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Supplemental Tables 
Table S1. Dynamic multiple reaction monitoring parameters of the UHPLC-MS/MS method and reference standards used for development and quality control of the method. ESI = Electrospray ionization; TCI = Tokyo Chemical Industry; CIL = Cambridge Isotope Laboratories. 
	Metabolite and the catalog number and supplier of the reference standard. (In alphabetical order, but metabolites analysed with the negative mode listed first and then with the positive mode)

	ESI mode 
(- or +)
	Precursor ion 
(m/z)
	Product ion (m/z)
	Fragmentor voltage
	Collision energy
	Cell acceleration voltage
	Center and width of extraction window
 (min; min)

	α-ketoglutarate (K005, TCI)
	-
	145
	101.1
	56
	5
	7
	3.17; 0.7

	α-ketoglutarate, qualifier ion (K005, TCI)
	-
	145
	57.1
	56
	5
	7
	3.17; 0.7

	3-hydroxybutyrate (A11613, Alfa Aesar)
	-
	103
	59
	50
	2
	7
	1; 0.6

	Acetyl-coenzyme A (A2056, Merck)
	-
	808
	408
	170
	33
	7
	3.3; 0.7

	Adenosine 5'-monophosphate (A2381, Alfa Aesar)
	-
	346
	79
	130
	20
	3
	3.4; 0.8

	Creatine (27890, BioChemika)
	-
	130
	88
	54
	1
	7
	2.8; 0.6

	Phosphocreatine (A15362, Merck)
	-
	210
	79
	54
	1
	7
	3.9; 0.6

	3',5'-cyclic adenosine monophosphate (A2381, TCI)
	-
	328.1
	134
	115
	25
	4
	1.2; 0.6

	Dihydroxyacetone phosphate (D7137, Merck)
	-
	169
	97
	70
	5
	7
	3.7; 0.7

	Fructose 6-phosphate (F1502, Merck), 
and glucose 6-phophate (FG7250, Merck)
	-
	259
	97
	100
	12
	7
	4.3; 1.2

	Fumarate (F0067, TCI)
	-
	115
	71
	44
	0
	7
	3.6; 0.7

	Guanosine 5'-monophosphate (G0338, TCI)
	-
	362
	79
	110
	25
	4
	4.3; 0.6

	Inosine 5'-monophosphate (J61959, Alfa Aesar)
	-
	347
	79
	115
	35
	4
	3.95; 0.6

	Lactate (L7022, Merck)
	-
	89
	43
	50
	7
	7
	0.95; 0.8

	Lactate-13C3 (CLM-1579-N, CIL)
	-
	92
	46
	50
	7
	7
	0.95; 0.6

	Phosphoenolpyruvate (P7127, Merck)
	-
	167
	79
	50
	7
	7
	4.5; 0.7

	Pyruvate (P0582, TCI)
	-
	87
	43
	55
	3
	7
	0.7; 0.7

	Ribulose 5-phosphate (83899, Merck) and Ribose 5-phosphate (R7750, Merck)
	-
	229
	97
	85
	12
	7
	3.9; 1.2

	Succinate (S0100, TCI)
	-
	117
	73
	52
	5
	7
	3.45; 0.6

	Uridine 5′-monophosphate (U6375, Merck)
	-
	323
	79
	100
	40
	4
	3.65; 0.8

	Alanine (A0179, TCI)
	+
	90
	44.1
	50
	8
	7
	2.7; 1

	Arginine (A0526, TCI)
	+
	175.1
	70
	100
	15
	7
	5.9; 1

	Asparagine (A3353, TCI)
	+
	133.1
	74
	80
	9
	7
	2.85; 2

	Aspartic acid (A0546, TCI)
	+
	134.1
	74
	80
	10
	7
	3.35; 1

	Aspartic acid-13C4 (CLM-1801-H, CIL)
	+
	138.1
	74
	80
	10
	7
	3.35; 1

	Beta-alanine (146064, Merck)
	+
	90.1
	72.2
	68
	1
	7
	3.2; 1

	Glutamic acid (G0059, TCI)
	+
	148.1
	84.1
	75
	10
	7
	3.3; 1

	Glutamine (G0063, TCI)
	+
	147.1
	84
	50
	16
	7
	2.9; 1

	Glycine (G8790, Merck)
	+
	76
	30.1
	50
	5
	7
	3.1; 1

	Leucine (L8912, Merck) and Isoleucine (I7403, Merck)
	+
	132.1
	86
	80
	8
	7
	1.2; 1.2

