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>MT299_ON186505
TTAAGGAATCCGCCTCAGACTCAAACGCAGACAAAACAACAACAAGACAGACAATCGTAAGAAATACAATGGACACAGACACCGTGATCGCTGGGTTGGCCATGGTGATGCTTATTCTGCTGGCTATGCTCCTGCAGATGGCATCACACTACAGAGAACATGCCACCTTCATCTACACCCCAGGAGGAAAGCTGGAGGAGTATAAAGGAGATGGGCTCAAAGTGTGGAGGTTAGAGCCCACGTTGGGGGATCCGACCGAACTGGGTAGGCAGGCAAAGAAAGAGATGAACGCCATGACCTATGAGGAATTTGACAGAATGAAGTTCAGGGGAGTGGTGGCCGAAGTGTACGCAGGAGATAAACCATCAAAGGGCTACGATAAACTCAGGATACTACTAGACATAATGGACAGACCCAAGTTGGGAACGACGGTTGACCTTTGCGCGGGCCGAGGGGGCTGGAGCCAGCTAGTTAGAGAGCTAGAGGGACCAGGCGACATCACTGCTGTCTCCCTATGGGAGAGAGGTAGAGAGGAATGGATGGCTGACCCCGCTATAAGGAGGATCAATGCCAATGTGAAGAATGTCAAGCCCTGGCGTGTAGACACGTTACTATTCGACGGGGGGGAGACCTTCAAAAGGGACCAAAACATCATGAAGGAAGAGAGCTACAACGACGCCCTACTGGATGTTGTGGACGCATGGATGATGCAGGCCACACCTCCCACAAACTTTGTGATAAAAATACAGGTTCCCTATACACAAAAAGCGATGAGACTCATAGAAAAGTGGCAAGTGAAAACCAAGAAGGGAAGACTGGTTAGGCTGGCGGGAGACAGGCTGTCCAACACCGTGATGTACTTTATATCAGATAGGCTGGAAACGCAGATTCGGGGAAGAATAACCAGCTTCCTCAGGGAGCTCCGGGAGCGAAGAGCGGACAGATCTCTGACGTCTGACCCGGCCCTGCAATACGAACGCATAGCGCCGGAGTGGACAGCAGAGGCTGTGATTGAGGGGTGCGCCCCACTCACACCGCTGAACATGACCAGATCTATAGCAGAGATGCATATGGAACACCCACCTTTGGGGATAACCAGATTCTTCAAAGAGCTCGGTTACAAGATCGCAAAAAAGAAGGGCTCAGAAGGCACGCGAAGAAACAGGTTCGTGGGCCAGCTCATAGAGCCCCTAAGACGAGTGCTAGAACGACACCACCTCTTCGGAGCATGGCAACTCACTTCGACAACACCTCGAGCCGTGTTCAACATCTTCAGAAGTAAAGTGGACAGGGCTCCGGTGGAGCTCCACTCGCACTATCCGGGACTAAGAAAGATGTACGACATTCTCGCTGACCTCTGGCTGGAGAGGTACGGAAGCATGAAGCGACTAACCGAAGATGAGATGGCCTCAGCGATAAACAGGAGAGGTGCCATGGGTTACCAGATGGACAACAGGAACTACGGAGACCTCGGGGCCTACTGGGACTCGGGGGATTGGAGACAAGACGTCAACACGTTCAGGAGGGCTCTGCTCAGCGGAACACCGACTCACGCTGTTTACAACACCACCGCAAAGAAGGAAAAAACAAAGAATCTGACCAGACAGGTGAACAAAGGAAGCCGCATAATCCAGTACTTACCTGCAGACGCCCGACTCTATGAGCTGAAAGTGCTGGGCGGGCTGCACAAGTATCTGGAGAAGTGCGGATGGAGTGTGGCGGGACAGGGCCTGTACAAGTACGGAGACCGGGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACTAAGATCTCCAAAGGACTACTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCCGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGCCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCCTAAGAGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGACATGGGACTGGTGAGAAAGGACATGGCCCTGGAACAGGAATCTGAGATCATTGTGGACGTGAAAGAAATATCCTTCTGCTCCCACAGGTACTGGCCGGTGAAGTACGGCAATGAGATTCACCACATGCCGGTCAGGGACGTGGGGGAGATCTTTGCCAAGGCCACCATGGCCTTGGGCGTCTACAAGGATGACATGACCCAGGAGGCGTGGGCTAGAGTGCAAGGCCTTAACATGCTGGTGAACTACCATCACATTCCAGAATGCAGAATGTTGGCTCTGGCCATCCTCTCGGTGACACGGATCGGCCTAAACCTGAAAGGGATCACCAAGGGCTGGATGATGAGCACCGAGTGGCTTAGAGACGACTTAGCACCAGACACCATCCACGCTCTCATCACCGAAGGGAGAACCTCGGGATGGGACCAATTAGGCTACGTGGATTTCAAGGATAGAAAGGGTATCCTACTACGACCTGATGCCAGCTACAAGAACTGGAGGAGAGACCTCCCTGAAAAAGTGCGACAACTCAGGGAAGATGGACAATACAAGGACTGGCTACAGAGGATGGCAGTGTTTGGTTAGAGACTGATCACACCGACACGAAACACACACAAACACACTAGAGTAGAGCGCCCTGGAAAAACCAGGTTGCGGTGTTAGCGCCACCGTACATGAATACGACAAAACTGAATTGGGGGAAAAAGTAAAATCTGCGGTATCTGCAGGCAGCGACTAAGGG

>MT328_ON186506
CGTCCTGAAACAAGTTGGGGAAAGGAAAGAATAACAAACAGAAAAGAACAAAAAAATAGAGAAAGAAACTGCTAAGACAAAACAAGAATGGCAAATGACACCATTGCCAACACCATCAACAATGCTGCAGAGAAGGTTCAGGCAGTGGTCCAGAAGCTTCTGGGCGGTTCATCCTTTAACACTGTTTACTTGCTCGTGCTTGCTGCTGCTTGGTTCTTCACAGGAGACGTCTATATCACCATCTTCAGCGCCATCACCGCTGTGGGACCGGCTTCTAGGGCGGACGCAGCGCTCGTCCCACTCATCGCCGCAATCATCATTCGCAGACAAAACCGCATTCTTTCGCGCGCAGCTCTCGCGCTCGCGGCAGCTTGCTATGTCGGGCTCATGCCGTCACTGGCAGCTTAGTTCATCTGTGGGCTCCACGAGCGAGCCTGGCCCCCTCTGGGACCAGGTTCTCGAGTGGAGATTCTGGGTGGTCCCTGAGTATGGGGTCCCCTACGGCAAAGTCGTGACCGGAATAAAGGACATCGGGCCCTGGCCGGACCACTCTGAACCCACGGGTGTGCGATTCTGTGAGGATGCGAAATATGCCCTGCACATGAACACGACTTTCTACTGCTCTGACGAGAAGGCTTACGGATGGGACTGCGACGAAAAGACTCAAAACTTCCTCTCCACATATGAGTACAGCTTGAATGTTGATAGGAGCAGGGCCATCTGGAAGTACTCCATCTACACTAGACCGGTGGGGCTCCAATTGGGAAACTGCACTGTCATTGACAGAGTGTATGTTGGAACCATGTGGGGCAGTCACAAGGAGTTGTACCCCCTGGTTGAGTTCGACGAGGACCCGCTGCCGGATGGCAGCAACAGGTATAGTGTTAGGGTGCTTCCCAACGGGAGATGTCAACTTCTGCCAAATCAGCACGCCTCATTGGCCCTCAAGGCCTCTGAGGTGCAAGAGCCCAAAGTGAAATATCGAGCACCATTTCACGTCTATGACCAGCTAACCCCTCATGGCCCCTCCATCGGGTGGTTTGACCAGGTGTGGCCCGACCCATATGCCTGCATCAGGGAAGGGCAGTGCCAGAGCTACCCCATGAGTAGGGAGCCGTGCAGCGGAGAGAATGACGTCCAAGTGAGGCAGACTCTGGGAGTGACTAGGGGAGGCGTGAAGCACAGGCTCACCATCAGAGTCACGGGAAGGAAAGGGCCTTGCGATCCAATCATAACAGCTGACAGTGGCTACCATGAGGTCACTCGGCGCCATGAGGGGAATACCCTCGTGGTGGTTTGCGACCTCCCTCTACATCAGACTGTGGTCACAGTGAGGGCTGGAGACACCTGGAAGGAACATCGAATTGCCAAGGATGCTTATCAGACTATTCACGAACAGGAAGACGATTTTGGCCACATCCCTCCGCAGTGGGTGGCTTGGCTGAAGAACTGGTTCGGGGGACTTACTTCGGGGTTAGCCCGGGCCTTTGGCCTGATCAGCCGTCTAGTGGATTTAGTGGTCAACAACTTGCCAACAGTGCTTGTGGCCGTTGTGCTGGCTACCCCATTGGGTTCGGCCTTGTCCCCTGCTCTCCGGGTATTTGTCATCGTTTTAACATACACGGTCACCAGAGTTAAGGCAGACGGTGGAACATCCGACGAGGACGTCTTGAGCGTACCTTTAGAACTCTTCTTGCACGTGGCCATTGCCATGTTCCAGGGACGAGATGTCGCCAACCCTGTTTCGCTTGCTCTGACGGCCCTATCCAACCTCATGCCCATGCCCATGCCACTTGTCTTCTTCACTCTGACGCATCTCCTCATGATCAACAGAGACTGGACCCTAGCGCTGGCAGGGGCCCTGGCCCACCGGGGGGGGCTGCCCGGCGTTGCTCTCTACCACATGGCCAACAGTGGCCGCCTTCGCAGGTGGGCCCAGGATCTGGCAAAAAAGGCTGAGGCGGAGGCTGTGGAGCAGCTCCCGGAGAGTCACCCATGGTTTGACCCACCCATCCGAGGCCTTTGGCAGGATCTGGTGGGGCTGCAGTACCACTCTCAAGGGTACGTAGCATCCACACTGCAGGCGTTCCTCAGCGCCAGCAGGGCCAAGAGAGAGAAAAAGTACCGTAGGGTTGCATTCGTGAGAAAGGGAGACATCAGGTCCTTCAAAAACTTTTTTCTTTATCCGGGAGAGTATCACAGGCTCATGCCACACCTCCTGGCCATGTCACCATCGCAGCGTAAAGTGTTCAGAAACAACATACCTACCATCCTCACTCGTAGAGAGGGTGAGTATGGTCCACTACTTCACGGCTTAAAAATAGCTGGATACGTGGGAGACCTAGCCGCCGCCAGCTAGGCTCCTTACACAGAGGCGGGAACGGAGTCTGACCCAGGAAAGGTACCGGACACTCGAACACGGAACGAATTTCCTCCTCATTTATTTTTCCTTGTTCTATTCTTTTTTTGTTTAATTTCTTTTCCCCTCTTCCCCGCCTACCGGCTTGGGGGTTTAAGAGGGAGCTTAATCTTATGCTATGACG

