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MATRIX

Severs Mascot Search Results
User
Email
Search title H
MS data file : DATA.TXT
Database 1 : contaminants 20090624 (262 sequences; 133770 residues)
Database 2 : uniprot_sprot sprot_202104 (565928 sequences; 204173280 residues)
Timestamp : 25 Feb 2022 at 13:37:50 GMT
Protein hits : 2::1GG1_HUMAN  Immunoglobulin gamma-1 heavy chain O0S=Homo sapiens 0X=9606 PE=1 SV=2

2::1GKC_HUMAN Immunoglobulin kappa constant 0S=Homo sapiens 0X=9606 GN=IGKC PE=1 SV=2

2::1GHG2 _HUMAN Immunoglobulin heavy constant gamma 2 OS=Homo sapiens 0X=9606 GN=IGHG2 PE=1 SV=2

2::TRYP PIG Trypsin 0S=Sus scrofa 0X=9823 PE=1 SV=1

2::1GL1 HUMAN Immunoglobulin lambda-1 light chain OS=Homo sapiens 0X=9606 PE=1 SV=1

2::PTH DELAS Peptidyl-tRNA hydrolase 0S=Delftia acidovorans (strain DSM 14801 / SPH-1) 0X=398578 GN=pth PE=3 SvV=1
2::SYM _PYRAR  Methionine--tRNA ligase 0S=Pyrobaculum arsenaticum (strain DSM 13514 / JCM 11321 / PZ6) O0X=340102 GN=m

Mascot Score Histogram
lons score is -10*Log(P), where P is the probability that the observed match is a random event.

Individual ions scores > 49 indicate identity or extensive homology (p<0.05).
Protein scores are derived from ions scores as a non-probabilistic basis for ranking protein hits.
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1. 1GG1 HUMAN Mass: 49925 Score: 288 Matches: 38(7) Sequences: 11(5) emPAl: 0.67

Immunoglobulin gamma-1 heavy chain 0S=Homo sapiens 0X=9606 PE=1 SV=2
[JCheck to include this hit in error tolerant search or archive report

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide

513 581.9600 1161.9054 1160.6223 1.2831 0 73 0.0002 1 K.NQVSLTCLVK.G
514 581.9600 1161.9054 1160.6223 1.2831 0 (7)) 0.0086 1 K.NQVSLTCLVK.G
515 581.9600 1161.9054 1160.6223 1.2831 0 29) 4.8 1 K.NQVSLTCLVK.G
516 581.9700 1161.9254 1160.6223 1.3031 0 (35) 1.2 1 K.NQVSLTCLVK.G
517 581.9800 1161.9454 1160.6223 1.3231 0 @G7) 0.83 1 K.NQVSLTCLVK.G
540 594.2800 1186.5454 1185.6394 0.9061 0 50 0.057 1 U K.GPSVFPLAPSSK.S
541 594.2800 1186.5454 1185.6394 0.9061 0 (35) 1.6 1 U K.GPSVFPLAPSSK.S
637 643.7700 1285.5254 1285.6666 -0.1412 0 23 23 1 R.EPQVYTLPPSR.D
638 643.7800 1285.5454 1285.6666 -0.1212 0 (11) 4.2e+002 6 R.EPQVYTLPPSR.D
639 643.7900 1285.5654 1285.6666 -0.1012 0 (8) 7.5e+002 5 R.EPQVYTLPPSR.D
661 661.2400 1320.4654 1320.6708 -0.2053 0 a9 54 2 U K.STSGGTAALGCLVK.D
662 661.2500 1320.4854 1320.6708 -0.1853 0 (12) 3.1e+002 8 U K.STSGGTAALGCLVK.D
663 661.2600 1320.5054 1320.6708 -0.1653 0 (46) 0.1 1 U K.STSGGTAALGCLVK.D
664 661.2600 1320.5054 1320.6708 -0.1653 0 70 0.00048 1 U K.STSGGTAALGCLVK.D
[\ 665 661.2800 1320.5454 1320.6708 -0.1253 0 (35) 1.4 1 U K.STSGGTAALGCLVK.D
666 661.2900 1320.5654 1320.6708 -0.1053 0 (20) 48 4 U K.STSGGTAALGCLVK.D
836 839.3200 1676.6254 1676.7947 -0.1693 0 67 0.00074 1 u K. FNWYVDGVEVHNAK. T
932 603.6300 1807.8682 1806.9992 0.8689 0 42 0.27 1 R.VVSVLTVLHQDWLNGK.E
934 603.6700 1807.9882 1806.9992 0.9889 0 (10) 4.9e+002 7 R.VVSVLTVLHQDWLNGK.E
935 603.9700 1808.8882 1806.9992 1.8889 0 (12) 2.5e+002 8 R.VVSVLTVLHQDWLNGK.E
937 603.9700 1808.8882 1806.9992 1.8889 0 (8) 6.7e+002 10 R.VVSVLTVLHQDWLNGK.E
938 603.9700 1808.8882 1806.9992 1.8889 0 (14) 1.6e+002 1 R.VVSVLTVLHQDWLNGK.E
940 603.9800 1808.9182 1806.9992 1.9189 0 29) 5 1 R.VVSVLTVLHQDWLNGK.E
979 624.9400 1871.7982 1871.9629 -0.1647 1 18 58 2 U R.EPQVYTLPPSRDELTK.N
981 624.9500 1871.8282 1872.9146 -1.0864 0 (10) 4.7e+002 2 U K.TTPPVLDSDGSFFLYSK.L
985 625.2500 1872.7282 1872.9146 -0.1864 0 (32) 2.1 1 U K.TTPPVLDSDGSFFLYSK.L
986 625.2700 1872.7882 1872.9146 -0.1264 0 (35) 1.4 1 U K.TTPPVLDSDGSFFLYSK.L
987 937.4200 1872.8254 1872.9146 -0.0891 0 82 2.6e-005 1 U K.TTPPVLDSDGSFFLYSK.L
988 937.4200 1872.8254 1872.9146 -0.0891 0 29) 5.5 1 U K.TTPPVLDSDGSFFLYSK.L
989 937.4300 1872.8454 1872.9146 -0.0691 0 (60) 0.0041 1 U K.TTPPVLDSDGSFFLYSK.L
1108 713.6300 2137.8682 2138.0202 -0.1520 0 (32) 2 1 U R.TPEVTCVVVDVSHEDPEVK.F
1110 713.6300 2137.8682 2138.0202 -0.1520 0 (15) 1.1e+002 1 U R.TPEVTCVVVDVSHEDPEVK.F
1111 713.6400 2137.8982 2138.0202 -0.1220 0 51 0.031 1 U R.TPEVTCVVVDVSHEDPEVK.F
1151 744.0500 2229.1282 2227.2001 1.9281 1 5 1.3e+003 6 R.VVSVLTVLHQDWLNGKEYK.C
1278 711.8200 2843.2509 2843.4503 -0.1994 0 (18) 40 1 U K. THTCPPCPAPELLGGPSVFLFPPKPK.D
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1279 711.8200 2843.2509 2843.4503 -0.1994 0 19 35 1 U K. THTCPPCPAPELLGGPSVFLFPPKPK.D
1280 712.0800 2844.2909 2843.4503 0.8406 0 an) 62 1 U K.THTCPPCPAPELLGGPSVFLFPPKPK.D
1282 712.2800 2845.0909 2843.4503 1.6406 0 (13) 1.2e+002 2 U K. THTCPPCPAPELLGGPSVFLFPPKPK.D

Proteins matching the same set of peptides:
2::1GHG1 HUMAN Mass: 36596 Score: 288 Matches: 38(7) Sequences: 11(5)
Immunoglobulin heavy constant gamma 1 OS=Homo sapiens 0X=9606 GN=IGHG1 PE=1 SV=1

2. 2::1GKC_HUMAN Mass: 11929 Score: 101 Matches: 7(1) Sequences: 4(1) emPAl: 1.14
Immunoglobulin kappa constant 0S=Homo sapiens 0X=9606 GN=IGKC PE=1 SV=2
[JCheck to include this hit in error tolerant search or archive report

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide

764 751.8000 1501.5854 1501.7512 -0.1657 0 47 0.092 1 u K.DSTYSLSSTLTLSK.A

922 899.9600 1797.9054 1796.8880 1.0175 0 66 0.001 1 u K.SGTASVVCLLNNFYPR.E

991 625.9200 1874.7382 1874.9197 -0.1815 0 38 0.64 1 u K.VYACEVTHQGLSSPVTK.S

992 625.9300 1874.7682 1874.9197 -0.1515 0 (36) 0.99 1 u K.VYACEVTHQGLSSPVTK.S
993 625.9400 1874.7982 1874.9197 -0.1215 0 @7 9.1 1 u K.VYACEVTHQGLSSPVTK.S
1036 649.2800 1944.8182 1945.0197 -0.2015 0 33 2.1 1 u R.TVAAPSVFIFPPSDEQLK.S