	Lysine (L0129, TCI)
	+
	147.1
	84
	50
	16
	7
	5.9; 2

	Methionine (M0099, TCI)
	+
	150.1
	104
	40
	8
	7
	1.3; 1

	Phenylalanine (P0134, TCI)
	+
	166.1
	120
	100
	9
	7
	1; 1

	Proline (P0481, TCI)
	+
	116.1
	70.1
	100
	13
	7
	2.1; 1

	Serine (S4311, Merck)
	+
	106
	60
	40
	9
	7
	3.0; 1

	Threonine (T8441, Merck)
	+
	120.1
	74
	80
	9
	7
	2.4; 1.2

	Tryptophan (T0254, Merck)
	+
	205.1
	188
	85
	5
	7
	1.3; 1

	Tyrosine (T0550, TCI)
	+
	182
	165
	90
	5
	7
	1.9; 1

	Valine (V0913, Merck)
	+
	118.1
	71.9
	100
	10
	7
	1.7; 1.3





Table S2. UHPLC-MS/MS method’s retention time (RT) variation, precision of analysis, and linear range of the method. STD = standard deviation. CV = coefficient of variation
	Metabolites (negative mode)
	RT
 (min)a
	 STD of RT (seconds)a
	Precision of analysis, CV (%)a
	Lowest measured concentration (µM)b
	Linear range 
(R2 ≥ 0.97) up to 
(µM)c

	3',5'-cyclic-AMP
	1.12
	0.26
	7.4
	0.1
	≥ 90

	3-hydroxybutyrate
	0.95
	0.19
	6.7
	2.5
	≥ 90

	Acetyl-coenzyme A 
	3.23
	0.38
	8.3
	1
	≥ 90

	Adenosine 5'-monophosphate
	3.38
	0.55
	9.2
	1
	≥ 90

	Creatine
	2.80
	0.19
	8.0
	0.1
	≥ 90

	Dihydroxyacetone phosphate
	3.63
	0.68
	9.8
	1
	≥ 90

	Fructose 6-phosphate
	4.04
	0.19
	4.2
	1
	≥ 90

	Fumarate
	3.56
	0.59
	6.8
	5
	≥ 90

	Glucose 6-phophate
	4.36
	0.58
	9.5
	1
	≥ 90

	Guanosine 5'-monophosphate
	4.27
	0.60
	6.3
	0.5
	≥ 90

	Inosine 5'-monophosphate
	3.89
	0.74
	9.7
	0.5
	≥ 90

	Lactate
	0.93
	0.59
	6.3
	1
	≥ 90

	Lactate-13C3 (ISTD)
	0.93
	0.24
	 
	 
	 

	Phosphocreatine
	3.83
	0.50
	9.1
	1
	≥ 90

	Phosphoenolpyruvate
	4.46
	0.47
	8.8
	0.5
	≥ 90

	Pyruvate
	0.68
	0.39
	9.2
	1
	≥ 90

	Ribose 5-phosphate
	3.93
	0.59
	13.2
	2.5
	≥ 90

	Ribulose 5-phosphate 
	3.71
	0.38
	6.4
	1
	≥ 90

	Succinate
	3.39
	0.46
	7.4
	2.5
	≥ 90

	Uridine 5′-monophosphate
	3.59
	0.36
	7.4
	1
	≥ 90

	α-ketoglutarate
	3.11
	0.39
	8.2
	2.5
	≥ 90

	Amino Acids (Positive mode)
	RT
 (min)a
	 STD of RT (seconds)a
	Precision of analysis, CV (%)a
	Lowest measured concentration (µM)b
	Linear range 
(R2 ≥ 0.97) up to 
(µM)c

