|| I [ [ [ D N [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243

41 bp
7577,110 bp 7577,120 bp 7577,130 bp

SEQUENCE —

Refieq Genes

QT1_M.bam




- -l

pll.2 pli.1

I
ql? qrl.l

7577,110 bp

I I
q21.31 q21.32

ql?

q23.1  q233

q24.2

q24.3

q25.1

41 bp
7577,120 bp

7577,130 bp

SEquUence

Refieq Genes

QOT1_T.bam




chrl

p36.31

p36.13

p35.3 p3d.2

p32.3

p3l.3

p31.1

p223

p2l.3 pl3.3

-l

pl? qll

225564570 bp

225564550 bp

ql?2

q21.1

[N
ql2 q2d.1

q25.2

q31.1

|
q32.1

I
q323 qd2ll

225,564,590 bp

225,564,900 bp

SEQUENCE —

Refieq Genes

QT2_M.bam




chrl

p36.31

p36.13

p35.3 p3d.2

p32.3

p3l.3

p31.1

p223

p2l.3 pl3.3

-l I

pl? qll ql? qg?l.l

225564570 bp

225564550 bp

[N
ql2 q2d.1

q25.2

q31.1

|
q32.1

I
q323 qd2ll

225,564,590 bp

225,564,900 bp

SEQUENCE —

Refieq Genes

QT2_T.bam




I - il

| ! -
ql2.1 ql23 ql3.2

pl2? pll.? qlil

qladll qld? qld3 q2l.1 q21.31 q21.33 q22.7

25,670,790 bp

q31.1

q31.2

|
q33.1

q33.3

q3id

41 bp

25,670,500 bp 25,670,510 bp
| I

25,670,520 bp

SEquUence

Refieq Genes

QT4 _B.bam

T A T T A A A A A A A T G A T
A E F. A, I I I, M M G M L L
FARPC3

o —

| | | | |

| | | |

— ! — —

— ] — /]

| | | | |

— i — —

[ | = [ | e [ |

[ | | | [ | [ |

— | — —

| | | | |

I | I I

— ] n I —
o | I ] I
lllll | — ]




- il !

[ ! [T T T B I D [ S |
pll.? qli ql21 ql23 ql3.2 qladll qld? qld3 q2l.1 q21.31 q21.33 q22.7 q31.1 q31.2 q331 q33.3 q3d

41 bp

25,670,790 bp 25,670,500 bp 25,670,510 bp 25,670,520 bp
| I

SEBERGE - T A T T A A A A A A A T T
Refseq Genes A A E R A | K K I I G M L L
FABPCS
N —
ST B E i
’ —
e |
|
1 1 . 1
— - —
S — 1 e [
i i = ]
OT4_T.bam :
— ] - —
L | L L
I I —




I I | I [ T [ T T 1 B | [ [ [
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3

41 bp

139,405,250 bp 139,405,260 bp 139,405,270 bp 139,405,250 bp
I I

SEqUEnCE - A C C T € A C A ¢ 66 T € T G €C € € T G €C G G G G € A G G A G G A G G € € G G
E —~

Refieq Genes
MOTCHI

OTE_M.bam ! | |




I I | I [ T [ T T 1 B | [ [ [
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3

41 bp

139,405,250 bp 139,405,260 bp 139,405,270 bp 139,405,250 bp
I I

SEqUEnCE - A C C T € A C A ¢ 66 T € T G €C € € T G €C G G G G € A G G A G G A G G € € G G
E —~

Refieq Genes
MOTCHI

':'TE_T.tIEI.rT'I —




I
ql? qrl.l

7575,200 bp

I I
q21.31 q21.32

ql? ql3.l

q23.3

q24.2

q24.3

q25.1

41 bp
7575210 bp

7575220 bp

7575230 bp

SEquUence

Refieq Genes

QTE_M. bam




I I I
ql? q2l1.1 q21.31 q21.32

7575,200 bp

[
q22 q23.1 q23.3 q242 q243

q25.1

41 bp
7575210 bp

7575220 bp

7575230 bp

SEquUence

Refieq Genes

QOTE_T.bam




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | N 1 [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

- 41 bp -
202,141,550 bp 202,141,590 bp 202,141,600 bp 202,141,610 bp

SEQUENCE —

Refieq Genes

QOT7_B.bam




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | N 1 [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

- 41 bp -
202,141,550 bp 202,141,590 bp 202,141,600 bp 202,141,610 bp

CEqUENCE - A T

RefSeq Genes f 5 . P F o ¥ (1 L | | M K H
CASPE

':'T?_T.tla.m ——




chri

[T o[ | e ol 11 | [ N N -
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221

q2232 q23.2

I
241 q243 q25.2

29,910,700 bp 29,910,710 bp 29,910,720 bp

29,910,730 bp

SEQUENCE —

Refieq Genes

':'TE_N.I:IE.TT'I e




chri

[T Do | e ol 717 [ 1 B B -l [ D 220 O D T N e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

29,910,700 bp 29,910,710 bp 29,910,720 bp 29,910,730 bp

SEQUENCE —

Refieq Genes

QTE_T.bam




chri

[T Do | e ol 717 [ 1 B B -l [ D 220 O D T N e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

41 bp

29,910,720 bp 29,910,730 bp 29,910,740 bp

SEQUENCE —

Refieq Genes

':'TE_N.I:IE.TT'I ——

|

|

hll

|
Rl

I-

|




chri

[T Do | e ol 717 [ 1 B B -l [ D 220 O D T N e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

41 bp
29,910,720 bp 29,910,730 bp 29,910,740 bp

SEQUENCE —

Refieq Genes

QTE_T.bam




- -l

pll.2 pli.1

I I I
ql? q2l1.1 q21.31 q21.32

7577560 bp

ql?

q23.1  q233

q24.2

q24.3

q25.1

41 bp

7577570 bp
I

7577550 bp

SEQUENCE —

Refieq Genes

CTY9_B.bam

TP53




- -l

pll.2 pli.1

I I
q21.31 q21.32

I
ql? qrl.l

7577560 bp

ql?

q23.1  q233

q24.2

q24.3

41 bp
7577570 bp

7577550 bp

SEquUence

Refieq Genes

CT9_T.bam




chrl

IIII-IIIIIIII--:__:-:-:-:-!P*I [ I W [ W T T ]
p36.31 p3bl3 p35.3 p3d42 p323 p3l3  p3ld plr3 p2l3 pi33 pl? qll ql2 qZll q22 q21  q252 q3l.d Q321 q323 qd211  qd2.3