1038 649.9600 1946.8582 1945.0197 1.8385 O (12) 2.6e+002 8 u R.TVAAPSVFIFPPSDEQLK.S
3. 2::1GHG2 HUMAN Mass: 36505 Score: 86 Matches: 12(3) Sequences: 4(2) emPAl: 0.19

Immunoglobulin heavy constant gamma 2 OS=Homo sapiens 0X=9606 GN=IGHG2 PE=1 SV=2
[JCheck to include this hit in error tolerant search or archive report

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide

513 581.9600 1161.9054 1160.6223 1.2831 0 73 0.0002 1 K.NQVSLTCLVK.G

514 581.9600 1161.9054 1160.6223 1.2831 0 (7)) 0.0086 1 K.NQVSLTCLVK.G

515 581.9600 1161.9054 1160.6223 1.2831 0 (29) 4.8 1 K.NQVSLTCLVK.G

516 581.9700 1161.9254 1160.6223 1.3031 0 (35) 1.2 1 K.NQVSLTCLVK.G

517 581.9800 1161.9454 1160.6223 1.3231 0 @G7) 0.83 1 K.NQVSLTCLVK.G

637 643.7700 1285.5254 1285.6666 -0.1412 0 23 23 1 R.EPQVYTLPPSR.E

638 643.7800 1285.5454 1285.6666 -0.1212 0 (11) 4.2e+002 6 R.EPQVYTLPPSR.E

639 643.7900 1285.5654 1285.6666 -0.1012 O (8) 7.5e+002 5 R.EPQVYTLPPSR.E

724 712.3000 1422.5854 1422.7024 -0.1170 0 (23) 24 1 R.STSESTAALGCLVK.D
725 712.3000 1422.5854 1422.7024 -0.1170 0 50 0.044 1 R.STSESTAALGCLVK.D
919 599.0700 1794.1882 1792.9836 1.2046 0 18 53 1 u R.VVSVLTVVHQDWLNGK .E
921 599.3900 1795.1482 1792.9836 2.1646 0 (18) 59 5 u R.VVSVLTVVHQDWLNGK .E

4. 2::TRYP_PIG Mass: 25078 Score: 60 Matches: 7(1) Sequences: 2(1) emPAl: 0.13

Trypsin 0S=Sus scrofa 0X=9823 PE=1 SV=1
[JCheck to include this hit in error tolerant search or archive report

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide

265 421.5000 840.9854 841.5022 -0.5167 0 25 11 1 u R.VATVSLPR.S
266 421.5100 841.0054 841.5022 -0.4967 O (8) 5.2e+002 2 u R.VATVSLPR.S
267 422.1000 842.1854 841.5022 0.6833 0 (8) 6.3e+002 1 u R.VATVSLPR.S
1138 737.6400 2209.8982 2210.0967 -0.1986 0 59 0.0045 1 U R.LGEHNIDVLEGNEQF INAAK . I
1139 737.6500 2209.9282 2210.0967 -0.1686 0 (14) 1.4e+002 2 U R.LGEHNIDVLEGNEQF INAAK . I
1140 737.6500 2209.9282 2210.0967 -0.1686 0 (43) 0.15 1 u R.LGEHNIDVLEGNEQF INAAK . I
1141 737.6500 2209.9282 2210.0967 -0.1686 0 (36) 0.84 1 u R.LGEHNIDVLEGNEQF INAAK . I
Proteins matching the same set of peptides:
1::Trypsin Mass: 25078 Score: 60 Matches: 7(1) Sequences: 2(1)
Trypsin - Sus scrofa (Pig).
5. 2::1GL1 HUMAN Mass: 23101 Score: 51 Matches: 3(1) Sequences: 1(1) emPAl: 0.15
Immunoglobulin lambda-1 light chain OS=Homo sapiens 0X=9606 PE=1 SV=1
[JCheck to include this hit in error tolerant search or archive report
Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide
737.6600 2209.9582 2210.1446 -0.1864 0 (31) 3 1 u K.ATLVCLISDFYPGAVTVAWK.A
737.6800 2210.0182 2210.1446 -0.1264 0 52 0.023 1 u K.ATLVCLISDFYPGAVTVAWK.A
738.0300 2211.0682 2210.1446 0.9236 0 (36) 1.1 1 u K.ATLVCLISDFYPGAVTVAWK.A
Proteins matching the same set of peptides:
2::1GLC1 _HUMAN Mass: 11512 Score: 51 Matches: 3(1) Sequences: 1(1)
Immunoglobulin lambda constant 1 OS=Homo sapiens 0X=9606 GN=IGLC1l PE=1 SV=1
2::1GLC2_HUMAN Mass: 11458 Score: 51 Matches: 3(1) Sequences: 1(1)
Immunoglobulin lambda constant 2 0S=Homo sapiens 0X=9606 GN=IGLC2 PE=1 SV=1
2::1GLC3 HUMAN Mass: 11430 Score: 51 Matches: 3(1) Sequences: 1(1)
Immunoglobulin lambda constant 3 0S=Homo sapiens 0X=9606 GN=IGLC3 PE=1 SV=1
2::1GLL5 HUMAN Mass: 23391 Score: 51 Matches: 3(1) Sequences: 1(1)
Immunoglobulin lambda-like polypeptide 5 0S=Homo sapiens 0X=9606 GN=IGLL5 PE=2 SV=2
6. 2::PTH DELAS Mass: 23042 Score: 27 Matches: 1(0) Sequences: 1(0) emPAl: 0.15

Peptidyl-tRNA hydrolase 0S=Delftia acidovorans (strain DSM 14801 / SPH-1) 0X=398578 GN=pth PE=3 SV=1

[JCheck to include this hit in error tolerant search or archive report

http:

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide
1105 713.2400 2136.6982 2135.1561 1.5421 2 27 5.8 1 u R.ELKVQLVPERSYFGLMAR.A
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7. 2::SYM _PYRAR Mass: 66013 Score: 21 Matches: 1(0) Sequences: 1(0) emPAl: 0.05
Methionine--tRNA ligase 0S=Pyrobaculum arsenaticum (strain DSM 13514 / JCM 11321 / PZ6) 0X=340102 GN=metG PE=3 SV=1
[ Check to include this hit in error tolerant search or archive report

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide
1348 716.2800 4291.6363 4291.2213 0.4150 2 21 9.2 1 u R .AFWSLKYLAAGLAPVVPRSAETLWAMMG I STPLTWEEAK . K

Peptide matches not assigned to protein hits: (no details means no match)