	Alanine
	2.70
	0.22
	2.9
	0.05 
	450

	Arginine
	5.87
	0.36
	4.2
	0.05 
	125

	Asparagine
	2.89
	0.24
	1.9
	0.5
	≥ 900

	Aspartic acid
	3.36
	0.19
	1.6
	0.5
	≥ 900

	Aspartic acid-13C4 (ISTD)
	3.37
	0.24
	 
	 
	 

	Beta-alanine
	3.17
	0.22
	1.0
	0.05 
	125

	Glutamic acid
	3.24
	0.87
	1.3
	0.05 
	≥ 900

	Glutamine
	2.94
	0.19
	1.7
	0.05 
	250

	Glycine
	3.09
	0.19
	1.9
	5
	450

	Isoleucine
	1.17
	0.24
	2.6
	0.05 
	125

	Leucine
	1.28
	0.30
	2.4
	0.05 
	250

	Lysine
	6.03
	0.26
	3.8
	0.05 
	≥ 900

	Methionine
	1.31
	0.24
	2.5
	0.05 
	125

	Phenylalanine
	0.96
	0.19
	2.5
	0.05 
	125

	Proline
	2.15
	0.24
	2.1
	0.05 
	125

	Serine
	3.02
	0.24
	3.0
	0.5
	450

	Threonine
	2.47
	0.41
	2.0
	0.5
	≥ 900

	Tryptophan
	1.33
	0.26
	2.6
	0.05 
	125

	Tyrosine
	1.92
	0.26
	1.7
	0.05 
	≥ 90

	Valine
	1.70
	0.32
	2.1
	0.05 
	125



a Was determined from 5 repeated injections of 10 µM (negative mode) or 50 µM (positive mode) quality control sample. 
[bookmark: _Hlk128134234]b The lowest measured concentration was determined by measuring the minimum concentration at which the peak shape and intensity were still acceptable. However, no concentrations lower than 0.1 µM in negative mode and 0.05 µM in positive mode were tested. 
c 0.1, 0.5, 1, 2.5, 5, 10, 25, 50, and 90 µM standards containing 10 µM internal standard were used for linearity test in negative mode and 1, 5, 10, 50, 125, 250, 450, and 900 µM standards containing 10 µM internal standard were used for linearity test in positive mode. Except, the greatest tyrosine concentration was 90 µM because of its lower solubility.



Table S3. Fold changes and P-values in targeted intracellular metabolites in response to PHGDH inhibition with 50 µM NCT-503 or CBR-5884 analysed with UHPLC-MS/MS. Change was considered as statistically significant when fold change was ≥ |1.3| and P-value < 0.01. Bolded values mean significant change. n = 4.
	Metabolite
	Fold change


