[bookmark: _GoBack]Figure S1 | The conservation of enhancer-associated miRNAs and its involvement in positive genes regulation, Related to Fig. 1. (A) Conservation analysis of enhancer-associated miRNAs. Enhancer-associated miRNAs Mean 207.4, non- enhancer-associated miRNA Mean 141.0, Unpaired t test with Welch's correction, p<0.0001. (B-D) The expression level of the miRNA in nucleus and miRNA neighboring genes in the high H3K27ac group was significantly different from that in the low group. In accordance with the H3K27ac density of miRNA loci, miRNAs were divided into three groups: H3K27ac high (25%), H3K27ac middle (50%), H3K27ac low (25%), respectively. (E) Correlation coefficiency between H3K27ac and other markers in GM12878.

