
NCBI Accession no. KAB8269428.1 

Catalase B (Aspergillus minisclerotigenes) 
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Sequence 

LSLASLIGIASAACPY 

GPTLLED 

PERAVHARGVGAHGVFTS 

ETPVFVRFSTV 

LARDVHGFAT 

GNNIPVFFIQDAILFPDLIHAVK 

FSQQPSSLHTLLWA 

IPRSLRHVDG 

DSKLVKFHWK 

EEAQQVS 

LKFGFDL 

DPTKIVPEEYVPIT 

QVMFQPGHIVRG 

EDPLLQGRLFSYLD 

FEQLPINQPRVPV 

QMFIPLNP 

17 466 FTRAVSPSFEDVWSQPRLFYNS 

18 489 TPAEQQFWDA 

19 507 VKSSVVRNNVIIQLN 

20 527 LARRVARAIGV 

21 560 QKLKKLDGLKVGFLASVET 

22 580 ASIEAASELSK 

23 593 SEDGVDWVVAE 

24 618 DAIQFDAVIVAPGAEGLFSTLSF 

25 648 SSSTLFPAGRPLQIVID 

26 668 FGKPVGAVGSAATA 

27 691 RDGVYVDK 

28 700 VTSGFVD 

29 713 RTFKFLDR 
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NCBI Accession no. XP 018385554.1 

(GroES-like protein (Alternaria alternata) 

AC: Gro£S (3:52 bases) 
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n Start Position Sequence End Position 

1 18 GPVDYKKIPVQK 29 

2 31 GPDEVLVNIKYSGVCHTDLHA 51 

3 58 LATKLPLVGG 67 

4 69 EGAGV V VARGDLVTD 83 

5 94 WLNGSCLACDFCQQADEPLCPKPLLSGY 121 

6 127 FQQYCIAKAAHVARIPKECDLAAIAPVLCAGITVYKG 163 

7 169 VKPGQFAAIVGA 180 

8 183 GLGSLACQY 191 

9 217 GAEAFVDF 224 

10 227 SKNLVADVQK 236 

11 241 GLGPHWILVAVNE 254 

12 256 PFQQAAEYVRPRGTVICIGLPAGAYLKAPVFETVIKM 292 

13 314 RRGLIKAPYKWGLSELQMV 333 

14 342 IAGRYVL 348 
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Figure S2