Query  Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide

920 599.3800 1795.1182 1796.0520 -0.9338 1 31 3.4 1 GDGLVAG ISAASIVAKVIR
470  564.7100 1127.4054 1125.5778 1.8276 0O 29 5.5 1 ALTHASVGDGAK
269  422.9900 843.9654 842.4974 1.4681 1 29 7.3 1 GKSISVPR
1093  524.6000 2094.3709 2094.0752 0.2957 2 27 5.9 1 EAEAQGLQALKGHRVAGGMR + Oxidation (M)
791 526.3800 1576.1182 1574.8781 1.2401 1 27 8 1 GPGSYTGVRIGVTLAK
1190 583.1700 2328.6509 2327.1241 1.5268 1 26 8 1 STISSIDNSQPPPPSNTNDKTK
186  725.9200  724.9127 724.2632 0.6495 O 26 6.9 1 GMDSCR
251 412.6100 1646.4109 1646.7837 -0.3728 0O 25 34 1 EVVTMFHMLYYAK + Oxidation (M)
202 375.8700 1124.5882 1122.5604 2.0278 1 25 39 1 EKVHCPPTR
910 593.7400 1778.1982 1777.7797 0.4184 1 25 1 1 SMFSMARTTPTDMVR + 3 Oxidation (M)
380 498.7600 1493.2582 1491.7430 1.5152 1 25 43 1 ATDIRAAFAADSQR
646  647.9400 2587.7309 2586.3484 1.3825 2 25 37 1 MSDIVAMKPSTFAVFTKCIIRR + Oxidation (M)
961 612.7400 1835.1982 1833.9519 1.2463 1 24 14 1 AEPELMRAGQQN I IHK
905 592.6500 1774.9282 1772.8014 2.1267 1 24 18 1 MWYMRWEGVSDGLK + Oxidation (M)
673 666.1700 1330.3254 1330.6854 -0.3600 1 24 a1 1 IVEQHERHQR
661 661.2400 1320.4654 1319.7271 0.7383 1 24 19 1 GFIENIKICVK
142  332.4000 1325.5709 1325.5657 0.0052 1 24 57 1 TIEDEDMDKSK + Oxidation (M)
279  430.9100 859.8054 858.4195 1.3859 O 23 23 1 GVADLDNR
431 538.1900 1611.5482 1610.8740 0.6742 0O 23 57 1 QAEGANILLQTAGLGR
393 510.6700 2038.6509 2037.9578 0.6931 O 23 64 1 TDIIFFCSPNNPTGAAASR
594  620.8500 1239.6854 1239.6138 0.0717 1 23 25 1 KTLVCSVMMR + Oxidation (M)
1195 589.8300 2355.2909 2355.2872 0.0037 1 23 20 1 FILTTVGRVVMNYT I 1DSVSK
1122  720.9400 2159.7982 2160.1903 -0.3921 1 23 17 1 KVSIFGATGSIGQNTIDLIAR
937 603.9700 1808.8882 1807.8563 1.0318 O 23 24 1 VVDANHDVFDYVMLR + Oxidation (M)
1159  745.3500 2233.0282 2232.1201 0.9080 1 22 2 1 IKELDSEITLYDIGYEFGK
1194 586.8500 2343.3709 2344.1807 -0.8098 1 22 19 1 ADY IGMLATVMNGLALKSGFEK + Oxidation (M)
916 893.5400 2677.5982 2677.3963 0.2019 2 = 22 50 1 VLDAAFAGK I TDVEVLKAQFEEER
1106 713.3100 2136.9082 2137.0473 -0.1392 1 22 21 1 MAKSSLAGSDGALTWVNNATK + Oxidation (M)
248 411.7100 1642.8109 1642.8647 -0.0538 1 22 83 1 QGMPIGVMVTLRGPR + 2 Oxidation (M)
273 423.4900 844.9654 844.4767 0.4888 1 = 22 31 1 NGVGSGVKK
810 814.8800 1627.7454 1625.7719 1.9736 0O 22 60 1 NQLMYESISELQR + Oxidation (M}
952  609.5200 1825.5382 1823.9013 1.6368 2 22 20 1 FGDLSKQDSLGERASSK
715 699.0200 2792.0509 2790.4222 1.6287 1 22 63 1 IPSAVGYQPNLATEMGALQERITSTK + Oxidation (M)
1249 521.7000 2603.4636 2603.4217 0.0419 2 22 21 1 LRGIQISAGNAVSFVSLTNIEMKR
1018 956.0800 1910.1454 1909.1335 1.0119 2 22 55 1 LKMAVVKFGGKPAVTHVK
921 599.3900 1795.1482 1794.9008 0.2474 0O 22 25 1 TPVSNLMMQTQFALAK + Oxidation (M}
880  870.1500 2607.4282 2606.3493 1.0789 2 22 59 1 QWLRYSAHTVSDEVFEKLTGIK
691 675.7400 2024.1982 2023.9972 0.2010 2 = 22 711 GAKAMGGMKHTYNFPTGLK + Oxidation (M)
832 556.8400 1667.4982 1667.9359 -0.4377 0O 22 24 1 RPDG I AGFALT IAAPAK
178  359.1600 1432.6109 1432.7562 -0.1453 O 22 1.3e+002 1 VGQLVADADAAYLK
666 661.2900 1320.5654 1318.6266 1.9389 1 22 34 1 GDWERSVESVR
1196 590.2700 2357.0509 2355.2645 1.7864 1 22 25 1 EVVDAVLSAEQSLQTAIALRDK
210 756.0200 755.0127 754.4701 0.5426 1 21 19 1 NKAVPVK
923 600.7400 1799.1982 1799.9782 -0.7800 0O 21 25 1 QVIVVTGPVDFVTDGVR
1023  480.5100 1918.0109 1917.9268 0.0841 0 21 31 1 HAANRPHSLAVDAWDMK
866 574.0900 1719.2482 1719.7920 -0.5438 0 21 26 1 ANIVMSDMASNTIGHK + 2 Oxidation (M)
1231 843.2300 2526.6682 2527.2356 -0.5675 1 21 20 1 TDQRYFVPQQFENPANPAITHR
1282  712.2800 2845.0909 2845.2858 -0.1949 2 21 19 1 EQAEADLSGARELLQDPDMRDPDMK + Oxidation (M
818  820.6500 1639.2854 1639.9675 -0.6820 2 21 71 1 LVAKFALPVAGWRGR
928  904.4000 2710.1782 2710.4613 -0.2831 2 21 75 1 I SLEENQAQVGRTLELLVATGEGRK
451 552.9100 1103.8054 1101.6658 2.1396 2 21  1e+002 1 GRVLAAYPKK
945  605.8000 1814.3782 1814.0050 0.3732 1 21 28 1 FVGGSPAN IAIGSAKLGQK
394 510.6700 2038.6509 2039.0292 -0.3783 2 21  1e+002 1 KAQEQMKISRPYAQAMK + 2 Oxidation (M}
1084 1021.7100 4082.8109 4082.1351 0.6758 2 21 58 1 LVLEVTTDGS IAPEDAISYSAK I LKDQLTVF INFDEK
982 624.9700 1871.8882 1870.9762 0.9120 2 20 39 1 QGHEYTLIDTAGVRRR
189  731.6000  730.5927 730.4225 0.1702 O 20 65 1 DSGLIVK
442  543.5900 1085.1654 1085.5175 -0.3521 1 20 38 1 YVDMSARTK + Oxidation (M)
686 672.9100 2015.7082 2014.0768 1.6313 2 20 1.1e+002 1 EVITAERDLGPELKGMIK + Oxidation (M)
979  624.9400 1871.7982 1872.9112 -1.1130 1 20 40 1 TALDAMDARNAAIAAGDAR
1038  649.9600 1946.8582 1945.0284 1.8298 1 20 40 1 HELWAMFKAWIASIVK + Oxidation (M)
1183 573.2900 2289.1309 2287.2358 1.8951 2 20 38 1 LANYVKDLADPTVPLMRLSR + Oxidation (M
1020  638.7000 1913.0782 1913.9894 -0.9112 2 20 a4 1 RLERVLWNDPGTGVMR + Oxidation (M}
1255 524.1500 2615.7136 2616.4323 -0.7186 1 20 27 1 VTVHHYNMVK INGVGPGAIVQIVR + Oxidation (M}
750  490.0100 1467.0082 1465.8477 1.1604 2 20 41 1 RISVLGPGGIARDR
1062 667.3000 1998.8782 2000.0765 -1.1983 1 19 a4 1 LSLPPNVRVMFEVQDLK + Oxidation (M}
1099 1056.9700 2111.9254 2110.0771 1.8484 1 19 84 1 RMMLCTL IGAATVTLTACK
256 416.1100 830.2054 828.4454 1.7601 O 19 67 1 LTNGPATR
505 578.1900 2308.7309 2309.1660 -0.4351 1 19 1.2e+002 1 MPASSPFLLAPKGPPGNMGGPVR + 2 Oxidation (M)
1324 674.9800 3369.8636 3369.7795 0.0841 1 19 28 1 KADILLIDVPNLDYVMYHFGINHVNTVIK + Oxidation (M}
798  801.5500 2401.6282 2402.2264 -0.5982 2 19 1.1e+002 1 GLMPNPKTGTVTFEVGDAVRDAK
865 860.1800 2577.5182 2575.3183 2.1998 1 19 1.1e+002 1 FHDGKVLVLYGGPGEHHELAVSSK
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560.
570.
698.
721.
663.
674.
745.
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584.
640.
983.
636.
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423.
620.
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950.
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996.
581.
680.
431.
.1900
607.
574.
812.
646.
655.
-9900
835.
603.
667.
.3000
658.
668.
844.
656.
643.
550.
541.
632.
647.
762.
747.
560.
809.
633.
385.
590.
624.
819.
637.
643.
676.
590.
423.
775.
1180.
423.
478.
560.
555.
683.
461.
527.
795.
661.
789.
755.
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420.
567.
811.
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613.
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641.
593.
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0000
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9300
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0000
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2900
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2500
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2700
6000
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7400
7900
1000

1986.
1679.
1707.
1394.
1440.
2650.
2694.
2232.
2622.
1751.
1918.
2946.
1905.
1573.

844.
1857.
1239.
1054.
2848.
2801.
3980.
1741.
2718.

860.
1314.
1818.
2868.
3244.
2582.
1962.
1466.
1669.
1808.
1333.
3189.
1971.
2003.
3375.
1966.
1285.
1646.
2700.
1263.
1293.
2283.
2239.
1679.
1617.
3161.
1152.
1768.
1871.
2455.
1273.
2570.
2025.
2359.

844.
3097.
4719.

843.
1432.
1679.
1664.
2729.
1841.
1580.
3176.
1320.
3942.
1509.
2403.
1257.
1700.
2430.
1966.
1838.
1267.
1922.
1184.

3982
8282
7882
4054
4254
3309
0509
0082
8109
9182
8082
6082
8182
0282
0254
8482
5654
6854
9882
0109
1709
2682
3309
0054
5482
9982
3136
6509
6109
7582
9482
6854
8882
4054
1709
1882
9482
2909
7482
5454
9782
6636
8454
5454
9982
2982
8282
0454
8636
6682
7782
8282
8382
7654
8909
6682
4909
0054
8109
6909
9854
9882
7982
6782
1309
6109
0482
5309
4854
0136
6654
3636
4282
0782
7882
7782
4382
4654
3482
1854

1986.
1677.
1705.
1393.
1439.
2650.
2693.
2232.
2622.
1751.
1918.
2947.
1905.
1573.