>MT308_ON186507
CGTCCTGAAACAAGTTGGGGAAAGGAAAGAATAACAAACAGAAAAGAACAAAAAAATAGAGAAAGAAACTGCTAAGACAAAACAAGAATGGCAAATGACACCATTGCCAATACCATCAACAATGCTGCAGAGAAGGTTCAGGCAGTGGTCCAGAAGCTTCTGGGTGGTTCATCCTTTAACACTGTTTACCTGCTCGTGCTTGCTGCTGCTTGGTTCTTCACAGGAGACGTCTATATCACCATCTTCAGCGCCATCACCGCTGTGGGACCGGCTTCTAGGGCGGACGCGGCGCTCGTCCCACTCATCGCCGCAATCATCATTCGCAGACAAAACCGCATTCTTTCGCGCGCAGCTCTCGCGCTCGCGGCAGCTTGCTATGTCGGGCTCATGCCGTCACTGGCAGCTTAGTTCATCTGTGGGCTCCGCGAGCGAACCTGGCCCCCTCTGGGACCAGGTTCTCGAGTGGAGATTCTGGGTGGTCCCTGAGTATGGGGTCCCCTACGGCAAAGTCGTGACCGGAATAAAGGACATCGGGCCCTGGCCGGACCACTCTGAACCCACGGGTGTGCGATTCTGTGAGGATGCAAAATATGCCCTGCACATGAACACGACTTTCTACTGCTCTGACGAGAAGGCTTACGGATGGGACTGCGACGAAAAGACTCAAAACTTCCTCTCCACATATGAGTACAGCTTGAATGTTGATAGGAGCAGGGCCATCTGGAAGTACTCCATCTACACTAGACCGGTGGGGCTCCAACTGGGAAACTGCACTGTCATTGACAGAGTGTATGTTGGAACCATGTGGGGCAGCCACAAGGAGTTGTACCCCCTGGTTGAGTTCGACGAGGACCCGCTGCCGGATGGCAGCAACAGGTATAGTGTTAGGGTGCTTCCCAACGGGAGATGTCAACTTCTGCCAAACCAGCACGCCTCATTGGCCCTCAAGGCCTCTGAGGTGCAAGAGCCCAAAGTGAAATATCGAGCACCATTTCATGTCTATGACCAGCTAACCCCTCATGGCCCCTCCATCGGGTGGTTTGACCAGGTGTGGCCCGACCCATATGCTTGCATTAGGGAAGGGCAGTGCCAGAGCTACCCCATGAGTAGGGAGCCGTGCAGCGGAGAGAATGATGTCCAAATGAGGCAGACTCTGGGAGTGACTAGGGGAGGCGTGAAGCACAGGCTTACCATCAGAGTCACGGGAAGGAGAGGGCCTTGCGATCCAATCATAACAGCTGACAGTGGCTACCATGAGGTCACCCGGCGCCATGAAGGGAACACCCTCGTGGTGATTTGCGACCTCCCTCTACATCAGACTGTGGTCACAGTGAGGGCCGGAGACACCTGGAAGGAACATCGAATTGCCAAGGATGCTTATCAGACTATTCACGAACAGGAAGACGATTTTGGCCACATCCCTCCGCAGTGGGTGGCTTGGCTGAAGAACTGGTTCGGGGGACTCACCTCGGGGCTAGCCCGGGCCTTTGGCCTGATCAGCCGTCTAGCGGATTTAGTGGTCAACAACTTGCCAACAGTGCTTGTGGCCGTGGTGCTGGCTACCCCATTGGGTTCGGCCTTGTCCCCTGCTCTCCGGGTCTTTGTCATCGTCCTAACATACACGGTCACCAGAGCCAAGGCAGACGGTGGAACATCCGACGAGGACGTCTTGAGCGTACCTCTAGAACTCTTCTTGCACGTGGCCATTGCCATGTTCCAGGGACGAGATGTCGCCAACCCTGTTTCGCTTGCTTTGACGGCCCTATCCAACCTCGTGCCCATGCCCATGCCACTTGTCTTCTTCACTCTGACGCATCTCCTCATGATCAACAGAGACTGGACCCTAGCGTTGGCAGGGGCCCTGGCCCACCGGGGGGGGCTGCCCGGCGTTGCTCTCTACCACATGGTCAACAGTGGCCGCCTTCGCAGGTGGGCCCAGGATCTGGCAAAAAAGGCTGAGGCGGAGGCTGTGGAGCAGCTCCCGGAGAGCCACCCATGGTTTGACCCACCCATCCGAGGCCTTTGGCAAGATCTGGTGGGGCTGCAGTACCATTCCCAAGGGTACGTAGCATCCACACTGCAGGCGTTCCTCAGCGCCAGCAGGGCCAAGAGAGAAAAAAAATACCGTAGGGTCGCATTCGTGAGAAAGGGAGACATCAGGTCCTTCAAAAACTTTTTTCTTTATCCGGGAGAGTATCACAGGCTCATGCCACACCTCCTGGCCATGTCACCATCGCAGCGTAAAGTGTTCAGAAATAACATACCCACCATCCTCACTCGTAGAGAGGGTGAGTATGGTCCACTACTTCACGGCTTAAAAATAGCTGGATATGTGGGAGACCTAGCCGCCGCCAGCTAGGCTCCTTACACAGAGGCGGGAACGGAGTCTGACCTAGGAAAGGTACCGGACACTCGAACACGGAACGAATTTCCTCCTCATTTATTTTCCCTTGTTCTATTCTTTTTTGTTTAATTTCTTTTCCCCTCTTCCCCGCCTACCGGCTTGGGGGTTTAAGAGGGAGCTCAATCTTATGCTATGACG

>MT304_ON186508	
CGTCCTGAAACAAGTTGGGGAAAGGAAAGAATAACAAACAGAAAAGAACAAAAAAATAGAGAAAGAAACTGCTAAGACAAAACAAGAATGGCAAATGACACCATTGCCAATACCATCAACAATGCTGCAGAGAAGGTTCAGGCAGTGGTCCAGAAGCTTCTGGGTGGTTCATCCTTTAACACTGTTTACCTGCTCGTGCTTGCTGCTGCTTGGTTCTTCACAGGAGACGTCTATATCACCATCTTCAGCGCCATCACCGCTGTGGGACCGGCTTCTAGGGCGGACGCGGCGCTCGTCCCACTCATCGCCGCAATCATCATTCGCAGACAAAACCGCATTCTTTCGCGCGCAGCTCTCGCGCTCGCGGCAGCTTGCTATGTCGGGCTCATGCCGTCACTGGCAGCTTAGTTCATCTGTGGGCTCCGCGAGCGAACCTGGCCCCCTCTGGGACCAGGTTCTCGAGTGGAGATTCTGGGTGGTCCCTGAGTATGGGGTCCCCTACGGCAAAGTCGTGACCGGAATAAAGGACATCGGGCCCTGGCCGGACCACTCTGAACCCACGGGTGTGCGATTCTGTGAGGATGCAAAATATGCCCTGCACATGAACACGACTTTCTACTGCTCTGACGAGAAGGCTTACGGATGGGACTGCGACGAAAAGACTCAAAACTTCCTCTCCACATATGAGTACAGCTTGAATGTTGATAGGAGCAGGGCCATCTGGAAGTACTCCATCTACACTAGACCGGTGGGGCTCCAACTGGGAAACTGCACTGTCATTGACAGAGTGTATGTTGGAACCATGTGGGGCAGCCACAAGGAGTTGTACCCCCTGGTTGAGTTCGACGAGGACCCGCTGCCGGATGGCAGCAACAGGTATAGTGTTAGGGTGCTTCCCAACGGGAGATGTCAACTTCTGCCAAACCAGCACGCCTCATTGGCCCTCAAGGCCTCTGAGGTGCAAGAGCCCAAAGTGAAATATCGAGCACCATTTCATGTCTATGACCAGCTAACCCCTCATGGCCCCTCCATCGGGTGGTTTGACCAGGTGTGGCCCGACCCATATGCTTGCATTAGGGAAGGGCAGTGCCAGAGCTACCCCATGAGTAGGGAGCCGTGCAGCGGAGAGAATGATGTCCAAATGAGGCAGACTCTGGGAGTGACTAGGGGAGGCGTGAAGCACAGGCTTACCATCAGAGTCACGGGAAGGAGAGGGCCTTGCGATCCAATCATAACAGCTGACAGTGGCTACCATGAGGTCACCCGGCGCCATGAAGGGAACACCCTCGTGGTGATTTGCGACCTCCCTCTACATCAGACTGTGGTCACAGTGAGGGCCGGAGACACCTGGAAGGAACATCGAATTGCCAAGGATGCTTATCAGACTATTCACGAACAGGAAGACGATTTTGGCCACATCCCTCCGCAGTGGGTGGCTTGGCTGAAGAACTGGTTCGGGGGACTCACCTCGGGGCTAGCCCGGGCCTTTGGCCTGATCAGCCGTCTAGCGGATTTAGTGGTCAACAACTTGCCAACAGTGCTTGTGGCCGTGGTGCTGGCTACCCCATTGGGTTCGGCCTTGTCCCCTGCTCTCCGGGTCTTTGTCATCGTCCTAACATACACGGTCACCAGAGCCAAGGCAGACGGTGGAACATCCGACGAGGACGTCTTGAGCGTACCTCTAGAACTCTTCTTGCACGTGGCCATTGCCATGTTCCAGGGACGAGATGTCGCCAACCCTGTTTCGCTTGCTTTGACGGCCCTATCCAACCTCGTGCCCATGCCCATGCCACTTGTCTTCTTCACTCTGACGCATCTCCTCATGATCAACAGAGACTGGACCCTAGCGTTGGCAGGGGCCCTGGCCCACCGGGGGGGGCTGCCCGGCGTTGCTCTCTACCACATGGTCAACAGTGGCCGCCTTCGCAGGTGGGCCCAGGATCTGGCAAAAAAGGCTGAGGCGGAGGCTGTGGAGCAGCTCCCGGAGAGCCACCCATGGTTTGACCCACCCATCCGAGGCCTTTGGCAAGATCTGGTGGGGCTGCAGTACCATTCCCAAGGGTACGTAGCATCCACACTGCAGGCGTTCCTCAGCGCCAGCAGGGCCAAGAGAGAAAAAAAATACCGTAGGGTCGCATTCGTGAGAAAGGGAGACATCAGGTCCTTCAAAAACTTTTTTCTTTATCCGGGAGAGTATCACAGGCTCATGCCACACCTCCTGGCCATGTCACCATCGCAGCGTAAAGTGTTCAGAAATAACATACCCACCATCCTCACTCGTAGAGAGGGTGAGTATGGTCCACTACTTCACGGCTTAAAAATAGCTGGATATGTGGGAGACCTAGCCGCCGCCAGCTAGGCTCCTTACACAGAGGCGGGAACGGAGTCTGACCTAGGAAAGGTACCGGACACTCGAACACGGAACGAATTTCCTCCTCATTTATTTTCCCTTGTTCTATTCTTTTTTGTTTAATTTCTTTTCCCCTCTTCCCCGCCTACCGGCTTGGGGGTTTAAGAGGGAGCTCAATCTTATGCTATGACG