	P-value
	Fold change


	P-value

	3',5'-cAMP 
	0.46
	0.00532
	0.96
	0.93379

	3-Hydroxybutyrate
	1.29
	0.20634
	1.07
	0.63932

	Acetyl-CoA
	1.54
	0.12292
	1.23
	0.20074

	Adenosine monophosphate
	10.64
	0.00031
	1.79
	0.07103

	α-Ketoglutarate
	0.47
	0.00027
	1.10
	0.26597

	Alanine
	0.65
	0.00020
	0.75
	0.00070

	Arginine
	1.32
	0.00741
	0.89
	0.03576

	Asparagine
	0.41
	0.00860
	0.51
	0.00001

	Aspartate
	0.39
	0.00009
	0.53
	0.00267

	Beta-alanine
	1.55
	0.00003
	1.12
	0.15604

	Creatine
	1.20
	0.22697
	1.24
	0.00985

	Dihydroxyacetone phosphate
	1.01
	0.98602
	1.41
	0.01508

	Fructoce 6-phosphate
	1.12
	0.56328
	1.19
	0.12383

	Fumarate
	0.64
	0.01173
	0.80
	0.18894

	Glucose 6-phosphate
	4.19
	0.00233
	1.76
	0.00725

	Glutamate
	0.33
	0.00019
	0.90
	0.10298

	Glutamine
	0.55
	0.00025
	0.79
	0.01530

	Glycine
	1.41
	0.00144
	0.95
	0.34953

	Guanosine monophosphate*
	8.70
	0.00327
	1.22
	0.60264

	Inosine monophosphate
	1.14
	0.28274
	2.22
	0.00468

	Isoleucine
	1.11
	0.09322
	1.00
	0.96619

	Lactate
	2.34
	0.00831
	1.98
	0.00036

	Leucine
	1.16
	0.02685
	0.97
	0.34266

	Lysine
	1.02
	0.74172
	0.79
	0.00184

	Methionine
	1.05
	0.66284
	0.82
	0.04848

	Phenylalanine
	1.03
	0.63613
	0.90
	0.01751

	Phosphocreatine
	0.47
	0.00074
	0.91
	0.19624

	Phosphoenolpyruvate
	1.36
	0.40702
	0.65
	0.32780

	Proline
	1.60
	0.00006
	1.12
	0.01029

	Pyruvate
	0.62
	0.08947
	0.68
	0.03332

	Ribose 5-phosphate
	0.45
	0.00972
	1.51
	0.04467

	Ribulose 5-phosphate
	0.44
	0.02225
	1.60
	0.00208

	Serine
	3.98
	0.00445
	0.92
	0.44415

	Succinate
	0.69
	0.05984
	1.13
	0.25851

	Threonine
	0.54
	0.00201
	0.77
	0.00038

	Tryptophan
	0.92
	0.50176
	0.98
	0.86270

	Tyrosine
	0.83
	0.12920
	0.95
	0.51793

	Uridine monophosphate
	1.36
	0.07517
	1.25
	0.11201

	Valine
	0.92
	0.58628
	1.08
	0.39052


*In the case of the NCT-503 experiment, guanosine monophosphate was detected in only one sample among the control samples. These missing values were replaced with the value of this one control sample. In the case of the NCT-503 treatment group, guanosine monophosphate was detected in every sample. 
[bookmark: _Hlk147825075]
Table S4. Effects of 24-hour and 48-hour 50 µM NCT-503 treatment on metabolite concentrations (analysed with 1H NMR spectroscopy) in conditioned medium collected from C2C12 myotubes and concentrations of differentiation media incubated 48-hours in an incubator without cells (cell-free medium). Difference was considered as statistically significant when fold change was ≥ |1.3| and P-value < 0.01. Bolded values mean significant change. n = 3. Note: Some of the differences between the two time-points could occur because they were collected from different cell batches (i.e., batch effect). 

	
	24 h DMSO control

Mean ± STD (µM)
	24 h 50 µM NCT-503

Mean ± STD (µM)
	 Fold Change



	P-value




	48 h DMSO control

Mean ± STD (µM)
	48 h 50 µM NCT-503

Mean ± STD (µM)
	Fold Change



	P-value




	Cell-free medium


Mean ± STD
(µM)

	2-Ketoisovalerate
	38.0 ± 1.2
	22.0 ± 2.9
	0.58
	0.004856
	50.5 ± 4.2
	32.5 ± 1.7
	0.64
	0.009372
	Non-detected

	2-Oxoisocaproate
	75.4 ± 12.4
	46.3 ± 5.0
	0.61
	0.040364
	80.1 ± 5.5
	57.8 ± 1.0
	0.72
	0.017454
	Non-detected

	3-Methyl-2-oxovalerate
	95.2 ± 3.1
	64.7 ± 7.8
	0.68
	0.011861
	122.5 ± 10.9
	87.9 ± 5.1
	0.72
	0.017922
	Non-detected

	Acetate
	54.9 ± 9.0
	82.6 ± 10.5
	1.51
	0.026666
	103.4 ± 3.9
	189.4 ± 12.4
	1.83
	0.003880
	37.3 ± 2.2