41 bp

120,464,900 bp 120,464,910 bp 120,464,920 bp 120,464,930 bp

SEQUENCE — T T
. H I 5 A D R 4 L T

Refieq Genes -
MOTCH2

OT10_B.bam




chrl

p36.31

p36.13 p353

p3d.2

--:——:-:-:-:-?*I [
p323 p3l3  p3ld pIr3 p2l.3 pi33 pl? qll ql2 g2l

120,464,900 bp

I 7 B T N O 0 0| ]
922 q241  q25.2 q3l.l1 Q321 q32.3

qd2.11

q42.3

41 bp

120,464,910 bp 120,464,920 bp

120,464,930 bp

SEquUence

Refieq Genes

OT10_T.bam




[T AL B O BNl Bl I BSDEaEEaEE 2 EaESE 2B O e

p26l p25l p242 p23 p222? p2l3l  pld3 pldl pl23 pl2l qlld ql22? ql3.13 Qql3.32 q2l.3 q22.2 q24 q25.2 q261 q26.31 q27.1 q28

41 bp

175,942,550 bp 175,942,590 bp 175,942,600 bp 175,942,610 bp
I I

SEqUEnCE - @ T T T C G A A C A A T G A G A T € A T C T T T A A A A A T G G G G A T G G T A
= I I F . K | D

PIEICA

Refieq Genes

OT11_B.bam




[T T T 1 N T [ B D N ([

[ . N L L NNl Bl B
p26l p25l p242 p23 p222? p2l3l  pld3 pldl pl23 pl2l qlld ql22? ql3.13 Qql3.32 q2l.3 q22.2 q24 q25.2 q261 q26.31 q27.1 q28

41 bp

175,942,550 bp 175,942,590 bp 175,942,600 bp 175,942,610 bp
I I I

SEqUEnCE - @ T T T C G A A C A A T G A G A T € A T C T T T A A A A A T G G G G A T G G T A
= I I F . K | D
PIKICA

Refieq Genes

OT11_T.bam




i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp

7575450 bp 7575460 bp 7575470 bp 7575450 bp

SEQUENCE —

Refieq Genes

OT11_B.bam




I [ [ [ D N [ I [
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp

7575450 bp 7575460 bp 7575470 bp 7575450 bp

SEQUENCE —

RefSeq Genes A M A R =] T G P P P T

______—I

OT11_T.bam




i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp

7 577,100 bp 7577,110 bp 7577,120 bp

SEQUENCE —

Refieq Genes

OT12_B.bam —




i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7 577,100 bp 7577,110 bp 7577,120 bp

SEQUENCE —

Refieq Genes

OT12_T.bam ,




I I [ I T 1T T 17T T T 1 e ] I
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3 q3412 q343

41 bp
139,409,740 bp 139,409,750 bp 139,409,760 bp 139,409,770 bp

SEqUEnCE -@® - G C C ¢ ¢ T € A C C T G T G T A ¢ € €C €C G G € T € A €C A G

T- Ml
L
&
]
&
L
(] —
L
[y
q —
&

Refieq Genes
MOTCHI

OT14_B.bam




I I [ I T 1T T 17T T T 1 e ] I
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3 q3412 q343

41 bp
139,409,740 bp 139,409,750 bp 139,409,760 bp 139,409,770 bp

SEqUEnCE — & ¢ ¢ ¢ ¢ ¢ 1T € A € C T & T & T A & € € € &G & C T € A € A G G C A C A C T € G T A
Refseq Genes L T i G P E C A C E i
MOTCHI
—

OT14_T.bam




] [ ] [ [ | [ [ _F_ [ B BN T [ T N
pl231 pl2l pli2Z plll qil2l  qll.23 q2ll q2l.2 q221 223 q231 q23.31 g4l q24.32 q25.2 q26.11

41 bp

61,956,360 bp 61,956,370 bp 61,956,350 bp
I

SEqUEnCE - A T T T T c 1T ¢ ¢ ¢ A € A T G A A G A G G A G T A A A T € € T T T € T G
v H L F T F

ANEK3

p=y
E

Refieq Genes

OT16_N.bam




] [ ] [ [ | [ [ _F_ [ B BN T [ T N
pl231 pl2l pli2Z plll qil2l  qll.23 q2ll q2l.2 q221 223 q231 q23.31 g4l q24.32 q25.2 q26.11

41 bp

61,956,360 bp 61,956,370 bp 61,956,350 bp
I

SEqUEnCE - A T T T T c 1T ¢ ¢ ¢ A € A T G A A G A G G A G T A A A T € € T T T € T G
v H L F T F

ANEK3

Refieq Genes

OT16_T.bam




i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7575,150 bp 7575,190 bp 7575200 bp

SequUence — A C C A G

* =
=
=
-
L
=
£
£
L
£
£
=
-
L
=
-
&=
(]
£
£
=
e
L
L
e
=
=

= i
=
e

L
-
=
-
£

Refieq Genes

OT18_M.bam




i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp

7575,150 bp 7575,190 bp 7575200 bp
I

SequUence — A C C A G

* =
=
=
-
L
=
£
£
L
£
£
=
-
L
=
-
&=
(]
£
£
=
e
L
L
e
=
=

= i
=
e

L
-
=
-
£

Refieq Genes
TPS3

l .1 | |
1
OT15_T.bam ,
[ ]
1




chrl

p36.31

p36.13 p353

p3d.2

|| -:——:-:-:-:-IP*I
p323 p3l3  p3ld pIr3 p2l.3 pi33 pl? qill

120572530 bp

120572540 bp

41 bp

ql? qg?l.l

ql2

q24.1

q25.2

[
q31.1 Q321 q32.3

qd2.11

q42.3

120572550 bp

120572560 bp

SEquUence

Refieq Genes

OT21_B.bam

K
MOTCH2




chrl

p36.31

p36.13 p353

p3d.2

|| -:——:-:-:-:-IP*I
p323 p3l3  p3ld pIr3 p2l.3 pi33 pl? qill

120572530 bp

120572540 bp

41 bp

ql? qg?l.l

ql2

q24.1

q25.2

[
q31.1 Q321 q32.3

qd2.11

q42.3

120572550 bp

120572560 bp

SEquUence

Refieq Genes

OT21_T.bam

K
MOTCH2




_:I:I:*:_II- [ I e T 1T T 7T 1 T 1 e
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1

41 bp
21,971,100 bp 21,971,110 bp 21,971,120 bp

SEQUENCE —
L o o F C R 4 A, R T F H

Refieq Genes -
CDENZA

OT21_B.bam




_:I:I:*:_II- [ I e T 1T T 7T 1 T 1 e
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3