842.
1857.
1238.
1052.
2849.
2800.
3979.
1740.
2717.

858.
1312.
1817.
2867.
3243.
2582.
1961.
1467.
1667.
1806.
1332.
3189.
1969.
2001.
3373.
1967.
1284.
1644.
2701.
1264.
1293.
2283.
2238.
1677.
1617.
3160.
1152.
1769.
1871.
2454.
.6401
2569.
2025.
2359.

843.
3097.
4719.

843.
1431.
1677.
1665.
2729.
1840.
1578.
3174.
1319.
3941.
1509.
2404.
1255.
1700.
2430.
1965.
1836.
1267.
1921.
1183.

1274

0285
8012
8556
7314
7521
3135
3443
1201
2344
9570
9393
4056
9908
7961
5226
0360
6843
6594
3971
3200
9670
7625
3833
5175
7575
8254
3793
6670
2761
8169
8813
7420
9298
6204
6791
1109
9473
7131
0258
7666
8624
2840
6775
5871
0722
0764
8012
7284
5587
7019
8505
1244
1056

3437
9657
3331
5065
4775
3873
4199
7867
8726
6916
3468
8857
7420
5186
7085
9465
8991
2155
6343
6159
2763
0360
9880
7904
9655
5179
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.3697
.0270
-9326
.6741
.6734
.0174
.7066
.1120
.5765
.0388
.1312
.7974
.1727
.7679
.5029
.8122
.8811
.0261
.4089
.6909
.2039
.5057
.9475
.4880
.7906
.1728
-9343
-9839
.3348
.9413
.9331
.9434
.9584
.7850
.5082
.0773
.0009
.5778
.2776
.7788
.1158
.6203
.8321
.0416
-9259
.2218
.0270
.6830
.3050
.0337
.0724
.7038
.7326
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.2975
.1578
.4989
.3334
.3036
.5656
.2014
-9256
.0134
.2159
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.0123
.7769
.0672
.2336
.8519
.7939
.5377
.5119
.7422
.4502
.3249
.3827
.6675
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KVVPNVDPPKTPSAFMFP + Oxidation (M)
FGGEGSSGFRHYHIK

TRITPEEMSLKEEK + Oxidation (M)

GGPAPEAVQQAITR

FEYRGSE IGRVK

DIPEMIWPLPVGAMHGIGEKTAEK + 2 Oxidation (M)
RLGGSMTSSNKTVSVLLGAQWGDEGK + Oxidation (M)
IKELDSE I TLYDIGYEFGK
DGSVAMESLRGANYKDGIDPADVAR + Oxidation (M)
TPIAPSLQQPVDAFLR

EPFSCLTISSPCLPRR

NMEEVMTKTSQAIDSGVTVYGRFPQK + 2 Oxidation (M)
DGSFSVVITGLRKEDAGR

SDAGVAGQGWRAKGSK

I1GTVTKPK

DIKPENLLLGYRGELK

TRIGLGANNPAR

LLKDPVIQK

YNYKVVSVAVDVGQPEDDLKEPEEK
MYNESGQPLFDVGNYMNPKN I IEK
ITILLDPLTTHMYYPFLMLSLWGMVMTSSICLR + 4 Oxidation
ELSYCNQVEEDISR

NLKVLAPCDGT I I TLDEVEDEVFK

STLLAVQK

GKGTEKVRPSVR

ENAIDTGDGCFE I LHK

EKCVLAVRPGTCQVTYNSDDSVEIK
VELGVIGDSVHMEGLPGSSTSIRHISIGPQR + Oxidation (M)
VGTSYPVIWVDVPLMDISSSMVR + 2 Oxidation (M)
QFGMDESMLDAVMDAVR + 3 Oxidation (M)
LLIIVLSWIDQR

MNTEGESSKESLANR + Oxidation (M)
DVAKQFKEQGMVINGK + Oxidation (M)

1AQMSGNQSQNR

TVICWAMGLTQHAHAVATIGEVTNVLLLR + Oxidation (M)
SNVQANLPPHIQPKTVVK

MDSVGQARMSALHGGDRAK + Oxidation (M)
EVEWIADVFVIGMGIGWI INYVGMVYGSLK + Oxidation (M)
ISAHLTPQMEAKNSVIGR + Oxidation (M)
ARLSVPAHPIPK

TWFVENALPGEKVR

ALRGFADSRLMEDALQLFDEMNK + 2 Oxidation (M)
DGKAITQGGKYK

EEVSDAGAMKNK + Oxidation (M)
DMEEQDKMLDALSGSISRVK + 2 Oxidation (M)

DNAG I ELTDEEER IVHEAAK

FGGEGSSGFRHYHIK

GDFNSSGFQFGSGRR

HQFQMAALAIVMGGHVRVGFEDNVY IDK + Oxidation (M)
ITIRTFFKK

L IAADEPEAMTDLPER

KLNGLLAGFKATDIIGIK

VCPQHRLIHFMIDEDDEER + Oxidation (M)
SADVDMAARALR

EQLTPGTFTVVFSAMFGLMRPLK

FGHISRNISHYYSGSSSK

LKRILLSVALLCGIGTTAMADK + Oxidation (M)
TALEVLAK

ELQAGPEQVQPSGDFVASEGRPQPAMQTK + Oxidation (M)
SLYACWLRGNP IMLLMSLYSMLYMTGLLPSKYFAMLTINK + Oxida
TATASHTR

MNSTINAASKVLR + Oxidation (M)

VYELLHVLEFSSSR

SMEMDGVHYHFADK

SNRRGS 1VSDVDDVS I PDLNSLDEK

GVFYLTGYGATERDHR

DSSNKGADNQLMRK + Oxidation (M)
SYSGERDNLAPHMALVPMVIEQTSRGER + 2 Oxidation (M)
1GLPASTTAASFGK
LDVAIEFLETMISDGCLPDIVNYNTVLATLCKNGK + Oxidation
VRAAAT IAANAAG I IK

TAETSVPVIALSANNASMVAVESK + Oxidation (M)
CAVPAGGALAVDR

AAPAMPDMGGMGGMGGMM + 2 Oxidation (M)

NNMKAP ILCLYGPPGVGKTSLGK + Oxidation (M)
TPLFHPSHLAIFESLEK

GGVMTHLIERNTAIPTK

LIPKVVFDIPK

IMALGFAHACRAGISFGK + Oxidation (M)
FMSAQDGTPSK + Oxidation (M)

2/25/2022
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Peptide Summary Report (../data/20220225/F001965.dat)
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& 462

http://spectralab.zfk.irb.hr/mascot/cgi/master_results.pl?f

598.
578.
654.
540.
632.
597.
643.
626.
675.
376.
713.
712.
376.
558.
611.
635.
732.
355.
559.
737.
1052.
644.
826.
559.
317.
570.
656.
554.
.6100
1220.
.9000
7700
.1700
.8600
.9500
.4200
7100
.5400
.1700
.2100
.5400
.6700
.4800
591.
.1200
.3100
.6100
.6400
.7900
604.
.4600
.9700
.6000
.0100
.0200
.9900
.5700
.0100
.6600
.9400
.7000
.0300
.9500
.9200
.9400
.7800
.2000
.9000
7700
.6200
.0200
.0700
.6700
.5600
.8600
.1800
.4100
.1000
.9400
.6100
.3400

1600
7000
9100
1700
9200
4600
2200
4400
9400
8600
6200
4400
8400
8200
8000
2900
6300
2100
4500
6500
8000
2800
1400
0900
1300
5700
9500
9600

6800

7700

6100

2388.
2888.
2615.
2156.
1895.
2385.
3211.
1876.
2699.

751.
2137.
2134.
1127.
2231.
1832.
1902.
2194.
1416.
2233.
2209.
3155.
1929.
2475.
2232.

632.
1708.
1967.
1107.
2342.
3659.
3003.
1865.
1911.
1304.
1679.
2257.
3188.
2410.
1236.
2116.
3394.
.6627
.4182
1181.
1887.
1335.
1203.
3238.
1850.
1207.
2710.
1808.
1966.
1034.
2001.
2543.
.1254
1808.
1259.
2899.
3838.
1150.
4049.
3215.

987.
1239.
1314.
1835.
1243.

955.
2091.
1694.
1807.
1894.

793.
1324.
1448.
1629.
1982.
2448.
1110.

1447

1141

6109
4636
6109
6509
7382
8109
0636
2982
7309
7054
8382
2982
4982
2509
3782
8482
8682
8109
7709
9282
3782
8182
3982
3309
2454
6882
8282
9054
4109
0182
5709
2882
4882
5582
8282
2382
5136
1309
6509
8109
1309

5254
3382
9082
2054
5309
3482
2054
3582
8882
7782
0054
0382
9482

0109
3054
7309
1563
0454
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5454
5782
6782
5254
2254
0382
1254
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6582
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3454
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2782
7982
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2387.
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3210.
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2698.