	α-Ketoglutarate
	Non-detected
	Non-detected
	
	
	26.6 ± 4.9
	Non-detected
	
	
	Non-detected

	Alanine
	241.1 ± 2.5
	367.6 ± 43.7
	1.52
	0.037113
	344.2 ± 35.3
	809.5 ± 33.7
	2.35
	0.000080
	50.4 ± 0.5

	Arginine
	290.6 ±
	285.1 ± 45.5
	0.98
	0.878
	202.8 ± 16.5
	269.2 ± 33.3
	1.33
	0.055508
	386.4 ± 26.6

	Asparagine
	Non-detected
	Non-detected
	
	
	29.9 ± 4.8
	51.6 ± 4.8
	1.73
	0.005146
	Non-detected

	Choline
	17.2 ± 1.4
	21.2 ± 0.9
	1.24
	0.021005
	4.1 ± 1.7
	26.2 ± 2.6
	6.39
	0.000532
	40.6 ± 8.9

	Citrate
	102.9 ± 5.4
	45.3 ± 8.3
	0.44
	0.001145
	391.6 ± 38.3
	140.1 ± 8.1
	0.36
	0.005847
	Non-detected

	Creatine
	12.6 ± 2.1
	14.8 ± 2.5
	1.18
	0.287644
	16.0 ± 4.8
	30.1 ± 1.9
	1.88
	0.024595
	11.1 ± 0.7

	Cystine
	55 ± 11.5
	64.2 ± 4.0
	1.17
	0.298111
	98.2 ± 10.5
	99.6 ± 2.3
	1.01
	0.840117
	131.7 ± 5.1

	Formate
	118.1 ± 9.4
	70.0 ± 11.0
	0.59
	0.004919
	152.4 ± 8.8
	147.2 ± 5.6
	0.97
	0.442524
	14.4 ± 1.6

	Fructose
	265.8 ± 6.7
	252.7 ± 41.5
	0.95
	0.642753
	281.3 ± 9.4
	294.4 ± 17.8
	1.05
	0.339888
	335.8 ± 35.0

	Fumarate
	Non- detected
	Non-detected
	
	
	4.3 ± 0.2
	4.5 ± 0.3
	1.05
	0.405359
	Non-detected

	Glucose
	13890.8 ± 238.1
	9010.8 ± 1057.1
	0.65
	0.012089
	11394.8 ± 756.2
	8155.7 ± 478.4
	0.72
	0.005698
	24403.4 ± 235.5

	Glutamine
	841.6 ± 39.6
	1013.8 ± 130.8
	1.20
	0.140972
	652.0 ± 27.4
	1120.3 ± 64.8
	1.72
	0.002293
	1278.2 ± 115.0

	Glycerol
	37.4 ± 3.8
	111.6 ± 11.4
	2.98
	0.004183
	82.2 ± 5.7
	212.0 ± 15.7
	2.58
	0.002064
	36.9 ± 7.2

	Glycine
	310.7 ± 6.0
	276 ± 36.9
	0.89
	0.243073
	431.4 ± 30.2
	541.2 ± 16.7
	1.25
	0.010643
	280.5 ± 48.8

	Histidine
	79.2 ± 5.8
	67.6 ± 8.3
	0.85
	0.12534
	79.6 ± 5.7
	107.3 ± 7.1
	1.35
	0.007129
	106.3 ± 9.3

	Isoleucine
	471.6 ± 3.0
	505.1 ± 52.1
	1.07
	0.381925
	564.2 ± 65.1
	742.5 ± 30.4
	1.32
	0.026030
	776.6 ± 58.5

	Lactate
	6408.0 ± 292.3
	16288.0 ± 1654.0
	2.5
	0.007715
	15932.8 ± 1400.3
	31841.5 ± 1330.2
	2.00
	0.000143
	919.4 ± 65.8