41 bp
21,971,100 bp 21,971,110 bp 21,971,120 bp

SEQUENCE —
L o o F C R 4 A, R T F H 5

Refieq Genes -
CDENZA

OT21_T.bam




[ [ [ [ D N [ I [
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7578520 bp 7575530 bp 757554 bp

SEQUENCE —

Refieq Genes

OT22_M.bam




[ [ [ [ D N [ I [
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7578520 bp 7575530 bp 757554 bp

SEQUENCE —

Refieq Genes

OT22_T.bam




[T T N N a7 a0 D DN D [ e
p26l p25l p242 p23 p222? p2l3l  pld3 pldl pl23 pl2l qlld ql22? ql3.13 Qql3.32 q2l.3 q22.2 q24 q25.2 q261 q26.31 q27.1 q28

41 bp

142,251,600 bp 142,251,610 bp 142,251,620 bp 142,251,630 bp
I

SEqUEnCE — cC A A T A A T A C€C G A o T A A G A A C C A T T A A T A A A G T G A C T T € A A T A
RefSeq Genes I I R T L M L L T V = I
ATR

OT23_B.bam I I




[T T N N a7 a0 D DN D [ e
p26l p25l p242 p23 p222? p2l3l  pld3 pldl pl23 pl2l qlld ql22? ql3.13 Qql3.32 q2l.3 q22.2 q24 q25.2 q261 q26.31 q27.1 q28

41 bp

142,251,600 bp 142,251,610 bp 142,251,620 bp 142,251,630 bp
I

SEqUEnCE — cC A A T A A T A C€C G A o T A A G A A C C A T T A A T A A A G T G A C T T € A A T A
RefSeq Genes I I R T L M L L T V = I
ATR

1
|
OT23_T.bam I I




- -l

pll.l ql?

I
q21.1

7575390 bp

I I
q21.31 q21.32

ql?

q23.1

q23.3

q24.2

243  q25.1

7STSA00 bp

7575410 bp

SEquUence

Refieq Genes

OT23_B.bam




[ [ [ D N [ I
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

7575390 bp 7STSA00 bp 7575410 bp

SEquUence

Refieq Genes

OT23_T.bam




SEquUence

Refieq Genes

T2 _B.bam

-

plb.2

p15.33

- il
pl? qll

pi5.2 pl51l pld ql3.1 ql33 q21.21 q22.1 q23 25  q2b

157,549,340 bp

q28.1

q28.3

I
q31.21

|
q31.3

q32.2

q3ii q3d.?

41 bp

157,549,350 bp 157,549,360 bp

157,549,370 bp




chrd

[ ] I I I e B N [ [ [ N ] [ BN [ N | [T 1 _:-:-:_;I:
pl62? pl5.33 pi5.2 pl51l plid plZ qil ql3.1 ql33 q21.21 q22.1 q23 25  q2b q281  q283 q31.21 q31.3 322 q33 q3d2 q35.

e 41 bp ol

157,549,340 bp 157,549,350 bp 157,549,360 bp 157,549,370 bp 157,
I I | | I I I I

SEQUENCE — T T T C C cC T T T T C cC T T T C C A A C C T C A C [ cC A A €C A C A A
RefSeq Genes K L k. D K D L A T W Q L W )
FATI
' |
OT24_T.bam




SEquUence

Refieq Genes

T2 _B.bam

i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp ol

7575200 bp 7575210 bp 7575220 bp 7575230 bp
I




SEquUence

Refieq Genes

OT24_T.bam

i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp ol

7575200 bp 7575210 bp 7575220 bp 7575230 bp
I




chrl

CILT B T T RTTTT T T T P B Y [ - [ I W [ W T T ]
p36.31 p3bl3 p35.3 p3d42 p323 p3l3  p3ld plr3 p2l3 pi33 pl2 qll ql2 qZll q22 q2d1  q252 q3l.d Q321 q323 qd211  qd2.3

41 bp
27,023,360 bp 27,023,370 bp 27,022,350 bp 27,023,390 bp

SEQUENCE —

Refieq Genes
ARID1IA

OT25_6.bam




chrl

CILT B T T RTTTT T T T P B Y [ - [ I W [ W T T ]
p36.31 p3bl3 p35.3 p3d42 p323 p3l3  p3ld plr3 p2l3 pi33 pl2 qll ql2 qZll q22 q2d1  q252 q3l.d Q321 q323 qd211  qd2.3

41 bp
27,023,360 bp 27,023,370 bp 27,022,350 bp 27,023,390 bp

SEQUENCE —

Refieq Genes
ARID1IA

OT25_T.bam




- -l

pll.2

pli.1

ql?

I I I I
q21.1 q21.31 q21.32

7575400 bp

ql?

q23.1

q23.3

q2d42 q2d.3

q25.1

41 bp
7575410 bp

7575420 bp

SEquUence

Refieq Genes

OT25_6.bam




[ [ [ [ D N [ I [
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7575400 bp 7575410 bp 7575420 bp

SEQUENCE —

Refieq Genes

OT25_T.bam




[l | [ | [ B [ | N 1 [ [ B
q361 q37.1

chr?
| P || | L0 HN [ | || | I | | | T T [ | HER | |
p25.2 p2d3 p2?3.3 p2?r3 p21 pl6.? pl5 pl13.2 pl11.}? qli1.1 ql*1 ql3 qld2? q?l.1 qXzr? qq2?3.3 q2d? q31.1 Q3?1 q323 q33? q3id
-~ 41 bp L
202,136,270 bp 202,136,

202,136,260 bp

126,244 bp

SEQUENCE —

Refieq Genes

OT25_B.bam




[ | [ | [ | [ ] [ | N 1V Il 1 [ B
qii.}? q34 q3e6.1 qi7.l

chr?
[ ] || | L0 HN [ | || | I | | | T T [ | HER
p25.2 p2d3 p2?3.3 p2?r3 p21 pl6.? pl5 pl13.2 pl11.}? qli1.1 ql*1 ql3 qld2? q?l.1 qXzr? qq2?3.3 q2d? q31.1 Q321 q323
-~ 41 bp L
202,136,270 bp 202,136,