>MT297_ON186509
CGTCCTGAAACAAGTTGGGGAAAGGAAAGAATAACAAACAGAAAAGAACAAAAAAATAGAGAAAGAAACTGCTAAGACAAAACAAGAATGGCAAATGACACCATTGCCAATACCATCAACAATGCTGCAGAGAAGGTTCAGGCAGTGGTCCAGAAGCTTCTGGGTGGTTCATCCTTTAACACTGTTTACCTGCTCGTGCTTGCTGCTGCTTGGTTCTTCACAGGAGACGTCTATATCACCATCTTCAGCGCCATCACCGCTGTGGGACCGGCTTCTAGGGCGGACGCGGCGCTCGTCCCACTCATCGCCGCAATCATCATTCGCAGACAAAACCGCATTCTTTCGCGCGCAGCTCTCGCGCTCGCGGCAGCTTGCTATGTCGGGCTCATGCCGTCACTGGCAGCTTAGTTCATCTGTGGGCTCCGCGAGCGAACCTGGCCCCCTCTGGGACCAGGTTCTCGAGTGGAGATTCTGGGTGGTCCCTGAGTATGGGGTCCCCTACGGCAAAGTCGTGACCGGAATAAAGGACATCGGGCCCTGGCCGGACCACTCTGAACCCACGGGTGTGCGATTCTGTGAGGATGCAAAATATGCCCTGCACATGAACACGACTTTCTACTGCTCTGACGAGAAGGCTTACGGATGGGACTGCGACGAAAAGACTCAAAACTTCCTCTCCACATATGAGTACAGCTTGAATGTTGATAGGAGCAGGGCCATCTGGAAGTACTCCATCTACACTAGACCGGTGGGGCTCCAACTGGGAAACTGCACTGTCATTGACAGAGTGTATGTTGGAACCATGTGGGGCAGCCACAAGGAGTTGTACCCCCTGGTTGAGTTCGACGAGGACCCGCTGCCGGATGGCAGCAACAGGTATAGTGTTAGGGTGCTTCCCAACGGGAGATGTCAACTTCTGCCAAACCAGCACGCCTCATTGGCCCTCAAGGCCTCTGAGGTGCAAGAGCCCAAAGTGAAATATCGAGCACCATTTCATGTCTATGACCAGCTAACCCCTCATGGCCCCTCCATCGGGTGGTTTGACCAGGTGTGGCCCGACCCACATGCTTGCATTAGGGAAGGGCAGTGCCAGAGCTACCCCATGAGTAGGGAGCCGTGCAGCGGAGAGAATGATGTCCAAATGAGGCAGACTCTGGGAGTGACTAGGGGAGGCGTGAAGCACAGGCTTACCATCAGAGTCACGGGAAGGAGAGGGCCTTGCGATCCAATCATAACAGCTGACAGTGGCTACCATGAGGTCACCCGGCGCCATGAAGGGAACACCCTCGTGGTGATTTGCGACCTCCCTCTACATCAGACTGTGGTCACAGTGAGGGCCGGAGACACCTGGAAGGAACATCGAATTGCCAAGGATGCTTATCAGACTATTCACGAACAGGAAGACGATTTTGGCCACATCCCTCCGCAGTGGGTGGCTTGGCTGAAGAACTGGTTCGGGGGACTCACCTCGGGGCTAGCCCGGGCCTTTGGCCTGATCAGCCGTCTAGCGGATTTAGTGGTCAACAACTTGCCAACAGTGCTTGTGGCCGTGGTGCTGGCTACCCCATTGGGTTCGGCCTTGTCCCCTGCTCTCCGGGTCTTTGTCATCGTCCTAACATACACGGTCACCAGAGCCAAGGCAGACGGTGGAACATCCGACGAGGACGTCTTGAGCGTACCTCTAGAACTCTTCTTGCACGTGGCCATTGCCATGTTCCAGGGACGAGATGTCGCCAACCCTGTTTCGCTTGCTTTGACGGCCCTATCCAACCTCGTGCCCATGCCCATGCCACTTGTCTTCTTCACTCTGACGCATCTCCTCATGATCAACAGAGACTGGACCCTAGCGTTGGCAGGGGCCCTGGCCCACCGGGGGGGGCTGCCCGGCGTTGCTCTCTACCACATGGTCAACAGTGGCCGCCTTCGCAGGTGGGCCCAGGATCTGGCAAAAAAGGCTGAGGCGGAGGCTGTGGAGCAGCTCCCGGAGAGCCACCCATGGTTTGACCCACCCATCCGAGGCCTTTGGCAAGATCTGGTGGGGCTGCAGTACCATTCCCAAGGGTACGTAGCATCCACACTGCAGGCGTTCCTCAGCGCCAGCAGGGCCAAGAGAGAAAAAAAATACCGTAGGGTCGCATTCGTGAGAAAGGGAGACATCAGGTCCTTCAAAAACTTTTTTCTTTATCCGGGAGAGTATCACAGGCTCATGCCACACCTCCTGGCCATGTCACCATCGCAGCGTAAAGTGTTCAGAAATAACATACCCACCATCCTCACTCGTAGAGAGGGTGAGTATGGTCCGCTACTTCACGGCTTAAAAATAGCTGGATATGTGGGAGACCTAGCCGCCGCCAGCTAGGCTCCTTACACAGAGGCGGGAACGGAGTCTGACCTAGGAAAGGTACCGGACACTCGAACACGGAACGAATTTCCTCCTCATTTATTTTCCCTTGTTCTATTCTTTTTTGTTTAATTTCTTTTCCCCTCTTCCCCGCCTACCGGCTTGGGGGTTTAAGAGGGAGCTCAATCTTATGCTATGACG

>MT290_ON186510
CGTCCTGAAACAAGTTGGGGAAAGGAAAGAATAACAAACAGAAAAGAACAAAAAAATAGAGAAAGAAACTGCTAAGACAAAACAAGAATGGCAAATGACACCATTGCCAATACCATCAACAATGCTGCAGAGAAGGTTCAGGCAGTGGTCCAGAAGCTTCTGGGTGGTTCATCCTTTAACACTGTTTACCTGCTCGTGCTTGCTGCTGCTTGGTTCTTCACAGGAGACGTCTATATCACCATCTTCAGCGCCATCACCGCTGTGGGACCGGCTTCTAGGGCGGACGCGGCGCTCGTCCCACTCATCGCCGCAATCATCATTCGCAGACAAAACCGCATTCTTTCGCGCGCAGCTCTCGCGCTCGCGGCAGCTTGCTATGTCGGGCTCATGCCGTCACTGGCAGCTTAGTTCATCTGTGGGCTCCGCGAGCGAACCTGGCCCCCTCTGGGACCAGGTTCTCGAGTGGAGATTCTGGGTGGTCCCTGAGTATGGGGTCCCCTACGGCAAAGTCGTGACCGGAATAAAGGACATCGGGCCCTGGCCGGACCACTCTGAACCCACGGGTGTGCGATTCTGTGAGGATGCAAAATATGCCCTGCACATGAACACGACTTTCTACTGCTCTGACGAGAAGGCTTACGGATGGGACTGCGACGAAAAGACTCAAAACTTCCTCTCCACATATGAGTACAGCTTGAATGTTGATAGGAGCAGGGCCATCTGGAAGTACTCCATCTACACTAGACCGGTGGGGCTCCAACTGGGAAACTGCACTGTCATTGACAGAGTGTATGTTGGAACCATGTGGGGCAGCCACAAGGAGTTGTACCCCCTGGTTGAGTTCGACGAGGACCCGCTGCCGGATGGCAGCAACAGGTATAGTGTTAGGGTGCTTCCCAACGGGAGATGTCAACTTCTGCCAAACCAGCACGCCTCATTGGCCCTCAAGGCCTCTGAGGTGCAAGAGCCCAAAGTGAAATATCGAGCACCATTTCATGTCTATGACCAGCTAACCCCTCATGGCCCCTCCATCGGGTGGTTTGACCAGGTGTGGCCCGACCCATATGCTTGCATTAGGGAAGGGCAGTGCCAGAGCTACCCCATGAGTAGGGAGCCGTGCAGCGGAGAGAATGATGTCCAAATGAGGCAGACTCTGGGAGTGACTAGGGGAGGCGTGAAGCACAGGCTTACCATCAGAGTCACGGGAAGGAGAGGGCCTTGCGATCCAATCATAACAGCTGACAGTGGCTACCATGAGGTCACCCGGCGCCATGAAGGGAACACCCTCGTGGTGATTTGCGACCTCCCTCTACATCAGACTGTGGTCACAGTGAGGGCCGGAGACACCTGGAAGGAACATCGAATTGCCAAGGATGCTTATCAGACTATTCACGAACAGGAAGACGATTTTGGCCACATCCCTCCGCAGTGGGTGGCTTGGCTGAAGAACTGGTTCGGGGGACTCACCTCGGGGCTAGCCCGGGCCTTTGGCCTGATCAGCCGTCTAGCGGATTTAGTGGTTAACAACTTGCCAACAGTGCTTGTGGCCGTGGTGCTGGCTACCCCATTGGGTTCGGCCTTGTCCCCTGCTCTCCGGGTCTTTGTCATCGTCCTAACATACACGGTCACCAGAGCCAAGGCAGACGGTGGAACATCCGACGAGGACGTCTTGAGCGTACCTCTAGAACTCTTCTTGCACGTGGCCATTGCCATGTTCCAGGGACGAGATGTCGCCAACCCTGTTTCGCTTGCTTTGACGGCCCTATCCAACCTCGTGCCCATGCCCATGCCACTTGTCTTCTTCACTCTGACGCATCTCCTCATGATCAACAGAGACTGGACCCTAGCGTTGGCAGGGGCCCTGGCCCACCGGGGGGGGCTGCCCGGCGTTGCTCTCTACCACATGGTCAACAGTGGCCGCCTTCGCAGGTGGGCCCAGGATCTGGCAAAAAAGGCTGAGGCGGAGGCTGTGGAGCAGCTCCCGGAGAGCCACCCATGGTTTGACCCACCCATCCGAGGCCTTTGGCAAGATCTGGTGGGGCTGCAGTACCATTCCCAAGGGTACGTAGCATCCACACTGCAGGCGTTCCTCAGCGCCAGCAGGGCCAAGAGAGAAAAAAAATACCGTAGGGTCGCATTCGTGAGAAAGGGAGACATCAGGTCCTTCAAAAACTTTTTTCTTTATCCGGGAGAGTATCACAGGCTCATGCCACACCTCCTGGCCATGTCACCATCGCAGCGTAAAGTGTTCAGAAATAACATACCCACCATCCTCACTCGTAGAGAGGGTGAGTATGGTCCACTACTTCACGGCTTAAAAATAGCTGGATATGTGGGAGACCTAGCCGCCGCCAGCTAGGCTCCTTACACAGAGGCGGGAACGGAGTCTGACCTAGGAAAGGTACCGGACACTCGAACACGGAACGAATTTCCTCCTCATTTATTTTCCCTTGTTCTATTCTTTTTTGTTTAATTTCTTTTCCCCTCTTCCCCGCCTACCGGCTTGGGGGTTTAAGAGGGAGCTCAATCTTATGCTATGACG