2137.
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2231.
1831.
1901.
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1416.
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2211.
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1929.
2475.
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1707.
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1107.
2343.
3659.
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1865.
1910.
1302.
1677.
2258.
3189.
2409.
1237.
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3392.
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1445.
1180.
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1336.
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3239.
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2710.
1809.
1966.
1032.
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1141
1808.
1258.
2899.
3837.
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4049.
3215.
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1239.
1315.
1835.
1244

954.
2091.
1692.
1808.
1894.

794.
1322.
1447
1629.
1983.
2446.
1111.

2743
5157
4377
9554
9077
2388
5478
9564
1927

.3330

1619
0337
6503
1797
9462
9053
0489
6828
1015
0980
4805
9441
3519
1674
3289
6756
9489
5268
2508
8195
5146
9644
9890
7044
7998
1147
6718
2798
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1368
8022
3309
7051
6312
8641
5751
5731
7073
0050
5815
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0447
9483
5716
0231
4111

.4935

0018
6418
5147
9645
5506
1550
6015
5627
5731
6368
9274

.7102

5386
0162
8002
9859
0524
4035
6540

.5198

8549
9610
1886
6098

.3366
.0521
.1732
.6955
.8305
.5721
.5158
.6582
.5381
.3724
.6763
.7355
.1521
.0712
.4320
.9428
.1808
.1281
.6694
-1699
.8977
.1259
.0463
.1635
.9165
.0126
.1208
.3786
.8399
.8013
.9437
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.4991
.8538
.0284
.8765
.1581
.8511
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.3287
.3318
.7130
.8942
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.1628
.8251
.9443
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LNHVGLPGGKPSALDNGMAT IVAR
ANSKNPQVMYLEQELESLKAVLEIK + Oxidation (M)
LTELAAAGAALGVRERVMLGGLGAFR + Oxidation (M)
VGYDGEVAPADVKMWCESK + Oxidation (M)
SLTQIEPPPAMSAMPHR + 2 Oxidation (M)
VTSVPSLQQITPVEADTRDTTK

GQSSGMAF IMLKPWEERPGGENSVFELAK + Oxidation (M)
TVQSLEIDLDSMRNLK + Oxidation (M)
GGGGGSGSNLNEQTAEDGQAQQQQQPR

NMDISR + Oxidation (M)

LLQVAQAFHSHHMLPLAPK

RGSGFANAVYFTNWGIYGR

DIKGLKNVDK

ELPEEAVDKSGSIRFINVTK

VTLDVAAGEASGLSCRVK

NASELASAMEARGYHPAK

LARLENTGNTQFMPSCMVK

RIAGKFCCFMK

EDLQLDKPASGVKEEWYAR

ESSVILTSLLQSPEEMAFSK + Oxidation (M)
MALDAVGVYGGSSAPVQELNYPADLFENID
LMYSDETLWRRLMGK + 2 Oxidation (M)
SIFMKQIRQELAVAQAGELISK + Oxidation (M)
IADPSSLMAATALCARLAARR + Oxidation (M)

GVTEAR

CLSDMPYDSANYEK + Oxidation (M)
HSKYAPAEGNRYDG I YK

SSRPSSSASSR

EPGQPGLTEMPLK I ILEPPER
EAYLTLHQHGYAHSVEVFDGTMLVGGIYGVAIGR
MSPLTLPKLEAMMSFTTAKGMVFAVAGK + 3 Oxidation (M)
RLLEFCSVFKPAMPR + Oxidation (M)
YFLESFPEARVIGLDR

GNEPQPP IARPK

ETNAYLNEKAPWDK

DVRPPAEL ISSMNAQMKAER + Oxidation (M)
1GAGSVVLRDVPADFTVVGVPGRMVHPSGER + Oxidation (M)
MSAGDKIL IHSATGGVGQAAIAVAR + Oxidation (M)
RTLMSVSPMGK + 2 Oxidation (M)
ETVLKQIREFLEGIVDTQ
LLPMDIAGPLMAAGLPVSSAHMVGLAVVYSAVAR + Oxidation (
EGCMIR

SYSFTARGAYAPR

KRSLSNSSFR

IANFGMARTSTNSMMPK + 2 Oxidation (M)
DLEEACMIANR + Oxidation (M)

ALGGSSDEEAIR

TPFLLSMLLTSDEEGPGIFGTKLMLEKLK + 2 Oxidation (M)
LGPAFPAGPDSVLINGLGR

RPMDAGEFLR + Oxidation (M)
SGIMTASIAEALMPMLSIVILWGYK + Oxidation (M)
HWKKPSKIMIGSILR + Oxidation (M)
DNNIGEIQITSFSETTAK

RDVFDILR

MPADTRPAAIVLMGPTASGK + Oxidation (M)
VAPRFTIVVEY IAAIAANL IDER

TGCSFDRSGR

AFENVCFIAQLLKKK

GPPGPAGPPGKDGR

VNSLLGTNIPAAEMAD ILRGLGMEVTAK + Oxidation (M)
AADTIGYPVMIRSAYALGGLGSGICPNKETLIDLGTK + Oxidatio
GDVLDGETAFK
MVCLFDTELGRMAVVLVGAMIVAGIETVVTGKVKPTGR + 2 Oxida
LNLEMAATQEMVE IALAVEPDMVTLVPEK + 2 Oxidation (M)
GIIDLISMK

FVEASGESATSR

QVTVTPEDSQGR

MSKSLGNFITVHDMLK + Oxidation (M)

SHGLIQLKGHR

EVVPAEIAK

LANLATLMASHEMSVTQMK + Oxidation (M)
ADEPGDRMRFTGSVR

MYEFLQKLVAVSLPR + Oxidation (M}
SLDLGD I 1GVSGVLHKSGK

SNKGSFR

VKEGDI ICFDK

DSSPAGGGMGGDFDY + Oxidation (M)
FSPDVVMRPVVQEK

AEAGTGASSRPASAAPAAQGEK

EHARTKAMMFGAPDVWDALLR + 2 Oxidation (M)
ILNQSPRER
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GSYVPAAEVVER

HGSGGNAWEKNMSN I EWNEDRASSNFCR
KQQATAIMKEVHGNDVDGMDLGK + 2 Oxidation (M)
MQEGARALMQMAK + Oxidation (M)
SYMYEIRNMVINSTKD + 2 Oxidation (M)

MINDAAEIAKAAPAARPDAFGPEALAVR + Oxidation (M)

EGDAGVHR
YMLKSVVKMMDFIVYK + Oxidation (M)

MPVSE IMAGAALGLALQVLHDAIKKAK + Oxidation (M)

PYSEVEAKFLGPGKEQTR
FFAPEE I SAQVLRK

YLQVELQAEGEYV IAKKK

ALTEGNIMAVQAMAYFK + 2 Oxidation (M)
AGKIVTATNMLESMTYNPR + 2 Oxidation (M)
LIGGSTETQIEIKFK

LNPFSITPYNGR

LNSVIAKIERLYMGK + Oxidation (M)
GWWDDAAEGHDE IS ITTVASDK

ELQIKKAV

EGITALQMDMK + Oxidation (M)
AMVKVSEGQMIDVSRT + 2 Oxidation (M)
GVMEILVSTLEAVPGYR + Oxidation (M)
AEDDGR

VVVSIGGSVLAPDLDPDR

LFELEHVSK

SEGPSEGDR

YNGCEKVEFLSTPPVPGLLR

TIFNMLGPLVNPAKVHRQVVGVFDMR + 2 Oxidation (M)
FGNLVLMLSGVSSAASSMLEAYQVMR + 2 Oxidation (M)

MSKQDVIEVEGTVIEPLPNAMFR + Oxidation (M)
VTGEVHIGGVMLKLVEK + Oxidation (M)
KGSVSELLKTLGAMTPEER

QEEVASHVLMGLPKNTVILPTMLSPLGK + Oxidation (M)

GTLTVSDNGIGMTR + Oxidation (M)
FGDYQCNVAMSLAKK
TPKLGPSIPNAHSCEMCILVMK + Oxidation (M)
DDLYDGGAQHFVDCIRAIR
THHGCTGAEEQIEMANMRRMVR + 2 Oxidation (M)
MATQQPCRPK

DKVNGKGEGMYFLDPR + Oxidation (M)
LGVERAPQQLNVNEAYS IEEFATVLPK LK
TPGVVAILLGGDEGVASNMNAQFRGK
EDAQPKFSLTIK

SLLALGLPIPAYDQLLK
EVESLREQLASVNSSIR
SFTQGRGNYVYAFSHYEK
SLQSTAEERAGRHCGGLR

RHDQKR
FAAPYDGVYWDPPLSERYQFKHPRPPKPK
LRESQASTGLK

KGLDENTSGK

EEKESAKSSTK

RMFGTRTAAMALEGPGK + Oxidation (M)
GSTPNVEGAEKVNKPPVKK

KGIGFGAELTTK

MNLIMLLIGIEVMLNAAMLAFVGGAAR + 3 Oxidation (M)