202,136,260 bp

126,244 bp
I I I

SEQUENCE — T A
Refieq Genes v I L : U | 2

OT25_T.bam




chrl

p36.31

p36.13 p353

p3d.2

p32.3

p3l.3

p31.1

p22r3 p2l.3

-l I

[
pl3.3 pl? qll ql? qg?l.l ql2

225,464,260 bp

225464270 bp

q24.1

q25.2

q31.1

[
Q321 q32.3

qd2.11

225,464,250 bp

225,464,290 bp

SEquUence

Refieq Genes

OT27_B.bam




chrl

p36.31

p36.13 p353

p3d.2

p32.3

p3l.3

p31.1

p22r3 p2l.3

pl3.3

-l

pl? qll

225,464,260 bp

225464270 bp

ql?2

T I N
qZ1l  q22 q24l1

q25.2

q31.1

[
Q321 q32.3

qd2.11

225,464,250 bp

225,464,290 bp

SEquUence

Refieq Genes

aT27_T.bam




[T T T O 1 L BN BE B EEEm [ 1 BN 0 ) N D e [ e
p26l p25l p242 p23 p222? p2l3l  pld3 pldl pl23 pl2l qlld ql22? ql3.13 Qql3.32 q2l.3 q22.2 q24 q25.2 q261 q26.31 q27.1 q28

41 bp
175,952,070 bp 175,952,050 bp 175,952,090 bp 175,952,100 bp

SEQUENCE —

Refieq Genes
PIK3CA

OT27_B.bam fr—




p26.1

p25.1

p242 p23 p22.2

p21.31

[
pld.3

T
pldl pl2.3

pl21

qll.1

175,952,070 bp

175,952,050 bp

qi2? ql3.13 ql332 q?l3 q222

qld

q25.2

q261 q26.31

q27.1

qls

41 bp
175,952,090 bp

175,952,100 bp

SEQUENCE —

Refieq Genes

OT27_T.bam

PIEICA




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | N 1 [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

e 41 bp ol

202,149,900 bp 202,149,910 bp 202,149,920 bp 202,149,930 bp
I I | | I I I I

SEQUENCE —

Refieq Genes

aT27_B.bam




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | N 1 [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

e 41 bp ol

202,149,900 bp 202,149,910 bp 202,149,920 bp 202,149,930 bp
I I | | I I I I

SEQUENCE —

Refieq Genes

OT27_T.bam




I
ql? qrl.l

7572990 bp

I I
q21.31 q21.32

ql?

q23.1

q23.3

q24.2

q24.3

q25.1

41 bp

7574,000 bp

7574010 bp
I

7574020 bp

SEquUence

Refieq Genes

aT27_B.bam




I
ql? qrl.l

7572990 bp

I I
q21.31 q21.32

ql?

q23.1

q23.3

q24.2

q24.3

q25.1

41 bp

7574,000 bp

7574010 bp
I

7574020 bp

SEquUence

Refieq Genes

aT27_T.bam




chrXx

[ ] [ ] N [ - ] [T NN BN | [ ] [T T T —
p22.32 p222 p2212 p2l.3  p2.l plid pil.23 pil.2l qil.? ql31 q21.1 q21.31 q21.33 q222 q23 q2d4 q25 q26.0 q263 q27.2 a28

- 41 bp
32,519,570 bp 32,519,550 bp 32,519,590 bp 32,519,900 bp
| | | | | | | |
SEQUENCE - A T T A C cC A T T € A C cC A T cC T & T T C C A C cC A G G G C cC T ¢ A G C T G A T
RefSeq Genes * € . . E I M Q E V L A Q A 5
DD

OT27_EB.bam :




chrXx

[ ] [ ] N [ - ] [T NN BN | [ ] [T T T —
p22.32 p222 p2212 p2l.3  p2.l plid pil.23 pil.2l qil.? ql31 q21.1 q21.31 q21.33 q222 q23 q2d4 q25 q26.0 q263 q27.2 a28

- 41 bp
32,519,570 bp 32,519,550 bp 32,519,590 bp 32,519,900 bp
| | | | | | | |
SEQUENCE - A T T A C cC A T T € A C cC A T cC T & T T C C A C cC A G G G C cC T ¢ A G C T G A T
RefSeq Genes * € . . E I M Q E V L A Q A 5
DD

OT27_T.bam :




- -l

pll.2

pli.1

I
ql? qrl.l

7577530 bp

I I
q21.31 q21.32

ql?

q23.1

q23.3

q24.2

q24.3

41 bp
757754 bp

7577550 bp

SEquUence

Refieq Genes

OT27_B.bam




- —eull] T | I

pll.2 pli.1 ql? q2l1.1

I I
q21.31 q21.32

ql?

q23.1

q23.3

q24.2

q24.3

41 bp
7577530 bp 757754 bp

7577550 bp

SEquUence

Refieq Genes

OT27_T.bam

A
I F F F K
TPS53




] [ -m | ] BN 7 N ]
pi532 pl52  pld3 pl3l pll qil.2 ql22? qi3.2 qld4l ql43 ql5 qXl.2 ql21 q23l q23.3 q31.2 q32 q33.2 q3d q351  q3o.

41 bp

56,564,720 bp 56,564,730 bp 56,564,740 bp 56,564,750 bp

SEQUENCE —

Refieq Genes
RASAL RASA]L

oT32_B.bam |




SEquUence

Refieq Genes

aT32_T.bam

] [ [ -m BN 7 N 1
pi532 pl52  pld3 pl3.3 pl3l pll qil.2 ql22? qi3.2 qld4l ql43 ql5 qXl.2 ql21 q23l ) ) q32 q33.2 q3d q351  q3o.

41 bp
56,564,720 bp 56,564,730 bp 56,564,740 bp 56,564,750 bp




_:I:I:*:_II- [ I e T 1T T 7T 1 T 1 e
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3

41 bp

21,970,960 bp 21,970,970 bp 21,970,950 bp 21,970,990 bp
I I I I

SEQUENCE —

Refieq Genes
CDENZA

oT32_B.bam




_:I:I:*:_II- [ I e T 1T T 7T 1 T 1 e
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3

41 bp

21,970,960 bp 21,970,970 bp 21,970,950 bp 21,970,990 bp
I I I I

SEQUENCE —

Refieq Genes
CDENZA

aT32_T.bam —




I I | I [ T [ T T 1 B | [ [ [
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3

e 41 bp

139,412,160 bp 139,412,170 bp 139,412,150 bp 139,412,190 bp
|

SEQUENCE —
T W o I C C 4 Y o o

Refieq Genes
MOTCHI

OT32_B.bam




[ |
p23 p222 p2l.3 p2i.1 pl3.2 pl2

-

139,412,160 bp 139,412,170 bp
|

[ T [ T T 1T
q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3

41 bp
139,412,150 bp

139,412,190 bp

SEQUENCE —

RefSeq Genes T W L I

OT32_T.bam

MOTCHI

K f L L




chrl

p36.31

p36.13

p35.3 p3d.2

|| -:——:-:-:-:-:1)’
p32.3 p3l. p223 p2l3 pi33 pl

120,611,950 bp

q21.1

[N
ql2 q2d.1

q25.2

q31.1

|
q32.1

I
q323 qd2ll

q42.3

120,611,970 bp

120,611,950 bp

SEquUence

Refieq Genes

T33_6.bam

c ¢ C & & 66 & &G € ¢ & € G
A, P A A
MOTCH2
[
[




chrl

p36.31

p36.13

p35.3 p3d.2

|| -:——:-:-:-:-:1)’*-
p323 p3l3  p3ld p2r3 pi33 pl? qill

p2l.3

120,611,950 bp

120,611,960 bp

ql?2

q21.1

[N
ql2 q2d.1

q25.2

q31.1

|
q32.1

I
q323 qd2ll

q42.3

120,611,970 bp

120,611,950 bp

SEquUence

Refieq Genes

OT33_T.bam

MOTCH2




I I
q21.31 q21.32

I
ql? qrl.l

7577520 bp

ql?

