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S. alboniger

Streptomyces sp. WAC 01529

Streptomyces sp. GQFP

Streptomyces sp. ZYC-3

S. aurantiacus

S. tauricus

S. avermitilis

S. dengpaensis

S. fagopyri

S. mirabilis

S. nodosus

Streptomyces sp. HM190

S. capitiformicae

Streptomyces sp. CA-210063
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S. roseirectus
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S. massasporeus/tuirus

S. iakyrus/qaidamensis/violaceochromogenes

S. flavovariabilis/hawaiiensis/variegatus
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