	Leucine
	407.7 ± 8.7
	448.2 ± 42.2
	1.10
	0.235358
	459.2 ± 48.5
	656.6 ± 35.3
	1.43
	0.006134
	651.5 ± 53.4

	Lysine
	452 ± 26.0
	431.5 ± 47.6
	0.95
	0.557965
	505.0 ± 60.9
	642.5 ± 38.7
	1.27
	0.038205
	534.0 ± 82.5

	Methionine
	108.4 ± 14.1
	124.7 ± 9.2
	1.15
	0.178046
	99.3 ± 12.3
	162.2 ± 7.5
	1.63
	0.003411
	179.2 ± 15.8

	myo-Inositol
	67.6 ± 2.3
	72.1 ± 18.4
	1.07
	0.711812
	78.9 ± 3.3
	83.3 ±
	1.06
	0.483330
	90.7 ± 7.2

	Niacinamide
	20.2 ± 2.3
	18.9 ± 2.3
	0.93
	0.508073
	21.3 ± 3.1
	22.1 ± 1.2
	1.04
	0.695311
	25.7 ± 1.3

	Pantothenate
	16.9 ± 1.0
	14.7 ± 1.9
	0.88
	0.211948
	17.6 ± 1.5
	22.8 ± 3.9
	1.30
	0.130273
	30.6 ± 5.7

	Phenylalanine
	252.8 ± 6.9
	265 ± 34.6
	1.05
	0.607711
	285.1 ± 28.8
	358.6 ± 16.4
	1.26
	0.028069
	349.9 ± 39.8

	Proline
	Non-detected
	Non-detected
	
	
	54.1 ± 15.2
	95.8 ± 14.6
	1.77
	0.027090
	Non-detected

	Pyridoxine
	10.2 ± 0.8
	11.2 ± 2.0
	1.11
	0.459211
	10.9 ± 0.7
	10.7 ± 1.3
	0.98
	0.832528
	14.3 ± 1.3

	Pyroglutamate
	286.2 ± 52.5
	208.1 ± 15.9
	0.73
	0.11333
	277.9 ± 21.2
	297.3 ± 31.2
	1.07
	0.428835
	536.7 ± 52.3

	Pyruvate
	93.5 ± 1.9
	66.2 ± 5.1
	0.71
	0.005931
	123.3 ± 18.8
	40.7 ± 3.3
	0.33
	0.014668
	409.5 ± 77.5

	Serine
	34.9 ± 3.7
	222.4 ± 19.6
	6.38
	0.002756
	21.5 ± 5.5
	227.4 ± 4.4
	10.60
	0.000001
	323.2 ± 43.8

	Threonine
	388 ± 11.4
	328.3 ± 23.9
	0.85
	0.032239
	417.0 ± 25.5
	592.0 ± 10.3
	1.42
	0.002835
	406.8 ± 50.8

	Tryptophan
	44.8 ± 3.9
	45.4 ± 7.3
	1.01
	0.915237
	41.6 ± 3.2
	62.1 ± 5.7
	1.49
	0.010750
	61.6 ± 4.5

	Tyrosine
	208.9 ± 1.9
	212.3 ± 23.1
	1.02
	0.824121
	255.2 ± 25.2
	308.0 ± 16.9
	1.21
	0.046772
	294.8 ± 29.4

	Valine
	473.2 ± 3.9
	499.2 ± 48.7
	1.06
	0.452035
	562.6 ± 66.1
	721.2 ± 30.8
	1.28
	0.036216
	711.2 ± 51.5




Table S5. Effects of 25 µM NCT-503 treatment on metabolite concentrations (analysed with 1H NMR spectroscopy) in conditioned media collected from C2C12 myotubes after 48-hour treatment. Difference was considered as statistically significant when fold change was ≥ |1.3| and P-value < 0.01. Bolded metabolites changed significantly. n = 3.  