q23.1

q23.3

q2d42 q2d.3

41 bp
7577530 bp

7577540 bp

SEquUence

Refieq Genes

OT37_MW.bam




I I
q21.31 q21.32

ql? qrl.l

ql?

q23.1

q23.3

q2d42 q2d.3

41 bp

7577520 bp 7577530 bp

7577540 bp

SEQUENCE —

Refieq Genes

OT37_T.bam




_:I:I:*:_II- | T [T T [ 7T T T N [ | B [ [ [ T7
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3 q3412 q34.3

41 bp

21,971,170 bp 21,971,190 bp 21,971,200 bp

SEQUENCE —

Refieq Genes
CDENZA

OT38_M.bam | |




_:I:I:*:_II- | T [T T [ 7T T T N [ | B [ [ [ T7
p23 p222 p2l.3 p2i.1 pl3.2 pl2 ) q2112 qIl.2 q21.32 qf21 Q2232 q31.1 q31.3 q33.1 q33.3 q3412 q34.3

41 bp

21,971,170 bp 21,971,190 bp 21,971,200 bp

SEQUENCE —

Refieq Genes
CDENZA

OT38_T.bam




I
ql? qrl.l

7575520 bp

I I
q21.31 q21.32

ql? ql3.l

q23.3

q24.2

q24.3

q25.1

41 bp
7575530 bp

7575540 bp

7575550 bp

SEquUence

Refieq Genes

OT40_B.bam

TP53




[ [ [ [ D N [ I [
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7575520 bp 7575530 bp 7575540 bp 7575550 bp

SEQUENCE —

Refieq Genes
TPS3

OT40_T.bam




chrl
[ el [ I W [ W T T |
p31.1 p2?r3 p?*l.3 pl13.3 pl? qlil ql? qg?1.1 q2:? q2d.1 Q2?52 q3l.1 q3zl Q323 qd211

[ ITTT B T T TTT] I
p36.31 p3bl3 p35.3 p3d2 p323  p3l.3

41 bp

225506560 bp 225506570 bp 225506550 bp 225506590 bp

SEQUENCE —

Refieq Genes

OT41_N.bam




chrl

p36.31

p36.13 p353

p3d.2

p32.3

p3l.3

p3l. p22.3

p2l.3

pl3.3

-l

pl? qll

225506560 bp

225506570 bp

41 bp

ql? qg?l.l

ql2

q24.1

q25.2

q31.1

[
Q321 q32.3

qd2.11

225506550 bp

225506590 bp

SEQUENCE —

Refieq Genes

OT41_T.bam




chr5

[ TT1T ] [ I [ [ [ - N | [ ] [ || 1 B Y B [
pl5.32 pl5.2  pld3 pl3.3 pi3l pll qil.2 ql22? ql3.2 qld4l qld3 qi5 q2l.2 q221 q23.d q23.3 q31.2 Q32 q33.2 q3d 351  gq35.
-~ 41 bp L
56,645,950 bp 56,645,990 bp 56,649,000 bp 56,649,010 bp
I I I I I I | I
I
SEQUENCE — T T A C A T € A T A AT C A C T A T C A A A A A A C A A T T T T
RefSeq Genes I " D I I D H Y F. . E Q I )
RASAL

OT42_B.bam




SEquUence

Refieq Genes

aT42_T.bam

] [ -m | ] BN 7 N ]
pi532 pl52  pld3 pl3l pll qil.2 ql22 q13.2 qld4l ql43 qls qXl.2 ql21 q23l q23.3 q31.2 q32 q33.2 q3d q351  q3o.

56,645,950 bp 56,645,990 bp 56,649,000 bp 56,649,010 bp




- ol [T T T
qli ql2.12 ql23 ql3.2 qld? qld3 q2l.1 q21.31 q21.33 q22.7 q31.1 q31.2

41 bp

111,366,550 bp 111,366,560 bp 111366570 bp
I I

SEQUENCE —

Refieq Genes D Al

OT42_B.bam




- ol [T T T
qli ql2.12 ql23 ql3.2 qld? qld3 q2l.1 q21.31 q21.33 q22.7 q31.1 q31.2

41 bp

111,366,550 bp 111,366,560 bp 111366570 bp
I I

SEQUENCE —

Refieq Genes D Al

OT42_T.bam




chrl17f

[ | | I | I [ [ [ I N I H
pl3.2 pl3l pl2 pil.2 pll.1 qll.2 ql?z q2l1 q21.31 q21.32 q22 q23.1 q233 q2a42 q243 251 q25.3
-~ 41 bp
7,574,000 bp 7574010 bp 7574020 bp 7574030 bp
I I I I I I I I
I
SEQUENCE — cC T cC T C A A C€C A T € T C A A C cC T cC A C C C C A C AT cC T
eseq Genes , ; ; ; , : , — : e — ; ; ; , , : : ; — , ; ; ; , : , ; . : , , - e
TP53

OT42_B.bam




I I I I
ql? q2l1.1 q21.31 q21.32 q22

7574,010 bp

q23.1

q23.3

q2d42 q2d.3

41 bp

7574020 bp
I

7574030 bp

SEquUence

Refieq Genes

OT42_T.bam

.