>MT293_ON186511
CGTCCTGAAACAAGTTGGGGAAAGGAATAAATAACAAACAGAAAAGAACAAAAAAATAGAGAAAGAAACTGCTAAGACAAAACAAGAATGGCAAATGACACCATTGCCAATACCATCAACAATGCTGCAGAGAAGGTGCAGGCAGTGGTCCAGAAGCTTCTGGGCGGTTCATCCTTTAACACTGTTTACCTACTCGTGCTTGCTGCTGCTTGGTTCTTCACTGGAGACGTCTACATCATCATCTTCAGCGCCATCACCGCTGTGGGACCGGCTTCTAGGGCGGACGCGGCGCTCGTCCCCCTCATCGCCGCAATCATCATTCGCAGACAAAACCGCATTCTTTCGCGCGCAGCTCTCGCGCTCGCGGCAGCTTGCTACGTCGGGCTCATGCCGTCACTGGCAGCTTAGTTCATCTGTGGGCTCCGCGAGTGAGCCTGGCCCCCTCTGGGACCAGGCTCTCGAGTGGAGGTTCTGGGTGGTCCCTGAGTATGGGGTCCCCTACGGCAAAGTTGTGACCGGAATAAAAGACATCGGGCCCTGGCCGGACTACTCTGAACCCACAGGCGTGCGATTCTGTGAGGATGCAAAATATGCCCTACACATGAACACGACTTTCCATTGCTCTGATGAGAAGGCCTATGGATGGGACTGTGACGAAAAGACTCAAACCTTCCTCTCCACATATGAGTACAGCTTGAATGTGGATAGGAGTAGGGCTATCTGGAAGTACTCCATCTACACCAGACCGGTAGGGCTCCAACTGGGAAACTGCACTGTCACCGACAGAGTGTATGTTGGAACCATGTGGGGCAGCCACAAGGAATTGTACCCCCTGGTTGAGTTTGATGAGGACCCGCTGCCGGATGGCAGTAACAGATACAGTGTTAGAGTGCTCCCCAACGGGAGATGCCAACTTCTGCCAAACCAGCATGCCTCGTTGGCTTTTAGGGCCTCCGAGGTCCTAGAGCCCAAGGTGAAATATCGAGCACCATTCCATGTCTATGACCAGCTAACCCCTCATGGCCCCTCTATCGGGTGGTTCGACCAGGCGTGGCCCGACCCTTATGCTTGCATCAGGGAAGGGCAGTGTCAGAGCTACCCCATGAGCAGGGAGCCGTGTAGCGGAGAGAACGAAGTCCAAATGAGGCAAACTCTGGGAGTGACTAGGGGAGGTGTGAAGCATAGGCTCACCATCAGGGTCACGGGAAGGAGAGGGCCTTGCGATCCAATCATAACAGCTGACAGTGGCTACCATGAGGTCACCCGGCGCCATGAGGGGAACACCCTCGTGGTGGTTTGTGACCTCCCTTTACATCAGACTGTGGTCACAGTGAGGGCCGGAGACACCTGGAGGGAACACCGAATCGTTAAGGATGTGTACCAGACTATCCACGAACAGGAAGACGATTTTGGCCATATCCCCCCGCAATGGGTGGCCTGGCTGAAGAACTGGTTTGGGGGGCTCACCTCGGGATTGGCCCGGGCATTCGGCCTAATCAGCCGTCTAGTGGATCTAGTGGTCAACAATTTACCAACAGTACTTGTGGCCGTGGTGCTGGCCACCCCATTGGGTTCGGCCTTGTCCCCTGCTCTCAGGGTTTTCGTCATCGTCCTAACGTACACAGTTACCAGGGCCAAGGCAGATGGGGGAACATCTGACGGGGACGTCTTGAGCGTACCCCTGGAACTCTTCTTGCACGTGGCTATTGCTATGTTCCAGGGACGGGACGTCGCTAACCCTGTCTCGCTGGCTCTGACGGCCCTATCCAACCTCATGCCCATGCCCATGCCACTTGTCTTCTTCACTCTGACGCATCTCCTCATAGTCAACAGAGACTGGACCCTAGCGCTGGCAGGGGCCCTGGCCCACCGGGGGGGGCTGCCCGGCGTCGCTCTCTACCACATGGTCAACAGTGGTCGCCTCCGCAGGCTGGGCCAGGATTTGGCAAAAAAGGCTGAGGCGGAGGCTGTGGAACAGCTCCCAGAGAGCCACCCGTGGTTTGACCCACCTATTCGAGGCCTCTGGCAGGACCTGGTGGGGCTGCAGTACCACTCTCAAGGGTATGTAGCATCCACACTGCAGGCGTTTCTCAGCGCCAGCAGGGCCAAGAGAGAGAAAAAGTACCGCAGGGTCGCATTTGTGAGAAAGGGAGACATCAGGTCCTTTAAAAACTTTTTTCTTTATCCGGGAGAGTACCACAGACTCATGCCACATCTCCTAGCTATGTCACCATCACAGCGTAAAGTGTTCAGAAACAACATACCTACCATCCTCACTCGTAGAGAGGGTGAGTATGGTCCACTACTTCACGGCCTAAAAATAGCTGGATACGTGGGAGACCTGGCCGCCGCCAGCTAGGCTCCTAACACAAAGGCGGGAACGGAACTCGACCCAGGAAAGGCACCAGACACTCGGACGCGGAACGGTCTTCCTCCTCATTTATTTTTTCTTGTTCTATTCTTTTTTGTTTAACTTCTTTTCCCCTCTTCCCCACCTACTGGCTTGGGGGCTTAAGAGGGAGCTTAGTCTTATGCTATGACG
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AAACAGAAAAAACTCACAAGTGATTGTTGAGAACTTGACATGGCTACCCCAGTGGTAGCAGCCTTGAGCTGCGTATTGGCCGCAGTGGACAAGGGATTGGCTCCCAATGTGGGGGCCAAGGGTCTCTTAGCTATGGCGGCAGCATCTGCGTTGGCACCGGAATTGGTGCTGGCTGCAGCTTGGCTCTCCATACTGAAAGGAAACTCACCAGGTCGGGAAATGAACTACACACAAAGACACTTCATGGAGCTGCTGCCCACCATCGGATGGCTATCTCTGGAATACGCGGCTCCACTGGATATCGTCCTAAACGAAGAAGACACACCACACCAGGAGGACAGAAGACTATATGAGAAGGCACTGAGCCTCTCCTACATAGGGAGAACCAGAAACTATTTGCTGACAGCGATAGTGGTGTTGACATTGGCGAGCGTGTTCTACAGCCCGTCTGCGGGCGTTCTGGGGGCCGTTGTCATTCTGACGGTATCCTTCCTGCCACGAGGAGATCTGGGGGGAAGAACGCTGGATGACAGTGCGCCAGTTGGAGAGGCAGAGGGGATCTACCGGGTTTTTGAGCACATCGGACCATGGGCCTTCATGAAAGGTGTCGCTACTGTGACGGGGGGGAGCATCGTGTCCTCGCTTCATGTGACAGGGGATAGAGCAGTATGGATAGAGGACCGCAGGTATGAGCCCAGCGTGGTTCAGCCTAGCGGCGACTTCATAGCTTGGGGGAGACCACCGGTCATAAAACCTCTAAAGGAGGACGACGAGGTGGTGGCCCTGGCACTACACCCAATCACGGACACGGTGCTGCCACTGAGATCGAGAACAGCCAGAATGCAGGGAAATGCTATCTACCGCATCAGCAAAACCTCACCAGGAGTGAGCGGGTCACCGCTCTTTGTGGTTGACCTTAATGAGAATGGAGACCGCACCTTCGCACTAGCGGGGACAATAGGGAGAAGTATACGTGCAGGACCCTACCATCAATATGAGATCCAATCACATTTGCCGTTGCCTACCACACCATATGACACTATACTCAGAGCAGGCATAGTCCTCCAGCTATTTAGCCATCCGGGGGCGGGAAAGACCCGTGCAATACCGGAGTACGTCAGGCAGCTTATGACCTGGTCCAACAAGGTCTATGTCGCCGGCCCAACCCGGGTGGTTGCTAGAGAGATGCTGGAGGCGCTGGAGGGCACCCGGTGGGTGTGCGCCATGGTAAAGGGGCTTCCAAAACCCCACGCCTTGGCCAGAGTGGTTGTTACAACACACCAAACCTTACTCCGCTACGCGCTCACCTCCGGGCTCTTGGCCTCGCGAGATGTGTCATATGTGCTGGATGAGACGCATGTCGACTCAGCGCAGACCAAGGTTCTGCGAGCACTGGTACATCAGGCTGTGGGAAAGGACAAAAGCAAGGCAGCTTGCATAGAGATGACTGCCACCGGGAGAGACTCCACCAGCGGAGAGATAAGAGTGGCGACGGATAGCAACTACCACATCGAAGAGCACGTCTATACCACACCTGTGGCCCAGGCAGTTAAACAGTATGCTGACACATACGGACCGAGGCGAATTGCGGTCTTCGTGCCAGGCCTGACGGGGAAGAGCGGAGCCTTACAGGTAGCTAAACAGGTCAGGCAGCTCACCGACTACGCCACGGTGGTCCTGAGTAGGAAGACGTATGAAAAGAACATCAAGCTGATCTTTAGGGGCTACCCTAGAGGGCTGTGCATAGTGACCACCTCCATCAGTGAATGTGGAGCCAACTATGACCTAGACGCAGTTTTTGACACATGCCAACAATACCACTACCTTGTTACGGCTTCAGGAACTAAGGGAATGATAACCCCCTCCACCCAAGCCCAGACCTGCCAAAGGAGAGGCAGGGTTGGAAGGAGAAAGGAGGGCCAGTACTACCGGCCAGCAAATTATGATCTGCTGCAAGCCCCTCCCCTGGATCACCCCGACTCGGTCACTCTGCTGGAGGCCAACATGTGCCTTAGGGCACTGGGGCTCCCGGAGGAGCCGTGTGGAAGAGTTGTTGAGGAGGCGATGCTAAAAATGCAGCCCTCCAAGGATCAGGTGTATAGGTGGCTGACCGAGGGAGACACGGAGACTCTAACAGAGACCATGGCCATGTACAACGTTGAAGGTGGAAGAAGAAGCCGTGAGCAGGAGAGAACAGTTCGAAATAGGATGAAAACCTACTTCCATGACGTCAGATGGGAGAGAGTGGAAGATCAAGAAGAAACACCACAACCAAGACCAGGAGAATACATCTGGGATGAAGAGGGCCCTGAGATGATACAAGGAGCATCGTATGCTAGGGCCCCACCACCTCACAGAATACGAGTGAACGAAGCCACCTACCTCAGGGGCACAGTCATAGAGACCCTGAGAGAGGAGGCGGACAGAGAGCTGAGAGAGACGGTGGCTGAGCAGCGGGAAGAATAGGCCGCGCTCACGTAGCCACACGGACGCGACTCGGACTGTCACACGGAACAGAGGACAAGGATCACAAGTTCAAGACAAACACTGGCGCCCTAGCAAAGACTAGGTTGCGGCTCGCGCCACCGCAAACAAAAAAATAGAAAAAACGAAACACAAAAGTCTGTAGTTAAAGCG
