -> 117.0, 269.0 -> 225.0

Ratio = 37.6 (106.8 %)

- MRM (8.165-8.444 min, 23 scans) (269.0 -> **) STD6.d

Mass-to-Charge (m/z)
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33-Genistein
- MRM (269.0 -> 133.0) STD6.d
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269.0 -> 133.0, 269.0 -> 63.1

Ratio = 53.1 (97.1 %)

- MRM (8.173-8.568 min, 32 scans) (269.0 -> **) STD6.d

Mass-to-Charge (m/z)
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37-Naringenin
- MRM (271.1 -> 119.0) STD6.d

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

C
ou

nt
s 3

x10

-0.4
-0.2

0
0.2
0.4
0.6
0.8

1
1.2
1.4
1.6
1.8

2
2.2
2.4
2.6
2.8

3
3.2
3.4
3.6
3.8

4
4.2
4.4
4.6

8.271 min.

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2
x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

271.1 -> 119.0, 271.1 -> 151.0

Ratio = 76.6 (107.7 %)

- MRM (8.160-8.494 min, 27 scans) (271.1 -> **) STD6.d

Mass-to-Charge (m/z)
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20-Kaempferol
- MRM (285.0 -> 93.0) STD6.d

Acquisition Time (min)
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285.0 -> 93.0, 285.0 -> 187.0

Ratio = 61.3 (93.9 %)

- MRM (8.208-8.518 min, 25 scans) (285.0 -> **) STD6.d

Mass-to-Charge (m/z)
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38-Psoralen
+ MRM (187.0 -> 131.0) STD6.d
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187.0 -> 131.0, 187.0 -> 77.0

Ratio = 68.9 (99.8 %)

+ MRM (8.457-8.771 min, 26 scans) (187.0 -> **) STD6.d

Mass-to-Charge (m/z)
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39-Bergapten
+ MRM (217.0 -> 174.0) STD6.d
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Ratio = 368.2 (401.9 %)

+ MRM (8.633-9.031 min, 33 scans) (217.0 -> **) STD6.d
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32-Asiatic acid
- MRM (487.3 -> 409.2) STD6.d
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487.3 -> 409.2 - MRM (8.861-9.108 min, 21 scans) (487.3 -> **) STD6.d
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24-Ursolic acid
- MRM (455.3 -> 455.3) STD6.d  Smooth

Acquisition Time (min)
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455.3 -> 455.3, 455.3 -> 407.3

Ratio = 1.3 (121.0 %)

- MRM (13.364-13.957 min, 49 scans) (455.3 -> **) STD6.d
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13-Gallic acid
- MRM (169.0 -> 125.0) STD7.d

Acquisition Time (min)
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169.0 -> 125.0, 169.0 -> 79.0

Ratio = 6.0 (100.0 %)

- MRM (1.990-2.497 min, 41 scans) (169.0 -> **) STD7.d

Mass-to-Charge (m/z)
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8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
- MRM (153.0 -> 109.0) STD7.d  Smooth

Acquisition Time (min)
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153.0 -> 109.0, 153.0 -> 108.0

Ratio = 24.1 (100.1 %)

- MRM (3.339-3.957 min, 51 scans) (153.0 -> **) STD7.d

Mass-to-Charge (m/z)
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3-Protocatechualdehyde
- MRM (137.0 -> 108.0) STD7.d

Acquisition Time (min)
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137.0 -> 108.0, 137.0 -> 92.0

Ratio = 22.9 (22.9 %)

- MRM (5.306-5.801 min, 40 scans) (137.0 -> **) STD7.d

Mass-to-Charge (m/z)
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23-Chlorogenic acid
- MRM (353.1 -> 191.0) STD7.d

Acquisition Time (min)
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Acquisition Time (min)
3.8 4 4.2 4.4 4.6 4.8 5 5.2 5.4 5.6 5.8 6 6.2 6.4 6.6 6.8 7 7.2 7.4

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2
x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

353.1 -> 191.0, 353.1 -> 85.0

Ratio = 7.0 (100.0 %)

- MRM (5.325-5.758 min, 35 scans) (353.1 -> **) STD7.d

Mass-to-Charge (m/z)
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22-Catechin
- MRM (289.1 -> 245.0) STD7.d

Acquisition Time (min)
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289.1 -> 245.0, 289.1 -> 203.0

Ratio = 37.4 (107.9 %)

- MRM (5.450-5.939 min, 40 scans) (289.1 -> **) STD7.d

Mass-to-Charge (m/z)
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14-Caffeic acid
- MRM (179.0 -> 135.0) STD7.d  Smooth

Acquisition Time (min)
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179.0 -> 135.0, 179.0 -> 134.0

Ratio = 20.0 (100.1 %)

- MRM (6.505-6.962 min, 38 scans) (179.0 -> **) STD7.d

Mass-to-Charge (m/z)
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21-Epicatechin
- MRM (289.1 -> 245.0) STD7.d
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289.1 -> 245.0, 289.1 -> 109.0

Ratio = 38.2 (100.0 %)

- MRM (6.736-7.008 min, 23 scans) (289.1 -> **) STD7.d

Mass-to-Charge (m/z)
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26-Rutin
- MRM (609.2 -> 300.0) STD7.d

Acquisition Time (min)
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609.2 -> 300.0, 609.2 -> 271.0

Ratio = 53.4 (100.1 %)

- MRM (7.127-7.412 min, 23 scans) (609.2 -> **) STD7.d

Mass-to-Charge (m/z)
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28-Hyperoside
- MRM (463.2 -> 299.8) STD7.d

Acquisition Time (min)
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463.2 -> 299.8, 463.2 -> 270.8