SEquUence

Refieq Genes

OT42_B.bam

I I I [ | I I I I I
pl!.l pl3.13 pl3.11 ql311 ql3.12 ql3.2 q13.31 ql333 ql3dl ql34? ql3das

- 41 bp
10,602,420 bp 10,602,430 bp 10,602,440 bp 10,602,450 bp




I I [ | I I I I I
pl3.11 ql311 ql3.12 ql3.2 q13.31 ql333 ql3dl ql34? ql3das

- 41 bp
10,602,420 bp 10,602,430 bp 10,602,440 bp 10,602,450 bp

SEQUENCE —

Refieq Genes

aT42_T.bam




chrXx
[ ] [ N | [ w--af T [ N B H
p2232 p222? p?xl1} p2?l.3 p?1.1 plld pl11.23 pl11.21 qll.? ql13.1 q?l.1 q?1.31 q2?*1.33 q2r2? q23 q2d q?5 g6l q2?63 q2F.2 q28
-~ 41 bp L
31,676,150 bp 31,676,156
I

76,120 bp 31,676,130 bp 31,676,140 bp
I I I | I I

SEQUENCE —

Refieq Genes

OT43_B.bam




chrXx
| [ w--af T [ N B | ] [T T T —
q?1.31 q2?*1.33 q2r2? q23 q2d q?5 g6l q2?63 q2F.2 q28

| B [ ] || I
p22.32 p222 p2212 p2l.3 p2l.l plid pil.23 pil.2l qil.? ql31 q21.1

- 41 bp -
76,120 bp 31,676,130 bp 31,676,140 bp 31,676,150 bp 31,676,16
I I I I I I I I I
SEQUENCE — A T A
RefSeq Genes R W 5 A I | I E T I M H ¥
DMID

OT43_T.bam




pill qil.d q21.2

q2212 qZ213

q22.2

41 bp

44,512,270 bp 44,512,250 bp

44,512,290 bp

SEQUENCE —

Refieq Genes
U2AFL

OT43_B.bam




pill qil.d

q21.2

44,512,270 bp

q2212 qZ213

q22.2

41 bp

44,512,250 bp

44,512,290 bp

SEquUence

Refieq Genes

OT43_T.bam




chr5

[ TT1T ] [ I [ [ [ - N | [ ] [ || 1 B Y B [
pl5.32 pl5.2  pld3 pl3.3 pi3l pll qil.2 ql22? ql3.2 qld4l qld3 qi5 q2l.2 q221 q23.d q23.3 q31.2 Q32 q33.2 q3d 351  gq35.
-~ 41 bp L
51,130 bp 56,651,140 bp 56,651,150 bp 56,651,160 bp 56,651,17
I I I I I | I I I
I
SEQUENCE — cC T A T T cC T C A A A A C A C T A T A T T A T cC T A A A T cC T T
RefSeq Genes P I A A E T L I L W A . 5 )
RASAL

T44_B.bam




SEquUence

Refieq Genes

OT44_T.bam

] [ -m BN 7 N 1
pi532 pl52  pld3 pl3.3 pl3l pll qil.2 ql22 q13.2 qld4l ql43 qls qXl.2 ql21 q23l ) ) q32 q33.2 q3d q351  q3o.

41 bp
56,651,140 bp 56,651,150 bp




chr?

[ ] [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | N 1 [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

-

41 bp =
202,150,020 bp 202,150,030 bp 202,150,040 bp 202,150,050 bp 702,
| | | | | | | |
Sequence - G ¢ ¢ T & A &G A G A G €C G A T 6 T ¢©€ ¢ T € G & T A A ¢ T T T T &« € € T A € T C€C A G
RefSeq Genes 5 L F. E F. C F F. : : : : : : : : : : : : : : : : : :

OT44_B.bam




chr?

[ ] [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | N 1 [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

-

41 bp =
202,150,020 bp 202,150,030 bp 202,150,040 bp 202,150,050 bp 702,
| | | | | | | |
Sequence - G ¢ ¢ T & A &G A G A G €C G A T 6 T ¢©€ ¢ T € G & T A A ¢ T T T T &« € € T A € T C€C A G
RefSeq Genes 5 L F. E F. C F E : : : : : : : : : : : : : : : : : :

OT44_T.bam




chrd

I ] T I T B N 7 [ T N | [ BN T N | [T _:-:-:_;I:
pl62 pl533 pi52 plsl piad piZ qll ql 3.1 qi33 g21.21 q22.1 q23 a25 26 q281  q263 q3l.21  g313 q322 q33 q3d? q35.
& 41 bp -
157,532,660 bp 157,532,670 bp 157,532,650 bp 157,532,690 bp
| | | | | | | |

|
SeqUence =d T T €€ € A A C A A A AT T ¢ C T € A A C A C T cC A C C A T A T T
RefSeq Genes T = \/ L | D E > v T A o Y E

FATI
OT44_B.bam
I 1




SEquUence

Refieq Genes

OT44_T.bam

N B B [ [ [N N T 0 N [ N | [T 1
pl62? pl5.33 pi5.2 pl51l plid plZ qil ql3.1 ql33 q21.21 q22.1 q23 25  q2b q281  q283 q31.21 q31.3 ) q33 q342 q35.

41 bp
157,532,660 bp 157 532,670 bp 157,532,650 bp 157,532,690 bp




chrd

OT44_B.bam

FATI

| - | | [T 1 _:-Z-:_:’:
plb? pl5.33 pl5.2 pl51 pld pl? qli ql3.l ql33 q21.21 q22.1 q23 Q25 q2b q28.1 q283 q31.21 313 Q322 33 q3d? q35.
- 41 bp !
0 bp 157,539,940 bp 157,539,950 bp 157,539,960 bp 187,539,970 bp
| | | | | | | |
SEqUENCE ¢C A C T T C T A T T T T T C T C A A A T T T T C A T T T ¢ A T
RET'S e q G ENEs u E .'Tr lr T J'I-'l. R F q F' A r'.,] D I‘-.I]




SEquUence

Refieq Genes

OT44_T.bam

N B B [ [ [N N T 0 N [ N | [T 1
pl62? pl5.33 pi5.2 pl51l plid plZ qil ql3.1 ql33 q21.21 q22.1 q23 25  q2b q281  q283 q31.21 q31.3 322 q33 q3d2 q35.

41 bp ol

157,539,940 bp 157,529,950 bp 157,529,960 bp 157,539,970 bp
I




chr 1

[ [ [ - -l I:_:I:I:_:_ 1 I I [ I [ I N | 1 [ Ml
plz pil.2 plll  qilz? ql2 qi3l q21.1 q2l.2 q2l.3 q22.2 q23.1 q23.3 q24.2 q2a3  q3l.d q31.3 q32.12  q322 q3232
- 41 bp -
50,600 bp 23,450,610 bp 23,450,620 bp 23,450,630 bp 23,4506
| | | | | | | | |
[
Sequence =M C C C A C C T C C C A C C T C A C A A C A A A cC T T T A cC T
RefSeq Genes G G T G v T L = L L A T L E
AIUBA
: !