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AAACAGAAAAAACTCACAAGTGATTGTTGAGAACTTGACATGGCTACCCCAGTGGTAGCAGCCTTGAGCTGCGTATTGGCCGCAGTGGACAAGGGATTGGCTCCCAATGTGGGGGCCAAGGGTCTCTTAGCTATGGCGGCAGCATCTGCGTTGGCACCGGAATTGGTGCTGGCTGCAGCTTGGCTCTCCATACTGAAAGGAAACTCACCAGGTCGGGAAATGAACTACACACAAAGACACTTCATGGAGCTGCTGCCCACCATCGGATGGCTATCTCTGGAATACGCGGCTCCACTGGATATCGTCCTAAACGAAGAAGACACACCACACCAGGAGGACAGAAGACTATATGAGAAGGCACTGAGCCTCTCCTACATAGGGAGAACCAGAAACTATTTGCTGACAGCGATAGTGGTGTTGACATTGGCGAGCGTGTTCTACAGCCCGTCTGCGGGCGTTCTGGGGGCCGTTGTCATTCTGACGGTATCCTTCCTGCCACGAGGAGATCTGGGGGGAAGAACGCTGGATGACAGTGCGCCAGTTGGAGAGGCAGAGGGGATCTACCGGGTTTTTGAGCACATCGGACCATGGGCCTTCATGAAAGGTGTCGCTACTGTGACGGGGGGGAGCATCGTGTCCTCGCTTCATGTGACAGGGGATAGAGCAGTATGGATAGAGGACCGCAGGTATGAGCCCAGCGTGGTTCAGCCTAGCGGCGACTTCATAGCTTGGGGGAGACCACCGGTCATAAAACCTCTAAAGGAGGACGACGAGGTGGTGGCCCTGGCACTACACCCAATCACGGACACGGTGCTGCCACTGAGATCGAGAACAGCCAGAATGCAGGGAAATGCTATCTACCGCATCAGCAAAACCTCACCAGGAGTGAGCGGGTCACCGCTCTTTGTGGTTGACCTTAATGAGAATGGAGACCGCACCTTCGCACTAGCGGGGACAATAGGGAGAAGTATACGTGCAGGACCCTACCATCAATATGAGATCCAATCACATTTGCCGTTGCCTACCACACCATATGACACTATACTCAGAGCAGGCATAGTCCTCCAGCTATTTAGCCATCCGGGGGCGGGAAAGACCCGTGCAATACCGGAGTACGTCAGGCAGCTTATGACCTGGTCCAACAAGGTCTATGTCGCCGGCCCAACCCGGGTGGTTGCTAGAGAGATGCTGGAGGCGCTGGAGGGCACCCGGTGGGTGTGCGCCATGGTAAAGGGGCTTCCAAAACCCCACGCCTTGGCCAGAGTGGTTGTTACAACACACCAAACCTTACTCCGCTACGCGCTCACCTCCGGGCTCTTGGCCTCGCGAGATGTGTCATATGTGCTGGATGAGACGCATGTCGACTCAGCGCAGACCAAGGTTCTGCGAGCACTGGTACATCAGGCTGTGGGAAAGGACAAAAGCAAGGCAGCTTGCATAGAGATGACTGCCACCGGGAGAGACTCCACCAGCGGAGAGATAAGAGTGGCGACGGATAGCAACTACCACATCGAAGAGCACGTCTATACCACACCTGTGGCCCAGGCAGTTAAACAGTATGCTGACACATACGGACCGAGGCGAATTGCGGTCTTCGTGCCAGGCCTGACGGGGAAGAGCGGAGCCTTACAGGTAGCTAAACAGGTCAGGCAGCTCACCGACTACGCCACGGTGGTCCTGAGTAGGAAGACGTATGAAAAGAACATCAAGCTGATCTTTAGGGGCTACCCTAGAGGGCTGTGCATAGTGACCACCTCCATCAGTGAATGTGGAGCCAACTATGACCTAGACGCAGTTTTTGACACATGCCAACAATACCACTACCTTGTTACGGCTTCAGGAACTAAGGGAATGATAACCCCCTCCACCCAAGCCCAGACCTGCCAAAGGAGAGGCAGGGTTGGAAGGAGAAAGGAGGGCCAGTACTACCGGCCAGCAAATTATGATCTGCTGCAAGCCCCTCCCCTGGATCACCCCGACTCGGTCACTCTGCTGGAGGCCAACATGTGCCTTAGGGCACTGGGGCTCCCGGAGGAGCCGTGTGGAAGAGTTGTTGAGGAGGCGATGCTAAAAATGCAGCCCTCCAAGGATCAGGTGTATAGGTGGCTGACCGAGGGAGACACGGAGACTCTAACAGAGACCATGGCCATGTACAACGTTGAAGGTGGAAGAAGAAGCCGTGAGCAGGAGAGAACAGTTCGAAATAGGATGAAAACCTACTTCCATGACGTCAGATGGGAGAGAGTGGAAGATCAAGAAGAAACACCACAACCAAGACCAGGAGAATACATCTGGGATGAAGAGGGCCCTGAGATGATACAAGGAGCATCGTATGCTAGGGCCCCACCACCTCACAGAATGCGAGTGAACGAAGCCACCTACCTCAGGGGCACAGTCATAGAGACCCTGAGAGAGGAGGCGGACAGAGAGCTGAGAGAGACGGTGGCTGAGCAGCGGGAAGAATAGGCCGCGCTCACGTAGCCACACGGACGCGACTCGGACTGTCACACGGAACAGAGGACAAGGATCACAAGTTCAAGACAAACACTGGCGCCCTAGCAAAGACTAGGTTGCGGCTCGCGCCACCGCAAACAAAAAAATAGAAAAAACGAAACACAAAAGTCTGTAGTTAAAGCG
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AGTTGCAAGTGCCATAGCTTGGAATCCCGCCGCAGACTCAAACGAACGAAACACTCCAAAAAGCAAAACCGGCTTCGCAGCTACTGCTAGAAACAGACGGATTTGTGGGAGTACCAACAACAACAATGCCAAACATAAAAACTGCCTTGCTCTTGGTCACCCTGATGGGGTTGGCCTTAGGAGGCAATGACAAGCCAGACTGGGAAAAGGTGAAGCTGCTCGGACAGCAACTGCAGTCGGGCATTGCTACAAAGAACGCCGTAAAAGTGAAGTACTACGCTGAACTAATCATCTCTGAGATGCCTACTGACGAAACAACATATTATGCTGGCCTGAGAACAGGACAAGAAGTGGCACTCACGGTGGGCTCGGCGAAGTCCATCGTCGGAGAGACTCTGAACTTAAGAATCAACCAATGGACTAGGGCAGTCGGGGAGTATCTCATGATCGACCGGCATGTCCCAGGACTGACCCTCCTGATCACGGGAGAGGATGTCTTGAGTGATCTCATGGAATTCGGGTGGAGCTACAGGCTTAACCCTAGCGGACACTACCCTGTATACGCAGCCACCAAGACCCTACCCGGGAAGGGGGGCAGGTACACTGGTGGAAAGACCTACACCGACAGGTATGCCGCGTTCTATGACGGGCACGTAAAAGACCACATGGTAGCAATACACCCTCACCAGGCTGACATCGAGAGAATGACTAAATACGAACCAATCAACCTAGTCTACGCAGATCTAACACCGAGGAGCATTGGTGGAAGACTCGAGCACGTTCTCGTGACGAAGGGCCACTACACAATTCAGGCAGGGAAAATCACCCACGTGTGGGGAGATAAAAAAGACTGTGAAACATGTGATCCGAACTACCAGGTTTTTCAGTAGAGGGGGGACACGCCCAGCCGGTGCCCCCCCGTTCCCGGAAGACAACACCCACGGGAAGGGAAGGTTGGATTCCTGACTGGATGATCATCGCAGGAGATTACTTCAAAAGGCTACAGGGGAAGGCTAACATCATGGGAGAGGGCTTTGACATCATCTTGGATGAAGCTAGGGACCTGTTTCCGTCAAGCAAAGAGTTTGCCCTGCCAGGCTTGATACGACAGTACCTCGAGAGACGGGACGTACCACTGGATTCGGCCTTCTTTCTGGATGTTTTCCTACCGCTGGTCTTGATGGCCCTTGCCATCACGACCAACCGATGGACTCGAATGGCCCTGGCCGTTGGGGTGTACCTTACCGGGTACTACTACATAGCCATCATGCTGGCCGCCACCTCGGTGGTGTCGCTAGCTTTCAAGGCATTCGCACCAAGGAAATGTGAGCGCGGGGACGTTGTGATCGAGAATGGGAGACTCAGTGTGCTGGGTATCACCGCGGTAGCCGTGGCTGCCACGGTGGGCATCCACTACTGGCAACCAAGTCCTTCGCTCATATTTGCGGTGGCCTCATTGGCCGGGTTCGCCGCAATCCTCATGGCTTTACCGACCATCCAATACCATGGCGCCACAGACGTCGCTAAGATGATGATGGCGGTCCTCCTATTCGCAGGGGTGATCTACATCGCGTCCTCTTTTGATGTCGACAAGGACCAGCTATACTTGTTTGTAAAGACGGGCACCCCGACCTACCACATCCCACGTGGAGAGAGAGAAAACGCAGTAAAGCTGGATCAGGTCTACAACCTGGCCCGATACTACGCAAGGTATCCAGCTGATCTGCGTGCCAGATTCGTGACAGAAGAGGCGATATGGGAGTGGGCCCCCGGCACCACATGGACGGTGGCTGAGATGGACTACATGGCAACAATTCTCCACGCGATCGTCTTCAGCCTCGCGGTTTACACCATGTTGACGGATTCAGGGGAAACGGACAGGGTCCTTGGGGACATAAAGATGCGTATCCTAGAAAAAATCAAGACCACAGAGCTCTTTGGGGATGTGACGATGGCAAAGATAACTCTCGCTATCAGCAGGGTTGAGTGGCTTGTCGTCATAGCGGGAAATCTATTGCACACCTACTTTGCCCTAGGGCTTCCGGGCGTTGCGGTCGAGATCCTCCTGGCAGCCGGACTGATGGTACCCACTTACCACCTGTGGAGCAGGACCTACCGAGTCATGTCATACCTGAGAGGGACTAATGGCTACAGACAGCCTGTTGAGGGCCTGCTCCCAGCCCCTACGATAAGGAACACCCAAACGCAGTACACAGCAGGATTGGCAACAATAGTGGGAATCGCGGCTGTGCTCGTAAACCTGTACTACTACCTGATAGGAAGCAACCCCTATTATGTAGCCCACAGCGTGCTAGTCTTCGCAGGCACGTTTGTGATGGTCCAGGACAACGACCAGTTGAACGGCTACCCACTCTTAATGTTGATGGCATACACATTTAACTCCCCAAGTCTGGCACTCATAGGTAGCATCTACAAAAAGTGCCTAGGTAGAGTCCTGTGGAGCAGGACGACTTAGGGGGTTTCGTTCATACCGGAAAAGAC