ANITALGGYPSQIEVDHKLKETVLK

1 IVMFGALPAALTYYWRMK + 2 Oxidation (M)
DYAQIMGDGVITKEMTDK + Oxidation (M)
VCKDKTQVNITQPGK

SQLWMSYFEDGGTIPPPFNLCPNMK + 2 Oxidation (M)

RQKPNVFSMKLLGANISAVESGSR + Oxidation (M)
LFPRECAR

EVSVNTGATDGAITSIR
MINVGAFVASARSGARVVVGGDAR

EVMILIIGAHK + Oxidation (M)

ILLMHVKCGMI IDARR + Oxidation (M)
LADLITITMCDEQICSR + Oxidation (M)
CTNTDIPESKQAMK + Oxidation (M)
LAIVPVLRAGVGMSDGLLELIPSAR + Oxidation (M)
NVMGVLEKSGLLYQPHTSAGR
MRGDQSLLYPGIERIEELTGK + Oxidation (M)
LDVSTLNVIEDDIY ICSSDEER

FNSTGCPERLSACK

AEGEAASDMFREAQNLR

QALAQPNAPAVCAWDGDLSYK

QYATKNDFSSAATTENGY IAVASNK
VVRTLLEPIAADSATVRR

IMADKPR IHTSTIDFK

VGRPIGPMLAQSAGSITVALER + Oxidation (M)
MVGADPTRPRGPLSYWAGR
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SESRKISTHMSSSSR + Oxidation (M)
RFFSHLSTLR

NSYSSLVTR

RAKMFTEIHAK + Oxidation (M)
INELQQLADENEEK

AERALDKFR
LMSSKAWPPAK + Oxidation (M)
EILANMGLSLGMR + Oxidation (M)
SFASYGKLSGRDVDDMR + Oxidation (M)
AAPKPASKK

VRISAPGNTSER

LEKRMSACR

NMSTYLNQSFNYAR + Oxidation (M)
ILFIYICPMQATVKHR + Oxidation (M)
RSYGRAPK

NILHDMSK + Oxidation (M)
EAVVTVTVGTVKER

IFELMDMVDKYFPTPER + Oxidation (M)
NLIFTRIIR

TIAPGKTHTAAIDERGR

LAGALMAIPSAKGVE IGDGIALANIPGR

MG I IDVDPK

ATLEARNLER

DGTTRLIGRNTDWSGIVR
DMAMLAPGYTQTLEPR
AYQAGQDALRKSPPDFTAYGK
CQPCQNGGTVVLLDGECVCSCPKEFKGVACE IK
WVREATDKTGR

AHRSDDGMKVVEQQR

NRSGRAIHVDGEDVMPR
TMSMWAGPDHWRFRPR + Oxidation (M)
KLDGVEAGSLR

LLIQGTKK

VIMRLGTCIQFSSEK + Oxidation (M)
HMDEPSSPSRPGLDRAK + Oxidation (M)
MTLPPLSHLDR + Oxidation (M)
DAILDLKNTMKS + Oxidation (M)
DHRVLGAK

CVGITIETRPDYCLK

VLSACQAFK

VTSFSVYDK
NLSNMKTK + Oxidation (M)

GGKKTINPVPK

TGSYYYMSTR
LKAYDHRVLDNSTK
EFNASAGAK
DKVSNAQNCRSNAGYK
TVLAYGTGR
FQRISVGGLNDFADLK

AGRLIGDLAGLMASLK + Oxidation (M)
GERLVDAVAMMDKLR + 2 Oxidation (M)
GATNIRFLCLLAAPEGIK
DITCIENEEARARAEQICLK

LINGLLTLAK

IRHDAVIDAGGLHI IGTERHESR
HEVVNLDLTR

HYMSKPTR

AKAPCIVFIDEIDAVGRQR
SGSSSGNGSSGTATTMR
APRPPPPSPPMK + Oxidation (M)

NLTNGESMVLTPR
DLAGSGTKSQSLVSSQRPQDRPPAK
EGYEQSHFRFTKAL

QYVSNTAQYGDMTRGPR + Oxidation (M)
EVAIAAREQR

QNENELVALSVK

NNLL INDNVLQTAHEQGCVK
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ASRQTAIDVLTQYVKMADILGVLER + Oxidation (M)

EFVMEVSASGSTARGTGNSK + Oxidation (M)

LEEDIPDDPMVNLLMGLSHIHRAMQRLTAQR + Oxidation (M)
NHP ITPMVDANLMRLMDAQAKGK + 3 Oxidation (M)
ITIVGVGAVGMACAISILMK + Oxidation (M)

LQNSLMD IGKMAAQAESKNTNTK + Oxidation (M)

MAVLYTCVVIEYSVLILKK + Oxidation (M)
EENLFDMIPQGGGHAEKGHR + Oxidation (M)
STSTQKDSPLNDMIQSNDLCSK + Oxidation (M)

QGGGRRPSPAMMPPTPGQMPAKAPGK + Oxidation (M)

YIGLALLLILISSSVSMAVPSVIGK + Oxidation (M)

NMSMEERMTVCNMAIEMSAK + 3 Oxidation (M)

MVEYLVILSGMFGLALACFFGLRSIK + Oxidation (M)

RVFMNQSFAIVAPTGVGKTTFGLVMSLFLK + 2 Oxidation (M)
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9e+002
5e+002
8e+002
9e+002
8e+002
6e+002
6e+002
7e+002
1e+002
7e+002
5e+002
2e+002
2e+002

-4e+002
-4e+002

9e+002
6e+002
7e+002
6e+002
3e+002
6e+002
2e+002
6e+002
1e+002
9e+002
5e+002
5e+002
3e+002
7e+002
4e+002
2e+002
1e+002
6e+002
7e+002
7e+002
8e+002
7e+002
5e+002
2e+002
3e+002
8e+002
5e+002
2e+002
5e+002
2e+002
3e+002
1e+002
6e+002
6e+002
5e+002
1e+002
3e+002
9e+002
9e+002
4e+002
6e+002
2e+002
3e+002
4e+002
5e+002
9e+002
5e+002
8e+002
6e+002
2e+002
3e+002
2e+002
1e+002
3e+002
8e+002
2e+002
1e+002
1e+002
2e+002
3e+002
3e+002
2e+002
9e+002
3e+002
3e+002
2e+002

MFAPPAARAMK
KLPYSSDIK

SSDPRSPKGWLVDL INK
DISQAASNQIPELYLKLLK

ASTIVTLFEK
QYMKVQRVFLDAMFINMR + Oxidation (M)
TSLGMGGIKLEER + Oxidation (M)
LIENSIKGMLPSTR

MSILSALTSISNPMKSSK + Oxidation (M)
YTGLNVMSFVGGMDFDK + Oxidation (M)

CPASGELIYR
ENPTTFMFMK + 2 Oxidation (M)
DI IADSGDYRRGGSLVEK
EAMNKAGVTPK
VHSERSAESCATWKVQK

KGLNEGYDR

AGCDAAVTQCLRSPLR

ILDNNVMGNEEFSDR + Oxidation (M)
VPFSSELVVIPESMLK + Oxidation (M)

GTLQLISQK
FDEHAPPMAK

TYKHEKSK

GAEAVHYIGSMLR + Oxidation (M)

GKPRTAPRLPK

VSPENLDERMAAKT INE LK

LARLARLAASAK

YDNVIISRTMSKSYSLAGMR + 2 Oxidation
NQRVRGT

NFVGSLRAGK

SPTSTGEAELKEER
AKFENGNTLHK

KAFAELQAK

QDMANGKNPR + Oxidation (M)
NVSTYNIRPIYRSHRLIR
AACSLPVLRKDF I 1DPYQI ISAR
SHPAQARE I GDKQER
AQDAGLRIATVAGFPHGK
CPDPSCLAAVGHDMVDK + Oxidation (M)
NPRVFHLAGNNQQGGFGGSQQQQEQK

1 ELNCGQGGDKQAATERLNHANK

FFAYIRKYI

NLLEYDDVMNQQRRSVYR

NAEVKSAMKK

DEPASSSKSSNTSQSQKK
MNTPLPPQSLDELLRR + Oxidation (M)

PGPNAGK
MAASTDMAGLEESFRK + Oxidation (M)
AVSEQTAPNSNSNGSWAPRR

IPLGQPHDG 1K

LANNNPMSSFANWPGK + Oxidation (M)
TTAESHYRAMVVEVMGR
ICSGAANVVGPTMCFEDR + Oxidation (M)
GAVTGHSLLKKK

AAFVFPLSVLTNFMNR

EKNNTLSQEVQEAAGGREALVR
QFHQNVENITIVGQKGT IMPIEAR
QESHQKLMTDSEMALK + 2 Oxidation (M)