OT46_B.bam




| O BN B

[ [ I [ ]
q2l.1 q21.7 q21.3 q22.2 q23.1 q23.3 q242 q243 q3l1.1 q31.3 q32.12 322 Q3237

41 bp
23,450,610 bp 23450,620 bp 23,450,630 bp

SEQUENCE — A A A
RefSeq Genes = L T G \ T L F. L L A T L
AJLUBA
(s ——— L .
' |
COT46_T.bam
II I —




chr 1

[ [ - HE 20 O EmPE 2 [ ] I I I I [ [ 1 [
plz pil.? plldl qlil.2? ql2 ql3.1 q21d q21.2 q21.3 q22.2 q23.1 q23.3 9242 q243  q3l.l q31.3 Q3212 322 Q3232
-~ 41 bp
23,450,610 bp 23,450,620 bp 23,450,630 bp 23,450,640 bp
I I | | I I I I

SEQUENCE C C T C C C A C C T C A C A A C A A A cC T T A cC T C T

RefSeq Genes o T o Y T L F L L A, T L E D
AJUBA

OT46_B.bam




| O BN B

[ 1 [ [ I [ ]
q2l.1 q21.7 q21.3 q22.2 q23.1 q23.3 q242 q243 q3l1.1 q31.3 q32.12 322 Q3237

41 bp

23450610 bp 23450,620 bp 23,450,630 bp 23,450,640 bp

SEQUENCE —

Refieq Genes

OT46_T.bam




I
ql? qrl.l

7577520 bp
I

I I
q21.31 q21.32

ql? ql3.l

q23.3

q24.2

q24.3

41 bp
7577530 bp

757754 bp

7577550 bp

SEquUence

Refieq Genes

OT46_B.bam

I

M




[ [ [ [ D N [ I [
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp

7577520 bp 7577530 bp 757754 bp 7577550 bp
I

SEQUENCE —

C
RefSeq Genes F R R I M G o

OT46_T.bam




chri

p25.1

p2d1

[ 1
p223 pl22} p2l.32

p2l.1

pl22  pll.1

I
q24.1

ql? qi3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q243 q25.2

29,911,230 bp

41 bp

29,911,240 bp 29,911,250 bp

SEquUence

Refieq Genes

OT49_M.bam




chri

[T Do | e ol 717 [ 1 B B -l [ D 220 O D T N e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

41 bp
29,911,230 bp 29,911,240 bp 29,911,250 bp

SEQUENCE —

Refieq Genes

aT49_T.bam




SEquUence

Refieq Genes

OT49_M.bam

chri

[T Do | e ol 717 [ 1 B B -l [ D 220 O D T N e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

- 41 bp
29,911,220 bp 29,911,230 bp 29,911,240 bp 29,911,250 bp




chri

[T Do | e ol 717 [ 1 I B -l [ D 200 T e e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q2d41 q243

e 41 bp

29,911,220 bp 29,911,230 bp 29,911,240 bp 29,911,250 bp
I

SEQUENCE —

Refieq Genes

OT49_T.bam




SEquUence

Refieq Genes

OT49_M.bam

chri

[T Do | e ol 717 [ 1 B B -l [ D 220 O D T N e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

41 bp
29,911,230 bp 29,911,244 bp 29,911,250 bp




chri

[T Do | e ol 717 [ 1 B B -l [ D 220 O D T N e
p251 pl2dl p223 p2i? p2l.3? p2l.1 pl22 plll ql2 ql3 qldl qld3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

41 bp
29,911,230 bp 29,911,244 bp 29,911,250 bp

SEQUENCE —

Refieq Genes

aT49_T.bam




i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp

7577570 bp 7577550 bp 7577590 bp

SEQUENCE —

Refieq Genes

QTS0_N.bam




- -l

pll.2 pli.1

I I
ql? q2l1.1 q21.31 q21.32 q22

7577570 bp
|

q23.1

[
9233 qld2 q2d.3

q25.1

41 bp
7577550 bp

7577590 bp

SEquUence

Refieq Genes

aT50_T.bam

| —




chrl

p36.31

p36.13 p353

p3d.2

|| -:——:-:-:-:-IP*I
p323 p3l3  p3ld pIr3 p2l.3 pi33 pl? qill

120,539,590 bp

120,539,900 bp

41 bp

ql? qg?l.l

ql2

q24.1

[
q25.2 q3l.1 Q321 q323 qd211  qd2.3

120,529,910 bp

120,529,920 bp
I

SEQUENCE —

Refieq Genes

OTS0_M.batm

K
MOTCH2




chrl

IIII-IIIIIIII--:__:-:-:-:-!P*I [ I W [ W T T ]
p36.31 p3bl3 p35.3 p3d42 p323 p3l3  p3ld plr3 p2l3 pi33 pl? qll ql2 qZll q22 q21  q252 q3l.d Q321 q323 qd211  qd2.3

41 bp

120,539,590 bp 120,539,900 bp 120,529,910 bp 120,529,920 bp
I

SEQUENCE —

L1 [
— 3

T T C T g o I A C F H

Refieq Genes -
MOTCH2
|

OT50_T.bam




- -l

pll.2 pli.1

ql?

I
q21.1

7577490 bp

I I
q21.31 q21.32 q22

q23.1

[
9233 qld2 q2d.3

q25.1

41 bp
7577500 bp

7577510 bp

SEquUence

Refieq Genes

OT51_M.bam




|| I [ [ [ D N [ I
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp

7577490 bp 7577500 bp

7577510 bp

SequUence — G G G

Refieq Genes
TPS3

I T s m——
aT51_T.bam : f— :




chrl2?

[ N B BN T - !I 1 [ I ] ] ] ] [ ] I N I ) ]
pl3.32 pl3.2 pl23  pl2l pll.27 pill ql? ql311 ql3.13 qldl qld3 q21.1 q21.31 q21.33 q23.1 q233 q2d1? q2422 q24.31 q24.33

- 41 bp -
49,445,710 bp 49,445,720 bp 49,445,730 bp 49,445,740 bp

SEQUENCE —

Refieq Genes

OT51_M.bam




chrl2?

