Transcriptomics

A § B Method 1 Method 2
DE Transcripts (UP) ad . DETranscripts (UP)

570 entitles __498 entities
e v v R
Method 1 Method 2 264 /J
DE Transcripts DE Transcripts -/ /
1329 entities 1134 entities g /
Method 1 = 7~ Method 2
DE Transcripts (DOWN) ~ = :DETrnsaipt (QOWN)
759 entities 636 entities
.
Proteomics
D Method 1 Method 2
DE Proteins (UP) DE Proteins (UP)
383entities [ O\ 169entities
Method 1 Method 2 / V ) .. : v =)
DE Proteins DE Proteins \ / ,’l
799 entities 408 entities /
Method 1\ /" Method 2
DE Proteins (DOWN) -~ DE Proteins (DOWN)

416 entities 239 entities

Integrated Analysis
Method 1 Method 2

Method 1 Method 1 Method 2 Method 2
DE Transcripts 1156 DE Proteins DE Transcripts DE Proteins
1329 entities 799 entities 1134 entities 408 entities

Method 1 Method 1 Method 2 Method 2
DE Transcripts (UP) = DE Proteins (UP) DE Transcripts (UP) = — DE Proteins (UP)

77 entities_— ——_75 entities 34 entities 2 2 % \28 entities

\ [ \

o - o ( )

» / /

y /
/
Method 1 ._. - Method 1 Method 2 /" Method 2
DE Transcripts (DOWN) DE Proteins (DOWN) DE Transcripts (DOWN) ~ DE Proteins (DOWN)

96 entities ‘ 98 entities 52 entities 58 entities

G

Method 1 Method 2
Concordant Concordant
DE Transcripts and DE Proteins DE Transcripts and DE Proteins
165 entities 76 entities