NILSFFTRK
DLQEIKAAARDGK

ALREEMYRAYATR

IDWPQMYAEADK + Oxidation (M)
GAKEGSTELEFYPK
VTKAGPKSTVAIK
EITALAPSSVKIK
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SMPQAILTDIEGTTSSLSFVKEVLFPYARR + Oxidation (M)
VLNELYTVMKTYHMYHAESISAESK + Oxidation (M)

GGGKIKPGFEGGQTPMQRR + Oxidation (M)
MEEEAAGNGGGEMDAEVADAMAQLERQAR + Oxidation (M)

SATPTLQDQKLFNGMDSTSLLNER + Oxidation (M)

SLSLESLREVTGCLLDMNQEVVR + Oxidation (M)
FKLEESYDLKSTLSSMGMR + 2 Oxidation (M)

MRLIRMLLPVLALTTLTAHADDK + Oxidation (M)
QTAAVKHMASGEQTDVPLGELASFLIER + Oxidation (M)

KEPWAVMSGFMPSGLPHFGHK + 2 Oxidation (M)

()

LKSILSSIEVSDCKMEQGSLR + Oxidation (M)

SISPAEGAINPMAAQGMLR + Oxidation (M)

FIFGFSAISVMYLVMVVAVQVHGWQIYYSK + 2 Oxidation (M)

VILLEHIVMCRMVMGNRELAIR + 2 Oxidation (M)

TTCIHTLMKAMTDCGKPHR + 2 Oxidation (M)

GFEYAMAALEMANLMKKLR + Oxidation (M)

FAYNAMPADGVMLLHSITGLHVK + Oxidation (M)
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732  717.8700 1433.7254 1434.7249 -0.9994 2 12 3.2e+002 1 GRTLAEAKSEMAR + Oxidation (M)

1289 960.2700 2877.7882 2876.5066 1.2816 2 12 1.5e+002 1 MSAEQVLDQGRL I VFSAPSGTGKSTVAK

1330 572.4000 3428.3563 3428.4928 -0.1364 1 12 1.2e+002 1 CVIQPGGSMRDDEV IAAADEHGMAMIFTGMR + 4 Oxidation (M
1032 968.9900 1935.9654 1936.9313 -0.9658 1 12 5.5e+002 1 1QSVG I YMGGEREEVDR

1169  751.7300 2252.1682 2251.1379 1.0303 2 12 2.5e+002 1 GAAKEQMGEGVGHHIGSTTIKK + Oxidation (M)
684 672.6700 1343.3254 1342.7180 0.6075 1 12 2.6e+002 1 GMGKQGKPLHFK + Oxidation (M)

977 933.5500 1865.0854 1865.8189 -0.7334 1 12 5.6e+002 1 NMGMDAYRFSISWTR + 2 Oxidation (M)

944  908.0800 2721.2182 2720.3745 0.8437 1 12 5.6e+002 1 RPTVVDLVDWVDNMWPQHLKEK + Oxidation (M)
1146  443.7900 2213.9136 2212.1899 1.7238 2 12 2.2e+002 1 MVNNL IRAGYKVTVHD INR

1008 950.3900 1898.7654 1897.9203 0.8451 1 12 5.1e+002 1 TSKEHQAMLHTLEETK + Oxidation (M)

537 593.1900 1184.3654 1182.6033 1.7621 1 12 2.7e+002 1 1EKVDNFYR

807 811.3300 2430.9682 2429.3498 1.6183 2 12 6.1e+002 1 IPKILGGMGVVILSTSRGIMTDR + Oxidation (M)
708  462.4300 1384.2682 1382.6574 1.6108 O 12 2.5e+002 1 MDLEMFLGVQGK + Oxidation (M)

716  701.2900 1400.5654 1398.7772 1.7882 1 12 3.2e+002 1 WVGYPAPGGVKLR

1021  479.7300 1914.8909 1915.0924 -0.2015 2 12 2.8e+002 1 MLSLKAQAKLALTIQDR + Oxidation (M)

1028 962.5700 2884.6882 2885.5044 -0.8162 2 12 5.4e+002 1 LNNKGMK IPGLLFIDTPGHVAFSNMR + Oxidation (M)
312  452.5200 903.0254 902.4457 0.5797 0 12 3.1e+002 1 DLSPASASR

454  553.9200 1105.8254 1104.6026 1.2228 1 12 2.9e+002 1 DLEVSLKSSK

830 555.8600 1664.5582 1663.9118 0.6464 1 12 2.4e+002 1 HNTQIREILLNGTR

1095 701.2300 2100.6682 2100.0166 0.6516 1 12  2e+002 1 MAIAMIPKTMSTQHPDNAK + Oxidation (M)
539 593.2600 1184.5054 1182.5227 1.9828 0 12 3.4e+002 1 EMGFEAQLDK + Oxidation (M)

889 584.4900 1750.4482 1751.0318 -0.5837 1 12 2.3e+002 1 RPLRLQTPHLHSAIL

667 662.1800 1322.3454 1322.6434 -0.2980 2 12 2.4e+002 1 AAAETARRLMMS + Oxidation (M)

794 528.6400 1582.8982 1582.9307 -0.0326 2 12 3.1e+002 1 KRLLWGADLGTVVR

538 593.2100 1184.4054 1182.5703 1.8352 1 12 2.9e+002 1 NAKTMADAFSK

924  901.2100 3600.8109 3598.9657 1.8452 2 12 5.7e+002 1 VANHLKVQPEQLLFGSGLDEVIQMISRALLHK + Oxidation (M)
1006 950.1400 2847.3982 2848.3340 -0.9358 0 12 5.5e+002 1 SAGMV I IPCSMGTLSGMAHGASGNLLER + 2 Oxidation (M)
483 570.1500 1138.2854 1138.5692 -0.2838 O 12 2.4e+002 1 LCYNSLIEK

973  620.3100 1857.9082 1855.7578 2.1504 1 12 3.1e+002 1 THTMGGGFSGRDQDCSK + Oxidation (M)

1247  647.6900 2586.7309 2587.3965 -0.6656 1 12 1.8e+002 1 DNV I IADPMIATASTMLKALNIIK + 2 Oxidation (M)
1307 766.3600 3061.4109 3061.5873 -0.1764 1 12 1.9e+002 1 LLEQG IRVAGLGTPSFAPYEANVDFEIR

396 512.6000 1534.7782 1534.7674 0.0107 1 12 7.9e+002 1 LLHEGPNPKGGNMR + Oxidation (M)

176  359.1500 1432.5709 1432.7305 -0.1596 O 12 1.2e+003 1 SELMIPMAGLIDK + Oxidation (M)

863 572.8300 1715.4682 1715.8308 -0.3626 2 12 2.5e+002 1 SIREQNRHITMCR + Oxidation (M)

778 772.4600 2314.3582 2313.2223 1.1359 2 12 7.3e+002 1 KGEVTQLLRGMGALSAEERPR + Oxidation (M)
1145 553.9100 2211.6109 2211.0266 0.5843 1 12  2e+002 1 SEFTHFDESGRAIMVDVAGK + Oxidation (M)
352 481.0600 960.1054 958.4944 1.6110 1 12 3.3e+002 1 QRDVATGGR

390 508.6600 1522.9582 1522.9698 -0.0116 O 12 8.4e+002 1 IEIVGGWLILIGTK

734  720.1700 1438.3254 1436.7888 1.5366 2 12 2.4e+002 1 HIFSKHGGKLGEK

490 572.5700 1143.1254 1142.5615 0.5640 1 12 2.9e+002 1 HTRLGDAMAR + Oxidation (M)

328 309.9900  926.9482 926.4419 0.5063 O 12 2.6e+002 1 YELMVEK + Oxidation (M)

573  611.5800 1221.1454 1219.5622 1.5833 1 12 2.6e+002 1 WWSGPTGKQSS

459  554.8900 1107.7654 1106.5985 1.1669 O 11 3.1e+002 1 HGDLLHFIR

894 586.5800 1756.7182 1754.8549 1.8632 1 11 2.8e+002 1 MKVLVTGFEPFGGDDK + Oxidation (M)

943  605.0800 1812.2182 1811.8876 0.3306 1 11 2.4e+002 1 YNPQTKQMAFVDINK + Oxidation (M)

963 612.9000 1835.6782 1833.9196 1.7586 1 11 2.5e+002 1 FVHLASNKEYATMPAR

216  771.2100  770.2027 768.4606 1.7421 2 11 2.5e+002 1 RKQPAVA

819 822.5800 2464.7182 2463.2905 1.4276 2 11 6.1e+002 1 AFLKLYMITMTEQERLYGLK + Oxidation (M)
1119 717.2800 2148.8182 2148.8616 -0.0434 0 11 2.2e+002 1 ANCSQEELDEEFEQFMK + Oxidation (M)