Ratio = 55.4 (100.0 %)

- MRM (7.216-7.525 min, 25 scans) (463.2 -> **) STD7.d

Mass-to-Charge (m/z)
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36-Rhoifolin
- MRM (577.0 -> 269.0) STD7.d

Acquisition Time (min)
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577.0 -> 269.0 - MRM (7.327-7.636 min, 25 scans) (577.0 -> **) STD7.d
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35-Naringin
- MRM (579.1 -> 271.0) STD7.d
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579.1 -> 271.0, 579.1 -> 151.1

Ratio = 73.1 (100.0 %)

- MRM (7.339-7.648 min, 25 scans) (579.1 -> **) STD7.d
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34-Genistin
+ MRM (433.1 -> 271.0) STD7.d
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Ratio = 5.4 (100.0 %)

+ MRM (7.447-7.744 min, 24 scans) (433.1 -> **) STD7.d
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30-Quercetin
- MRM (301.0 -> 151.0) STD7.d
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301.0 -> 151.0, 301.0 -> 179.0

Ratio = 49.6 (103.2 %)

- MRM (7.952-8.257 min, 25 scans) (301.0 -> **) STD7.d
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31-Apigenin
- MRM (269.0 -> 117.0) STD7.d

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

C
ou

nt
s 4

x10

-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2

8.234 min.

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

269.0 -> 117.0, 269.0 -> 225.0

Ratio = 35.1 (99.8 %)

- MRM (8.148-8.469 min, 27 scans) (269.0 -> **) STD7.d

Mass-to-Charge (m/z)
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33-Genistein
- MRM (269.0 -> 133.0) STD7.d
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269.0 -> 133.0, 269.0 -> 63.1

Ratio = 54.7 (100.0 %)

- MRM (8.172-8.556 min, 32 scans) (269.0 -> **) STD7.d

Mass-to-Charge (m/z)
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37-Naringenin
- MRM (271.1 -> 119.0) STD7.d

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

C
ou

nt
s 3

x10

-0.5

0

0.5

1

1.5

2

2.5

3

3.5

4

4.5

5

5.5

6

6.5

7

8.271 min.

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2
x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

271.1 -> 119.0, 271.1 -> 151.0

Ratio = 71.5 (100.5 %)

- MRM (8.160-8.506 min, 29 scans) (271.1 -> **) STD7.d

Mass-to-Charge (m/z)
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20-Kaempferol
- MRM (285.0 -> 93.0) STD7.d

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

C
ou

nt
s 3

x10

-0.1

0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1

1.1

1.2

1.3

1.4

1.5

8.283 min.

Acquisition Time (min)
6.4 6.6 6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

285.0 -> 93.0, 285.0 -> 187.0

Ratio = 65.3 (100.0 %)

- MRM (8.184-8.443 min, 22 scans) (285.0 -> **) STD7.d

Mass-to-Charge (m/z)
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38-Psoralen
+ MRM (187.0 -> 131.0) STD7.d

Acquisition Time (min)
6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10 10.210.4

C
ou

nt
s 4

x10

-0.2
-0.1

0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9

1
1.1
1.2
1.3
1.4
1.5
1.6
1.7
1.8
1.9

2
2.1
2.2
2.3
2.4
2.5
2.6

8.536 min.

Acquisition Time (min)
6.8 7 7.2 7.4 7.6 7.8 8 8.2 8.4 8.6 8.8 9 9.2 9.4 9.6 9.8 10 10.210.4

R
el

at
iv

e 
A

bu
nd

an
ce

 (%
) 2

x10

-0.1
-0.05

0
0.05

0.1
0.15

0.2
0.25

0.3
0.35

0.4
0.45

0.5
0.55

0.6
0.65

0.7
0.75

0.8
0.85

0.9
0.95

1
1.05

1.1
1.15

187.0 -> 131.0, 187.0 -> 77.0

Ratio = 69.0 (100.0 %)

+ MRM (8.450-8.771 min, 26 scans) (187.0 -> **) STD7.d

Mass-to-Charge (m/z)
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39-Bergapten
+ MRM (217.0 -> 174.0) STD7.d
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217.0 -> 174.0, 217.0 -> 202.0

Ratio = 92.0 (100.4 %)

+ MRM (8.734-8.845 min, 9 scans) (217.0 -> **) STD7.d
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32-Asiatic acid
- MRM (487.3 -> 409.2) STD7.d
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487.3 -> 409.2 - MRM (8.866-9.026 min, 13 scans) (487.3 -> **) STD7.d
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24-Ursolic acid
- MRM (455.3 -> 455.3) STD7.d  Smooth
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455.3 -> 455.3, 455.3 -> 407.3

Ratio = 1.1 (104.4 %)

- MRM (13.364-13.908 min, 45 scans) (455.3 -> **) STD7.d
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	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	STD3.d---STD3
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	STD4.d---STD4
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	STD6.d---STD6
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	STD7.d---STD7
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	BLANK3.d---BLANK
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	1-r001.d---1
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	1-r002.d---1
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	1-r003.d---1
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	2.d---2
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid

	3.d---3
	13-Gallic acid
	8-3,4-Dihydroxybenzoic acid/Protocatechuic acid
	3-Protocatechualdehyde
	23-Chlorogenic acid
	22-Catechin
	14-Caffeic acid
	21-Epicatechin
	26-Rutin
	28-Hyperoside
	36-Rhoifolin
	35-Naringin
	34-Genistin
	30-Quercetin
	31-Apigenin
	33-Genistein
	37-Naringenin
	20-Kaempferol
	38-Psoralen
	39-Bergapten
	32-Asiatic acid
	24-Ursolic acid