	
	DMSO control

Mean ± STD (µM)
	25 µM NCT-503

Mean ± STD (µM)
	Fold Change


	P-value



	2-Ketoisovalerate
	35.7 ± 0.6
	19.3 ± 0.4
	0.54
	0.00001

	2-Oxoisocaproate
	56.0 ± 0.8
	33.1 ± 5.1
	0.59
	0.01424

	3-Methyl-2-oxovalerate
	90.7 ± 0.3
	51.0 ± 2.1
	0.56
	0.00075

	Acetate
	86.7 ± 15.3
	150.1 ± 4.6
	1.73
	0.01304

	α-Ketoglutarate
	17.8 ± 1.7
	Non-detected
	
	

	Alanine
	278.2 ± 9.0
	549.2 ± 24.9
	1.97
	0.00106

	Arginine
	208.4 ± 22.6 
	277.1 ± 29.2
	1.33
	0.03512

	Asparagine
	38.0 ± 8.8 
	41.0 ± 11.5
	1.08
	0.73928

	Choline
	4.6 ± 2.8 
	11.5 ± 3.1 
	2.53
	0.04392

	Citrate
	334.6 ± 39.1
	320.7 ± 33.1
	0.96
	0.66195

	Creatine
	16.3 ± 0.5
	21.9 ± 1.4
	1.34
	0.01190

	Cystine
	98.1 ± 10.4
	84.2 ± 6.5
	0.86
	0.13647

	Formate
	120.1 ± 3.6 
	158.0 ± 11.8
	1.32
	0.02317

	Fructose
	270.4 ± 8.9
	263.3 ± 6.5
	0.97
	0.32988

	Fumarate
	3.5 ± 0.3
	4.0 ± 0.3
	1.14
	0.10863

	Glucose
	8918.6 ± 574.8
	5840.9 ± 437.5
	0.65
	0.00234

	Glutamine
	686.6 ± 14.8
	988.2 ± 25.8
	1.44
	0.00028

	Glycerol
	106.1 ± 19.0
	345.0 ± 51.4
	3.25
	0.00839

	Glycine
	353.0 ± 18.0
	479.0 ± 1 40.2
	1.36
	0.01900

	Histidine
	72.3 ± 2.6 
	88.9 ± 4.2
	1.23
	0.00728

	Isoleucine
	515.1 ± 31.2
	685.0 ± 37.8
	1.33
	0.00433

	Lactate
	17630.8 ± 1608.5
	30194.7 ± 2129.4
	1.71
	0.00167

	Leucine
	410.0 ± 28.4
	578.2 ± 13.9
	1.41
	0.00308

	Lysine
	397.9 ± 45.6
	560.7 ± 36.7
	1.41
	0.00955

	Methionine
	77.0 ± 5.4
	138.4 ± 4.0
	1.80
	0.00016

	myo-Inositol
	73.1 ± 3.9
	76.4 ± 6.3
	1.05
	0.49339

	Niacinamide
	20.7 ± 5.4
	20.5 ± 1.3
	0.99
	0.86276

	Pantothenate
	16.5 ± 0.1
	20.9 ± 0.3
	1.26
	0.00137

	Phenylalanine
	251.5 ± 10.5
	301.2 ± 10.0
	1.20
	0.00405

	Proline
	88.2 ± 3.4
	141.8 ± 8.5
	1.61
	0.00354

	Pyridoxine
	9.0 ± 1.2 
	8.9 ± 0.9
	0.98
	0.85634

	Pyroglutamate
	250.2 ± 15.5
	196.4 ± 5.4
	0.78
	0.01767

	Pyruvate
	51.0 ± 4.3
	13.8 ± 1.1
	0.27
	0.00268

	Serine
	18.8 ± 5.4
	88.7 ± 40.1
	4.73
	0.09190

	Threonine
	371.4 ± 37.5
	523.4 ± 25.0
	1.41
	0.00651

	Tryptophan
	41.9 ± 1.2
	50.1 ± 2.8
	1.20
	0.02353

	Tyrosine
	227.0 ± 7.6
	270.3 ± 10.7
	1.19
	0.00634

	Valine
	498.6 ± 31.4
	650.0 ± 38.5
	1.30
	0.00689