[ N B BN T - !I 1 [ I ] ] ] ] [ ] I N I ) ]
pl3.32 pl3.2 pl23  pl2l pll.27 pill ql? ql311 ql3.13 qldl qld3 q21.1 q21.31 q21.33 q23.1 q233 q2d1? q2422 q24.31 q24.33

- 41 bp -
49,445,710 bp 49,445,720 bp 49,445,730 bp 49,445,740 bp

SEQUENCE —

Refieq Genes

OT51_T.bam : !




chri

[T I I N - - | J1 [ I N I I
p251 p2d41 p223 p2l2? p2l.32 p21.1 pl2? plll ql? ql3 ql qld.3 qled glb3 g2l q22l q2232? q23.2 q2d41 q24.3 q25.2 q26 q27
- 41 bp
50,745,020 bp 50,745,030 bp 50,745,040 bp 50,745,050 bp
| | | | | | | |
|
Sequence T A T T A A A T A T T A T € T T A A T A T C T T A A A A A
RefSeq Genes M E C I | D L I 5 L I I
TTE

OT53_N.bam




chri

[T [TV T N [ [ [ _:-:F-:*:-:_:-:—:-:- N B
p251 pl2al p223 p2i? p2l.3?2 p2l.1 pl22 plil ql? qi3 ql qld.3 qlel ql63 g2l q221 q2232 q23.2 q241 q243 q25.2

41 bp

50,745,020 bp 50,745,030 bp 50,745,044 bp 50,745,050 bp

SEQUENCE —

Refieq Genes
TTE

_—I M—

OT53_T.bam




chr

[ ] ] ] ] T T ] CI:_-:-:_:_:_:! 1 [ ] [ ] ] ]
p23.2 p231  p2? p2l3  plll pl1.23 plll qil.21 ql2l ql2.3 ql3.2 q2l.11 q2?1.13 q21.3 g2l q223 q23.2 q241l q24al13 q24.22

- 41 bp
95,521,450 bp 95,521,460 bp 95,521,470 bp 95,521,450 bp

SEQUENCE —

Refieq Genes

KlAA1429

OT53_N.bam




chr

[ ] ] ] ] T T ] CI:_-:-:_:_:_:! 1 [ ] [ ] ] ]
p23.2 p231  p2? p2l3  plll pl1.23 plll qil.21 ql2l ql2.3 ql3.2 q2l.11 q2?1.13 q21.3 g2l q223 q23.2 q241l q24al13 q24.22

- 41 bp
95,521,450 bp 95,521,460 bp 95,521,470 bp 95,521,450 bp

SEQUENCE —

Refieq Genes

KlAA1429

OT53_T.bam




SEquUence

Refieq Genes

OT54_M.bam

|| I [ [ [ D N [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243

41 bp -
7579350 bp 7579,390 bp 7579400 bp 7579410 bp




SEquUence

Refieq Genes

OT54_T.bam

|| I [ [ [ D N [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243

41 bp -
7579350 bp 7579,390 bp 7579400 bp 7579410 bp




chr?

[ O D B [ 1 N I BN D | I I I [ T1
p25.2 p24.3  p23.3 p223 p2l ple? pls pl32 pll.? qlld ql2d qi3 qld2? q2l1.1 q222 q233 q2d.2 q31.1 q321 323 q33.2 q3d q36d q37.1
-~ 41 bp
175,096,440 bp 175,096,450 bp 175,096,460 bp 175,096,470 bp
I I I I I I I I
I
SEQUENCE — C A T cC T T T cC T A T A C T cC T cC A cC T A T A A A C A
RefSeq Genes P M 5 Il 5 | 5 F E A I F A 5
NFEZLZ

OT55_B.bam




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | | B [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

- 41 bp -
175,096,444 bp 175,096,450 bp 175,096,460 bp 175,096,470 bp

SEQUENCE —

F M = K >

Refieq Genes
MFEZL2Z

QT55_T.bam




chr?

[ 7 T B [ I | | T B [ [ 1
p25.2 p24.3  p23.3 p223 p2l ple? pls pl32 pll.? qlld ql2d qi3 qld2? q2l1.1 q222 q233 q2d.2 q31.1 q321 323 q33.2 q3d q36d q37.1
-~ 41 bp
175,096,440 bp 175,096,450 bp 175,096,460 bp 175,096,470 bp
| | I I I I I I
I
SEQUENCE C A T cC T T T T A T A C T cC T C A C T A T A A A C A A
RefSeq Genes M 5 [l I 5 F E A I F A 5
NFEZLZ

OT55_B.bam




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | | B [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

- 41 bp -
175,096,440 bp 175,096,450 bp 175,096,460 bp 175,096,470 bp
| | I I I I I I
SEQUENCE — cC A T cC T T T cC T A T A C T cC T C A C T A T A A A C A A A
RefSeq Genes M 5 I 5 I 5 F E A I F A 5
MFEZLZ
— | | |

OT55_T.bam




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | | B [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

e 41 bp ol

175,095,940 bp 175,095,950 bp 175,095,960 bp 175,095,970 bp
| | I I I I I I

SEQUENCE —
Refieq Genes
MFE2L2
[ | I |
|
[ |
OT55_E.bam — —




chr?

[ [ | [ [ [ ] HN [ | [ | | [ | | | T T [ | HER [ | [l | [ | [ B [ | | B [ | B
p25.2 p243  p233 p223 p2l ple? pls pl32 pli.? qli.d ql2I ql3 qld2? q2L.1 q222 q233 q2a2 q31.1 q321 q323 q33.2 q3d q361 q37.1

- 41 bp -
175,095,940 bp 175,095,950 bp 175,095,960 bp 175,095,970 bp

SEQUENCE —

Refieq Genes

MFE2L2

OT55_T.bam




SEquUence

Refieq Genes

OT55_B.bam

] [ [ -m BN 7 N 1
pi532 pl52  pld3 pl3.3 pl3l pll qil.2 ql22 q13.2 qld4l ql43 qls qXl.2 ql21 q23l ) ) q32 q33.2 q3d q351  q3o.

56,649,044 bp 56,649,050 bp 56,649,060 bp 56,649,070 bp
|




SEquUence

Refieq Genes

OT55_T.bam

] [ [ -m BN 7 N 1
pi532 pl52  pld3 pl3.3 pl3l pll qil.2 ql22 q13.2 qld4l ql43 qls qXl.2 ql21 q23l ) ) q32 q33.2 q3d q351  q3o.

56,649,044 bp 56,649,050 bp 56,649,060 bp 56,649,070 bp
|




[ [ [ [ D N [ I [
ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7575470 bp 7STSAS0 bp 7575490 bp

SEQUENCE —

RefSeq Genes R F. T G P F P T 5 D W

TPS53
: | | I
|
|
1
: |
I S N S B S I I II
I I B S I N S S

OT55_B.bam




i -l I [ [ [ D N [ I [
pll.2 pli.1 ql? q2l1.1 q21.31 q21.32 q22 q23.1 q23.3 q242 q243 q251

41 bp
7575470 bp 7STSAS0 bp 7575490 bp

SEQUENCE —

Refieq Genes

aT55_T.bam

____*_I