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AGTTGCAAGTGCCATAGCTTGGAATCCCGCCGCAGACTCAAACGAACGAAACACTCCAAAAAGCAAAACCGGCTTCGCAGCTACTGCTAGAAACAGACGGATTTGTGGGAGTACCAACAACAACAATGCCAAACACAAAAACTGCCTTGCTCTTGGTCACCCTGATGGGGTTGGCCTTAGGAGGCAATGACAAGCCAGACTGGGAAAAGGTGAAGCTGCTCGGACAGCAACTGCAGTCGGGCATTGCTACAAAGAACGCCGTAAAAGTGAAGTACTACGCTGAACTAATCATCTCTGAGATGCCTACTGACGAAACAACATATTATGCTGGCCTGAGAACAGGACAAGAAGTGGCACTCACGGTGGGCTCGGCGAAGTCCATCGTCGGAGAGACTCTGAACTTAAGAATCAACCAATGGACTAGGGCAGTCGGGGAGTATCTCATGATCGACCGGCATGTCCCAGGACTGACCCTCCTGATCACGGGAGAGGATGTCTTGAGTGATCTCATGGAATTCGGGTGGAGCTACAGGCTTAACCCTAGCGGACACTACCCTGTATACGCAGCCACCAAGACCCTACCCGGGAAGGGGGGCAGGTACACTGGTGGAAAGACCTACACCGACAGGTATGCCGCGTTCTATGACGGACACGTAAAAGACCACATGGTAGCAATACACCCTCACCAGGCTGACATCGAGAGAATGACTAAATACGAACCAATCAACCTAGTCTACGCAGATCTAACACCGAGGAGCATTGGTGGAAGACTCGAGCACGTTCTCGTGACGAAGGGCCACTACACAATTCAGGCAGGGAAAATCACCCACGTGTGGGGAGATAAGAAAGACTGTGAAACATGTGATCCGAACTACCAGGTTTTTCAGTAGAGGGGGGACACGCCCAACCGGTGCCCCCCCGTTCCCGGAAGACAACACCCACGGGAAGGGAAGGTTGGATTCCTGACTGGATGATCATCGCAGGAGATTACTTCAAAAGGCTACAGGGGAAGGCTAACATCATGGGAGAGGGCTTTGACATCATCTTGGATGAAGCTAGGGACCTGTTTCCGTCAAGCAAAGAGTTTGCCCTACCAGGCTTGATACGACAGTACCTCGAGAGACGGGACGTACCACTGGATTCGGCCTTCTTTCTGGATGTTTTCCTACCGCTGGTCTTGATGGCCCTTGCCATCACGACCAACCGATGGACTCGAATGGCCCTGGCCGTTGGGGTGTACCTTACCGGGTACTACTACATAGCCATCATGCTGGCCGCCACCTCGGTGGTGTCGCTAGCTTTCAAGGCATTCGCACCAAGGAAATGTGAGCGCGGGGACGTTGTGATTGAGAATGGGAGACTCAGTGTGCTGGGTATCACCGCGGTAGCCGTGGCTGCCACGGTGGGCATCCACTACTGGCAACCAAGTCCTTCGCTCATATTTGCGGTGGCCTCATTGGCCGGGTTCGCCGCAATCCTCATGGCTTTACCGACTATCCAATACCATGGCGCCACAGACGTCGCTAAGATGATGATGGCGGTCCTCCTATTCGCAGGGGTGATCTACATCGCGTCCTCTTTTGATGTCGACAAGGACCAGCTGTACTTGTTTGTAAAGACGGGCACCCCGACCTACCACATCCCACGTGGAGAGAGAGAAAACGCAGTAAAGCTGGATCAGGTCTACAACCTGGCCCGATACTACGCAAGGTATCCAGCAGATCTGCGTGCCAGATTCGTGACAGAGGAGGCGATATGGGAGTGGGCCCCCGGCGCCACATGGACGGTGGCTGAGATGGACTACATGGCAACAATTCTCCATGCGATCGTCTTCAGCCTCGCGGTTTACACCATGTTGACGGATTCAGGGGAAACGGACAGGGTCCTTGGGGACATAAAGATGCGTATCCTAGAAAAAATCAAGACCACAGAGCTCTTTGGGGATGTGACGATGGCAAAGATAACTCTCGCTATCAGCAGGGTTGAGTGGCTTGTCGTCATAGCGGGAAATCTATTGCACACCTACTTTGCCCTAGGGCTTCCGGGCGTTGCGGTCGAGATCCTCCTGGCAGCCGGACTGATGGTACCCACTTACCACCTGTGGAGCAGGACCTACCGAGTCATGTCATACCTGAGAGGGACTAATGGCTACAGACAGCCTGTTGAGGGCTTGCTCCCAGCCCCTACGATAAGGAACACCCAAACGCAGTACACAGCAGGATTGGCAACAATAGTGGGAATCGCGGCTGTGCTCGTAAACCTGTACTACTACCTGATAGGAAGCAACCCCTATTATGTAGCCCACAGCGTGCTAGTCTTCGCAGGCACGTTTGTGATGGTCCAGGACAACGACCAGTTGAACGGCTACCCACTCTTAATGTTGATGGCATACACATTTAACTCCCCAAGTCTGGCACTCATAGGTAGCATCTACAAAAAGTGCCTAGGTAGAGTCCTGTGGAGCAGGACGACTTAGGGGGTTTCGTTCATACCGGAAAAGAC
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AGTTGCAAGTGCCATAGCTTGGAATCCCGCCGCAGACTCAAACGAACGAAACACTCCAAAAAGCAAAACCGGCTTCGCAGCTACTGCTAGAAACAGACGGATTTGTGGGAGTACCAACAACAACAATGCCAAACACAAAAACTGCCTTGCTCTTGGTCACCCTGATGGGGTTGGCCTTAGGAGGCAATGACAAGCCAGACTGGGAAAAGGTGAAGCTGCTCGGACAGCAACTGCAGTCGGGCATTGCTACAAAGAACGCCGTAAAAGTGAAGTACTACGCTGAACTAATCATCTCTGAGATGCCTACTGACGAAACAACATATTATGCTGGCCTGAGAACAGGACAAGAAGTGGCACTCACGGTGGGCTCGGCGAAGTCCATCGTCGGAGAGACTCTGAACTTAAGAATCAACCAATGGACTAGGGCAGTCGGGGAGTATCTCATGATCGACCGGCATGTCCCAGGACTGACCCTCCTGATCACGGGAGAGGATGTCTTGAGTGATCTCATGGAATTCGGGTGGAGCTACAGGCTTAACCCTAGCGGACACTACCCTGTATACGCAGCCACCAAGACCCTACCCGGGAAGGGGGGCAGGTACACTGGTGGAAAGACCTACACCGACAGGTATGCCGCGTTCTATGACGGACACGTAAAAGACCACATGGTAGCAATACACCCTCACCAGGCTGACATCGAGAGAATGACTAAATACGAACCAATCAACCTAGTCTACGCAGATCTAACACCGAGGAGCATTGGTGGAAGACTCGAGCACGTTCTCGTGACGAAGGGCCACTACACAATTCAGGCAGGGAAAATCACCCACGTGTGGGGAGATAAGAAAGACTGTGAAACATGTGATCCGAACTACCAGGTTTTTCAGTAGAGGGGGGACACGCCCAACCGGTGCCCCCCCGTTCCCGGAAGACAACACCCACGGGAAGGGAAGGTTGGATTCCTGACTGGATGATCATCGCAGGAGATTACTTCAAAAGGCTACAGGGGAAGGCTAACATCATGGGAGAGGGCTTTGACATCATCTTGGATGAAGCTAGGGACCTGTTTCCGTCAAGCAAAGAGTTTGCCCTACCAGGCTTGATACGACAGTACCTCGAGAGACGGGACGTACCACTGGATTCGGCCTTCTTTCTGGATGTTTTCCTACCGCTGGTCTTGATGGCCCTTGCCATCACGACCAACCGATGGACTCGAATGGCCCTGGCCGTTGGGGTGTACCTTACCGGGTACTACTACATAGCCATCATGCTGGCCGCCACCTCGGTGGTGTCGCTAGCTTTCAAGGCATTCGCACCAAGGAAATGTGAGCGCGGGGACGTTGTGATTGAGAATGGGAGACTCAGTGTGCTGGGTATCACCGCGGTAGCCGTGGCTGCCACGGTGGGCATCCACTACTGGCAACCAAGTCCTTCGCTCATATTTGCGGTGGCCTCATTGGCCGGGTTCGCCGCAATCCTCATGGCTTTACCGACTATCCAATACCATGGCGCCACAGACGTCGCTAAGATGATGATGGCGGTCCTCCTATTCGCAGGGGTGATCTACATCGCGTCCTCTTTTGATGTCGACAAGGACCAGCTGTACTTGTTTGTAAAGACGGGCACCCCGACCTACCACATCCCACGTGGAGAGAGAGAAAACGCAGTAAAGCTGGATCAGGTCTACAACCTGGCCCGATACTACGCAAGGTATCCAGCAGATCTGCGTGCCAGATTCGTGACAGAGGAGGCGATATGGGAGTGGGCCCCCGGCGCCACATGGACGGTGGCTGAGATGGACTACATGGCAACAATTCTCCATGCGATCGTCTTCAGCCTCGCGGTTTACACCATGTTGACGGATTCAGGGGAAACGGACAGGGTCCTTGGGGACATAAAGATGCGTATCCTAGAAAAAATCAAGACCACAGAGCTCTTTGGGGATGTGACGATGGCAAAGATAACTCTCGCTATCAGCAGGGTTGAGTGGCTTGTCGTCATAGCGGGAAATCTATTGCACACCTACTTTGCCCTAGGGCTTCCGGGCGTTGCGGTCGAGATCCTCCTGGCAGCCGGACTGATGGTACCCACTTACCACCTGTGGAGCAGGACCTACCGAGTCATGTCATACCTGAGAGGGACTAATGGCTACAGACAGCCTGTTGAGGGCTTGCTCCCAGCCCCTACGATAAGGAACACCCAAACGCAGTACACAGCAGGATTGGCAACAATAGTGGGAATCGCGGCTGTGCTCGTAAACCTGTACTACTACCTGATAGGAAGCAACCCCTATTATGTAGCCCACAGCGTGCTAGTCTTCGCAGGCACGTTTGTGATGGTCCAGGACAACGACCAGTTGAACGGCTACCCACTCTTAATGTTGATGGCATACACATTTAACTCCCCAAGTCTGGCACTCATAGGTAGCATCTACAAAAAGTGCCTAGGTAGAGTCCTGTGGAGCAGGACGACTTAGGGGGTTTCGTTCATACCGGAAAAGAC
