GCA_001866625.1_Cutibacterium_avidum_T14 4

GCA_002578835.1_Cutibacterium_avidum_CI828 4

GCA_002578765.1_Cutibacterium_avidum_CI853 4

GCA_000477795.1_Propionibacterium_sp._KPL2000_KPL2000 1

GCA_016834535.1_Cutibacterium_avidum_KCTC_5339 -

GCA_016766735.1_Cutibacterium_avidum_KGMB02810 -

GCA_000477735.1_Propionibacterium_sp._KPL1838_KPL1838 1

GCA_005796055.1_Cutibacterium_avidum_P313

BGC IDs

GCA_018375015.1_Propionibacterium_sp._L2_040_000G1_dasL2_040_000G1_concoct_81 1

GCA_902375045.1_Cutibacterium_avidum_MGYG_HGUT_01446 -

GCA_018370865.1_Propionibacterium_sp._L3_ 105 000G1_dasL3_105_000G1_concoct_ 85 1

GCA_005937655.1_Cutibacterium_avidum_T19584 -

GCA_001692965.1_Cutibacterium_avidum_UCD_PD2 4

GCA_001714705.1_Cutibacterium_avidum_DPC_6544 4

GCA 016766755.1_Cutibacterium_avidum_KGMB09337 A
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HOGO0000114 -
HOG0000439
HOG0000441
HOG0000442 4
HOG0000443 -
HOG0000444 -
HOG0000445 -
I HOG0000447 A

HOG0002100

omolog Group IDs

0G0003344 1
0G0003383 1

HOG0002187
HOG0002387
HOGO0003066
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