>T3_ON158817
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT335_ON158818	
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT334_ON158819	
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT328_ON158820
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT323_ON158821
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT299_ON158822
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT331_ON158823
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT332_ON158824
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGCAACGAC

>MT333_ON158825
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCACATGTTCACCAAGCCGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT330_ON158826	
GAGATCGAGTAAAGAAGTCAATGGACGCAACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCACATGTTCACCAAGCCGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT319_ON158827
GAGAYCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGAGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT336_ON158828
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT314_ON158829
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT324_ON158830	
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT292_ON158831	
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT320_ON158832	
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT317_ON158833	
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT302_ON158834
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT297_ON158835	-GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT306_ON158836
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT294_ON158837
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTRGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT308_ON158838	
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT304_ON158839	
GAGATCGAGTAAAGAAGTCAATGGACGCCACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT303_ON158840	
GAGATCGAGTAAAGAAGTCAATGGACGCCACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT298_ON158841
GAGATCGAGTAAAGAAGTCAATGGACGCCACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT300_ON158842
GAGATCGAGTAAAGAAGTCAATGGACGCCACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT305_ON158843	
GAGATCGAGTAAAGAAGTCAATGGACGCCACAGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT290_ON158844
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCATATGTTCACCCAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT295_ON158845
TAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCCGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGCCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT293_ON158846	
GAGACCGGGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACTAAGATCTCCAAAGGACTACTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCCGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGCCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCCTAAGAGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT291_ON158847
GAGACCGGGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACTAAGATCTCCAAAGGACTACTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCCGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGCCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCCTAAGAGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT327_ON158848
GAGACCGGGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACTAAGATCTCCAAAGGACTACTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCCGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGCCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCCTAAGAGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT307_ON158849
GAGATCGAGTAAAGAAGTCAATGGACGCCACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACCAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTAGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAGGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCGTCGGCCTACCGGATAAGTAACGAC

>MT161_ON158850
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT156_ON158851	
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT150_ON158852
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT152_ON158853	
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT148_ON158854
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT157_ON158855	
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT153_ON158856	
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT147_ON158857
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT146_ON158858
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT155_ON158859
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT154_ON158860
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT159_ON158861
GAGACCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT151_ON158862	
GAGACCGAGTAAAGAAGTCAATGGACGCTACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT160_ON158863	
GAGACCGAGTAAAGAAGTCAATGGACGCTACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT149_ON158864	
GAGACCGAGTAAAGAAGTCAATGGACGCTACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT158_ON158865
GAGACCGAGTAAAGAAGTCAATGGACGCAACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCATATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCACGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATCGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGACAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGGTTTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT309_ON158866	
GAGACCGAGTAAAGAAGTCAATGGACGCCACGGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCCGGAGTCCCACATGTTCACCAAGTGGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTCCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCCTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGATAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTCCTTTTCTTAAGGGGAGATGAGGCTAGGATCTACGCCTCATCGGCCTACCGGATAAGTAACGAC

>MT329_ON158867
GAGATCGAGTAAAGAAGTCAATGGACGCTACCGGCGCCGCTATAGCGGAAGACGTGGCGGGCTGGGACACAAAGATCTCCAAAGGACTGCTCACCCTGGAGTCCCACATGTTCACCAAGCTGGCGGAGGATGAAGAAATGGCGCGGGAGATCCACCACCTCTACCGACTCTACGCAGATCCACACATGGTGGTCCAGAGGGAGATTGAAGGTGAAGTTCATGACGTACTCCTTAGGGGGAGGGGGCAGGTCTCTTCCGGGAGGCAGCCCACCTACGCGGCCAACACCATCACCAACTTCATAACGACAACATATGGAATGGCCGTGACCCTTGGTATACCTGAGGCCGACTGGCCCCGACTGGTAAGGGACCTCACAGATGAGAGGGGAAACAGGCGTCTCCTCGTCTCGGGGGACGACAAGGTTCTTTTCTTAAGGGGAGATGAGGCTAGGGCTTATGCCTCATCGGCCTACCGGATAAGTAACGAC