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AGTTGCAAGTGCCATAGCTTGGAATCCCGCCGCAGACTCAAACGAACGAAACACTCCAAAAAGCAAAACCGGCTTCGCAGCTACTGCTAGAAACAGACGGATTTGTGGGAGTACCAACAACAACAATGCCAAACACAAAAACTGCCTTGCTCTTGGTCACCCTGATGGGGTTGGCCTTAGGAGGCAATGACAAGCCAGACTGGGAAAAGGTGAAGCTGCTCGGACAGCAACTGCAGTCGGGCATTGCTACAAAGAACGCCGTAAAAGTGAAGTACTACGCTGAACTAATCATCTCTGAGATGCCTACTGACGAAACAACATATTATGCTGGCCTGAGAACAGGACAAGAAGTGGCACTCACGGTGGGCTCGGCGAAGTCCATCGTCGGAGAGACTCTGAACTTAAGAATCAACCAATGGACTAGGGCAGTCGGGGAGTATCTCATGATCGACCGGCATGTCCCAGGACTGACCCTCCTGATCACGGGAGAGGATGTCTTGAGTGATCTCATGGAATTCGGGTGGAGCTACAGGCTTAACCCTAGCGGACACTACCCTGTATACGCAGCCACCAAGACCCTACCCGGGAAGGGGGGCAGGTACACTGGTGGAAAGACCTACACCGACAGGTATGCCGCGTTCTATGACGGACACGTAAAAGACCACATGGTAGCAATACACCCTCACCAGGCTGACATCGAGAGAATGACTAAATACGAACCAATCAACCTAGTCTACGCAGATCTAACACCGAGGAGCATTGGTGGAAGACTCGAGCACGTTCTCGTGACGAAGGGCCACTACACAATTCAGGCAGGGAAAATCACCCACGTGTGGGGAGATAAGAAAGACTGTGAAACATGTGATCCGAACTACCAGGTTTTTCAGTAGAGGGGGGACACGCCCAACCGGTGCCCCCCCGTTCCCGGAAGACAACACCCACGGGAAGGGAAGGTTGGATTCCTGACTGGATGATCATCGCAGGAGATTACTTCAAAAGGCTACAGGGGAAGGCTAACATCATGGGAGAGGGCTTTGACATCATCTTGGATGAAGCTAGGGACCTGTTTCCGTCAAGCAAAGAGTTTGCCCTACCAGGCTTGATACGACAGTACCTCGAGAGACGGGACGTACCACTGGATTCGGCCTTCTTTCTGGATGTTTTCCTACCGCTGGTCTTGATGGCCCTTGCCATCACGACCAACCGATGGACTCGAATGGCCCTGGCCGTTGGGGTGTACCTTACCGGGTACTACTACATAGCCATCATGCTGGCCGCCACCTCGGTGGTGTCGCTAGCTTTCAAGGCATTCGCACCAAGGAAATGTGAGCGCGGGGACGTTGTGATTGAGAATGGGAGACTCAGTGTGCTGGGTATCACCGCGGTAGCCGTGGCTGCCACGGTGGGCATCCACTACTGGCAACCAAGTCCTTCGCTCATATTTGCGGTGGCCTCATTGGCCGGGTTCGCCGCAATCCTCATGGCTTTACCGACTATCCAATACCATGGCGCCACAGACGTCGCTAAGATGATGATGGCGGTCCTCCTATTCGCAGGGGTGATCTACATCGCGTCCTCTTTTGATGTCGACAAGGACCAGCTGTACTTGTTTGTAAAGACGGGCACCCCGACCTACCACATCCCACGTGGAGAGAGAGAAAACGCAGTAAAGCTGGATCAGGTCTACAACCTGGCCCGATACTACGCAAGGTATCCAGCAGATCTGCGTGCCAGATTCGTGACAGAGGAGGCGATATGGGAGTGGGCCCCCGGCGCCACATGGACGGTGGCTGAGATGGACTACATGGCAACAATTCTCCATGCGATCGTCTTCAGCCTCGCGGTTTACACCATGTTGACGGATTCAGGGGAAACGGACAGGGTCCTTGGGGACATAAAGATGCGTATCCTAGAAAAAATCAAGACCACAGAGCTCTTTGGGGATGTGACGATGGCAAAGATAACTCTCGCTATCAGCAGGGTTGAGTGGCTTGTCGTCATAGCGGGAAATCTATTGCACACCTACTTTGCCCTAGGGCTTCCGGGCGTTGCGGTCGAGATCCTCCTGGCAGCCGGACTGATGGTACCCACTTACCACCTGTGGAGCAGGACCTACCGAGTCATGTCATACCTGAGAGGGACTAATGGCTACAGACAGCCTGTTGAGGGCTTGCTCCCAGCCCCTACGATAAGGAACACCCAAACGCAGTACACAGCAGGATTGGCAACAATAGTGGGAATCGCGGCTGTGCTCGTAAACCTGTACTACTACCTGATAGGAAGCAACCCCTATTATGTAGCCCACAGCGTGCTAGTCTTCGCAGGCACGTTTGTGATGGTCCAGGACAACGACCAGTTGAACGGCTACCCACTCTTAATGTTGATGGCATACACATTTAACTCCCCAAGTCTGGCACTCATAGGTAGCATCTACAAAAAGTGCCTAGGTAGAGTCCTGTGGAGCAGGACGACTTAGGGGGTTTCGTTCATACCGGAAAAGAC
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AGTTGCAAGTGCCATAGCTTGGAATCCCGCCGCAGACTCAAACGAACGAAACACTCCAAAAAGCAAAACCGGCTTCGCAGCTACTGCTAGAAACAGACGGATTTGTGGGAGTACCAACAACAACAATGCCAAACACAAAAACTGCCTTGCTCTTGGTCACCCTGATGGGGTTGGCCTTAGGAGGCAATGACAAGCCAGACTGGGAAAAGGTGAAGCTGCTCGGACAGCAACTGCAGTCGGGCATTGCTACAAAGAACGCCGTAAAAGTGAAGTACTACGCTGAACTAATCATCTCTGAGATGCCTACTGACGAAACAACATATTATGCTGGCCTGAGAACAGGACAAGAAGTGGCACTCACGGTGGGCTCGGCGAAGTCCATCGTCGGAGAGACTCTGAACTTAAGAATCAACCAATGGACTAGGGCAGTCGGGGAGTATCTCATGATCGACCGGCATGTCCCAGGACTGACCCTCCTGATCACGGGAGAGGATGTCTTGAGTGATCTCATGGAATTCGGGTGGAGCTACAGGCTTAACCCTAGCGGACACTACCCTGTATACGCAGCCACCAAGACCCTACCCGGGAAGGGGGGCAGGTACACTGGTGGAAAGACCTACACCGACAGGTATGCCGCGTTCTATGACGGACACGTAAAAGACCACATGGTAGCAATACACCCTCACCAGGCTGACATCGAGAGAATGACTAAATACGAACCAATCAACCTAGTCTACGCAGATCTAACACCGAGGAGCATTGGTGGAAGACTCGAGCACGTTCTCGTGACGAAGGGCCACTACACAATTCAGGCAGGGAAAATCACCCACGTGTGGGGAGATAAGAAAGACTGTGAAACATGTGATCCGAACTACCAGGTTTTTCAGTAGAGGGGGGACACGCCCAACCGGTGCCCCCCCGTTCCCGGAAGACAACACCCACGGGAAGGGAAGGTTGGATTCCTGACTGGATGATCATCGCAGGAGATTACTTCAAAAGGCTACAGGGGAAGGCTAACATCATGGGAGAGGGCTTTGACATCATCTTGGATGAAGCTAGGGACCTGTTTCCGTCAAGCAAAGAGTTTGCCCTACCAGGCTTGATACGACAGTACCTCGAGAGACGGGACGTACCACTGGATTCGGCCTTCTTTCTGGATGTTTTCCTACCGCTGGTCTTGATGGCCCTTGCCATCACGACCAACCGATGGACTCGAATGGCCCTGGCCGTTGGGGTGTACCTTACCGGGTACTACTACATAGCCATCATGCTGGCCGCCACCTCGGTGGTGTCGCTAGCTTTCAAGGCATTCGCACCAAGGAAATGTGAGCGCGGGGACGTTGTGATTGAGAATGGGAGACTCAGTGTGCTGGGTATCACCGCGGTAGCCGTGGCTGCCACGGTGGGCATCCACTACTGGCAACCAAGTCCTTCGCTCATATTTGCGGTGGCCTCATTGGCCGGGTTCGCCGCAATCCTCATGGCTTTACCGACTATCCAATACCATGGCGCCACAGACGTCGCTAAGATGATGATGGCGGTCCTCCTATTCGCAGGGGTGATCTACATCGCGTCCTCTTTTGATGTCGACAAGGACCAGCTGTACTTGTTTGTAAAGACGGGCACCCCGACCTACCACATCCCACGTGGAGAGAGAGAAAACGCAGTAAAGCTGGATCAGGTCTACAACCTGGCCCGATACTACGCAAGGTATCCAGCAGATCTGCGTGCCAGATTCGTGACAGAGGAGGCGATATGGGAGTGGGCCCCCGGCGCCACATGGACGGTGGCTGAGATGGACTACATGGCAACAATTCTCCATGCGATCGTCTTCAGCCTCGCGGTTTACACCATGTTGACGGATTCAGGGGAAACGGACAGGGTCCTTGGGGACATAAAGATGCGTATCCTAGAAAAAATCAAGACCACAGAGCTCTTTGGGGATGTGACGATGGCAAAGATAACTCTCGCTATCAGCAGGGTTGAGTGGCTTGTCGTCATAGCGGGAAATCTATTGCACACCTACTTTGCCCTAGGGCTTCCGGGCGTTGCGGTCGAGATCCTCCTGGCAGCCGGACTGATGGTACCCACTTACCACCTGTGGAGCAGGACCTACCGAGTCATGTCATACCTGAGAGGGACTAATGGCTACAGACAGCCTGTTGAGGGCTTGCTCCCAGCCCCTACGATAAGGAACACCCAAACGCAGTACACAGCAGGATTGGCAACAATAGTGGGAATCGCGGCTGTGCTCGTAAACCTGTACTACTACCTGATAGGAAGCAACCCCTATTATGTAGCCCACAGCGTGCTAGTCTTCGCAGGCACGTTTGTGATGGTCCAGGACAACGACCAGTTGAACGGCTACCCACTCTTAATGTTGATGGCATACACATTTAACTCCCCAAGTCTGGCACTCATAGGTAGCATCTACAAAAAGTGCCTAGGTAGAGTCCTGTGGAGCAGGACGACTTAGGGGGTTTCGTTCATACCGGAAAAGAC
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AGTTGCAAGTGCCATAGCTTGGAATCCCGCCGCAGACTCAAACGAACGAAACACTCCAAAAAGCAAAACCGGCTTCGCAGCTACTGCTAGAAACAGACGGATTTGTGGGAGTACCAACAACAACAATGCCAAACACAAAAACTGCCTTGCTCTTGGTCACCCTGATGGGGTTGGCCTTAGGAGGCAATGATAAGCCAGACTGGGAAAAGGTGAAGCTGCTCGGACAGCAACTGCAGTCGGGCATTGCTACAAAGAACGCCGTAAAAGTGAAGTACTACGCTGAACTAATCATCTCTGAGATGCCTACTGACGAAACAACATATTATGCTGGCCTGAGAACAGGACAAGAAGTGGCACTCACGGTGGGCTCGGCGAAGTCCATCGTCGGAGAGACTCTGAACTTAAGAATCAACCAATGGACTAGGGCAGTCGGGGAGTATCTCATGATCGACCGGCATGTCCCAGGACTGACCCTCCTGATCACGGGAGAGGATGTCTTGAGTGATCTCATGGAATTCGGGTGGAGCTACAGGCTCAACCCTAGCGGACATTACCCTGTATACGCAGCCACTAAGACCCTACCCGGGAAGGGGGGCAGGTACACTGGTGGAAAGACCTACACCGACAGGTATGCCGCGTTCTATGACGGACACGTAAAAGACCACATGGTAGCAATACACCCTCACCAGGCTGACATCGAGAGAATGACTAAATACGAACCAATCAACCTAGTCTACGCAGATCTAACACCGAGGAGCATTGGTGGAAGACTCGAGCACGTTCTCGTGACGAAGGGCCACTACACAATTCAGGCAGGGAAAATCACCCACGTGTGGGGAGATAAGAAAGACTGTGAAACATGTGATCCGAACTACCAGGTTTTTCAGTAGAGGGGGGACACGCCCAACCGGTGCCCCCCCGTTCCCGGAAGACAACACCCACGGGAAGGGAAGGTTGGATTCCTGACTGGATGATCATCGCAAGAGATTACTTCAAAAGGCTACAGGGAAAGGCTGACATCATGGGAGAGGGCTTTGACATCATCTTGGATGAAGCTAGGGACCTGTTTCCGTCAAGCAAAGAGTTTGCCCTACCAGGCTTGATACGACAGTACCTCGAGAGACGGGACGTACCACTGGATTCGGCCTTCTTTCTGGATGTTTTTCTACCGCTGGTCTTGATGGCCCTTGCCATCACGACTAACCGATGGACTCGAATGGCCCTGGCCGTTGGGGTGTACCTTACCGGGTACTACTACATAGCCATCATGCTGGCCGCCACCTCGGTGGTGTCGCTAGCTTTCAAGGCATTCGCACCAAGGAAATGTGAGCGCGGGGACGTTGTGATCGAGAATGGGAGACTCAGTGTGCTGGGCATCACCGCGGTAGCCGTGGCTGCCACGGTGGGCATCCACTACTGGCAACCAAGTCCTTCGCTCATATTTGCGGTGGCCTCATTGGCCGGGTTCGCCGCAATCCTCATGGCTTTACCGACCATCCAATACCATGGCGCCACAGACGTCGCTAAGATGATGATGGCGGTCCTCCTATTCGCAGGGGTGATCTACATCGCGTCCTCTTTTGATGTCGACAAGGACCAGCTATACTTGTTTGTGAAGACAGGCACCCCGACCTACCACATCCCACGTGGAGAGAGAGAAAACGCAGTAAAGCTGGATCAGGTCTACAACCTGGCCCGATACTACGCAAGGTATCCAGCTGATCTGCGTGCCAGATTCGTGACAGAAGAGGCGATATGGGAGTGGGCCCCCGGCGCCACATGGACGGTGGCTGAGATGGACTACATGGCAACAATTCTCCATGCGATCGTCTTCAGCCTCGCGGTTTACACCATGTTGACGGATTCAGGGGAAACGGACAGGGTCCTTGGGGACATAAAGATGCGTATCCTAGAAAAAATCAAGACCACAGAGCTCTTTGGGGATGTGACGATGGCAAAGATAACTCTCGCTATCAGCAGGGTTGAGTGGCTTGTCGTCATAGCGGGAAATCTATTGCACACCTACTTTGCCCTGGGGCTTCCGGGCGTTGCGGTCGAGATCCTCCTGGCAGCCGGACTGATGGTACCCACTTACCACCTGTGGAGCAGGACCTACCGAGTCATGTCATACCTGAGAGGGACTAATGGCTACAGACAGCCTGTTGAGGGCCTGCTCCCAGCCCCTACGATAAGGAACACCCAAACGCAGTACACAGCAGGATTGGCAACAATAGTGGGAATCGCGGCTGTGCTCGTAAACCTGTACTACTACCTGATAGGAAGCAACCCCTATTATGTAGCCCACAGCGTGCTAGTCTTCGCAGGCACGTTTGTGATGGTCCAGGACAACGACCAGTTGAACGGCTACCCACTCTTAATGTTGATGGCATACACATTTAACTCCCCAAGTCTGGCACTCATAGGTAGCATCTACAAAAAGTGCCTAGGCAGAGTCCTGTGGAGCAGGACGACTTAGGGGGTTTCGTTCATACCGGAAAAGAC
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AGTTGCAAGTGCCATAGCTTGGAATCCCGCCGCAGACTCAAACGAACGAAACACTCCAAAAAGCAAAACCGGCTTCGCAGCTACTGCTAGAAACAGACGGATTTGTGGGAGTACCAACAACAACAATGCCAAACACAAAAACTGCCTTGCTCTTGGTCACCCTGATGGGGTTGGCCTTAGGAGGCAATGATAAGCCAGACTGGGAAAAGGTGAAGCTGCTCGGACAGCAACTGCAGTCGGGCATTGCTACAAAGAACGCCGTAAAAGTGAAGTACTACGCTGAACTAATCATCTCTGAGATGCCTACTGACGAAACAACATATTATGCTGGCCTGAGAACAGGACAAGAAGTGGCACTCACGGTGGGCTCGGCGAAGTCCATCGTCGGAGAGACTCTGAACTTAAGAATCAACCAATGGACTAGGGCAGTCGGGGAGTATCTCATGATCGACCGGCATGTCCCAGGACTGACCCTCCTGATCACGGGAGAGGATGTCTTGAGTGATCTCATGGAATTCGGGTGGAGCTACAGGCTCAACCCTAGCGGACATTACCCTGTATACGCAGCCACTAAGACCCTACCCGGGAAGGGGGGCAGGTACACTGGTGGAAAGACCTACACCGACAGGTATGCCGCGTTCTATGACGGACACGTAAAAGACCACATGGTAGCAATACACCCTCACCAGGCTGACATCGAGAGAATGACTAAATACGAACCAATCAACCTAGTCTACGCAGATCTAACACCGAGGAGCATTGGTGGAAGACTCGAGCACGTTCTCGTGACGAAGGGCCACTACACAATTCAGGCAGGGAAAATCACCCACGTGTGGGGAGATAAGAAAGACTGTGAAACATGTGATCCGAACTACCAGGTTTTTCAGTAGAGGGGGGACACGCCCAACCGGTGCCCCCCCGTTCCCGGAAGACAACACCCACGGGAAGGGAAGGTTGGATTCCTGACTGGATGATCATCGCAAGAGATTACTTCAAAAGGCTACAGGGAAAGGCTGACATCATGGGAGAGGGCTTTGACATCATCTTGGATGAAGCTAGGGACCTGTTTCCGTCAAGCAAAGAGTTTGCCCTACCAGGCTTGATACGACAGTACCTCGAGAGACGGGACGTACCACTGGATTCGGCCTTCTTTCTGGATGTTTTTCTACCGCTGGTCTTGATGGCCCTTGCCATCACGACTAACCGATGGACTCGAATGGCCCTGGCCGTTGGGGTGTACCTTACCGGGTACTACTACATAGCCATCATGCTGGCCGCCACCTCGGTGGTGTCGCTAGCTTTCAAGGCATTCGCACCAAGGAAATGTGAGCGCGGGGACGTTGTGATCGAGAATGGGAGACTCAGTGTGCTGGGCATCACCGCGGTAGCCGTGGCTGCCACGGTGGGCATCCACTACTGGCAACCAAGTCCTTCGCTCATATTTGCGGTGGCCTCATTGGCCGGGTTCGCCGCAATCCTCATGGCTTTACCGACCATCCAATACCATGGCGCCACAGACGTCGCTAAGATGATGATGGCGGTCCTCCTATTCGCAGGGGTGATCTACATCGCGTCCTCTTTTGATGTCGACAAGGACCAGCTATACTTGTTTGTGAAGACAGGCACCCCGACCTACCACATCCCACGTGGAGAGAGAGAAAACGCAGTAAAGCTGGATCAGGTCTACAACCTGGCCCGATACTACGCAAGGTATCCAGCTGATCTGCGTGCCAGATTCGTGACAGAAGAGGCGATATGGGAGTGGGCCCCCGGCGCCACATGGACGGTGGCTGAGATGGACTACATGGCAACAATTCTCCATGCGATCGTCTTCAGCCTCGCGGTTTACACCATGTTGACGGATTCAGGGGAAACGGACAGGGTCCTTGGGGACATAAAGATGCGTATCCTAGAAAAAATCAAGACCACAGAGCTCTTTGGGGATGTGACGATGGCAAAGATAACTCTCGCTATCAGCAGGGTTGAGTGGCTTGTCGTCATAGCGGGAAATCTATTGCACACCTACTTTGCCCTGGGGCTTCCGGGCGTTGCGGTCGAGATCCTCCTGGCAGCCGGACTGATGGTACCCACTTACCACCTGTGGAGCAGGACCTACCGAGTCATGTCATACCTGAGAGGGACTAATGGCTACAGACAGCCTGTTGAGGGCCTGCTCCCAGCCCCTACGATAAGGAACACCCAAACGCAGTACACAGCAGGATTGGCAACAATAGTGGGAATCGCGGCTGTGCTCGTAAACCTGTACTACTACCTGATAGGAAGCAACCCCTATTATGTAGCCCACAGCGTGCTAGTCTTCGCAGGCACGTTTGTGATGGTCCAGGACAACGACCAGTTGAACGGCTACCCACTCTTAATGTTGATGGCATACACATTTAACTCCCCAAGTCTGGCACTCATAGGTAGCATCTACAAAAAGTGCCTAGGCAGAGTCCTGTGGAGCAGGACGACTTAGGGGGTTTCGTTCATACCGGAAAAGAC