1242  644.7300 2574.8909 2573.2431 1.6477 1 11 1.9e+002 1 VMVEGEEEAQVTEFAHRIADAVK + Oxidation (M)
1029  963.4500 3849.7709 3849.8455 -0.0746 1 11 6.4e+002 1 VYYSGGEE IRDLTIVGGGPTG I FAAFQCGMNNI TSR
355 482.0700 962.1254 961.5556 0.5698 2 11 3.2e+002 1 VASKSKSQK

529 588.2400 1761.6982 1762.8171 -1.1190 1 11 8.9e+002 1 VVGFNVRQYLCDFM + Oxidation (M)

583 411.6300 1231.8682 1231.6594 0.2087 1 11 3.4e+002 1 MN T INKSGIDK

336 469.3000 936.5854 934.4794 2.1061 1 11 3.5e+002 1 KAGDLMLTA + Oxidation (M)

430 537.1700 1072.3254 1070.6448 1.6807 1 11 3.4e+002 1 KNL IASVAQK

809 812.4600 1622.9054 1623.7311 -0.8257 0 11 7.6e+002 1 DACVNNSALGGEVYR

876 579.4000 1735.1782 1734.9450 0.2331 2 11 2.5e+002 1 KNLLNGY I'VSNKMNK

558  603.0000 1203.9854 1202.6077 1.3777 1 11 8.5e+002 1 KRPEGMINDK + Oxidation (M)

1109 713.6300 2137.8682 2137.0514 0.8168 0 11 2.5e+002 1 FPLIEFCVSNLAQGSQEAK

1344 959.1100 3832.4109 3832.0379 0.3730 2 11 1.1e+002 1 LFANSKLHLHVPAGATPKDGPSAGCTMITSLLSLALK + Oxidatio
318  456.5700  911.1254 909.4378 1.6876 O 11 2.3e+002 1 QYEALMR

1114  714.0300 2139.0682 2137.1796 1.8885 2 11 2.9e+002 1 Y ILFARDGFTLRVDRPAK

556 602.5800 1203.1454 1201.6779 1.4676 1 11  3e+002 1 RTLSSLVVGDR

1315 640.3200 3196.5636 3195.6593 0.9043 1 11  2e+002 1 AATMALLETVMATEPAPLPAPMGELLRELK + 2 Oxidation (M)
627 638.2600 1274.5054 1275.6857 -1.1802 2 11 3.8e+002 1 AGDVKVADVMKK + Oxidation (M)

737  722.1100 1442.2054 1442.6183 -0.4129 0 11 2.7e+002 1 WEATHNCPCLR

955  914.6100 1827.2054 1826.9812 0.2243 1 11 5.7e+002 1 LSETSYMSVLTLIRAK + Oxidation (M)

465 560.8200 1119.6254 1120.6492 -1.0238 1 11 4.1e+002 1 GYVVIKDTVK

600 626.1800 1250.3454 1249.6489 0.6966 O 11 2.8e+002 1 LLQMESVQFR

626 638.2200 1274.4254 1274.5271 -0.1017 0 11 3.3e+002 1 MESFMESLNR + 2 Oxidation (M)

509 581.0600 1160.1054 1159.6561 0.4494 2 11 3.1e+002 1 ISIRKEETGK

192  733.5500  732.5427 733.3606 -0.8179 O 11  5e+002 1 NDITSGK

554  601.0400 1200.0654 1200.5492 -0.4837 1 11 3.1e+002 1 TPHMDAMARR + Oxidation (M)

1229  840.6600 2518.9582 2518.1680 0.7902 1 11  2e+002 1 EAPDSDPVMSMQKTQKPQTTVGQ + Oxidation (M)
439  542.1000 2164.3709 2163.0729 1.2980 1 11 7.5e+002 1 IVEETAAKTGDLMNLSQTDK

467 561.3100 1120.6054 1118.5648 2.0406 O 11  4e+002 1 GYIDIFYTK

670 664.2300 1326.4454 1324.7714 1.6740 0 11  3e+002 1 LLVENGELVAIR

915 595.3100 1782.9082 1784.0196 -1.1115 1 11 3.4e+002 1 GIKWATAVGGGS I IDVTK

1026  641.0200 1920.0382 1917.9486 2.0896 1 11 3.2e+002 1 VSEDLPARFNNPAWFR

882 871.7400 1741.4654 1741.8747 -0.4093 0 11 6.7e+002 1 TQHGLETGQKPVYER
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SGLSLAFVVYPEAMTR + Oxidation (M)

QRGTHNTVNK

LLVVAVGQR
GDEPVKMSTR

KIGGFFTIR
STDMKGKYR

ERSIGEASTGNR

EEVAQNVVSMSK + Oxidation (M)
LRLGYTENVLYAYVGFPPVENPSWY ILHRKPYR
EDFTSLSLVLYSR
VGAAEHLRALSGRTHALHAAVAIVR
RIQHQQAVIEPPMIK + Oxidation (M)
DSWLTLLK

YHIFMRHR

MADPEATK

SENPETIRK

QQAMSRALGFIK + Oxidation (M)
VDLNPSNSMGP IDTEAV IRPLK
GINEDLSLEEVAQIYLPLSRLLNFYISSNLR
AAEDHTTVPAVADRF IK

GVAVRR

ELQDLEQEHPEYK

NAAEAKMK + Oxidation (M)

HTVDMAQALR

ATKNELGEGDSK

HLTALIK

NPPTNPR

LPTIPTTVK

AAMVKTVSGGR
RLLAGEPPTEPSR
ATQCGRHVDIFK
LQIELDPNAEQDV INNFRQAQK
DTHLRQK

VP IDLTMIEFMLWCKDGK
SDYYEILGVPKDADSDE IK
VQQI ISQFEKQN
VMLMLNTKRIMNPK + 2 Oxidation (M)
EAAQRARFK

ELPQDLEGAR

LLMPPLWNR

AGQLKVKL 1GK
EREIQQQMESR
GEVVEQGEVWQVFGAPRHEVTR

DVEQAADAGNER
QKLSSSPPSGSGGGGGASSSSHCSGESQCR

MWEMGMGRTLLNDLAR + 2 Oxidation (M)
FFGIRPPEEDTPERNR
MLTLNPEKRISAK

LNPGVLATYESER
TGLNLKTLTKNENAECLADEVVDQLK
ENVKPSGRQIGK

EAPEPMELDGPK + Oxidation (M)
KVRMNSYPYLADR + Oxidation (M)
CGVIDVSSFQQVER

HRPECITFQQIK
MELFADVTPRTAENFRR

AKHVGK

SQFANITIPVTNR

EGAVNLGEEGNVVVAKSRM
CIPELVDKANLTMLSYKK + Oxidation (M)
EHMETGNVSVK + Oxidation (M)
TIVIYTSDHGEMAMEHR + Oxidation (M)
ALITEAAGGKVSGSVSKK
STIYGFGGAAGFSLVMVLFAAIRER
VHLGSKPFR

IGALDTELQKLLLPKDADDDK
ILAKNPAVANPLGGEFTYAEAFR
STPYLSFIK

TPRGRMATER
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FISRYCPVAEFGLVGASMHK + Oxidation (M)

WQPVMPGSDSALAMGMIRWIMDNQR + 2 Oxidation (M)

MDYLSLSLTMIFVLIALFLSK + 2 Oxidation (M)
AYTTAQIRDMEMTILRVLK + 2 Oxidation (M)

KGMVTIGMTGISAGEMLPICDHIISVPSK + 2 Oxidation (M)

VQMAWGNGMRPDVWEAFR + 2 Oxidation (M)
LENS IRELHDMFMDMAMLVESQGEMIDR + 3 Oxidation (M)

EEFRDVP I AEAQAMGAMALFGEK + 2 Oxidation (M)

GQHEMSEMDGRWEEHRSLLSGR + 2 Oxidation (M)

DVVLLDVTPLSMGIETLGGVFTR + Oxidation (M)

VTVGGTHVMIMAAVTANGK + Oxidation (M}
MLSPKGSIIAGTVNMMPADIAAGSVR + 3 Oxidation (M)
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901 590.6700 1768.9882 1770.0906 -1.1025 O 10  4e+002 1 LETLVPIFLLITSLAK

805 808.6600 2422.9582 2423.1274 -0.1693 1 10 8.3e+002 1 ADSTPSAMSLEDEVEAEHHLKK

744  730.3400 1458.6654 1459.7163 -1.0509 1 10 4.6e+002 1 MIGKTYTTMLGGR + 2 Oxidation (M)

1154 558.8500 2231.3709 2232.0944 -0.7235 1 10  3e+002 1 NMSNVDAINDLVKTTPELDK + Oxidation (M)
1248 651.6100 2602.4109 2601.2428 1.1681 2 10  3e+002 1 LLADGMVSFDKHCAAGIEPNRER + Oxidation (M)
330 467.3300 932.6454 931.4835 1.1619 2 10 5.4e+002 1 KGSNDQRK

1092 519.4600 2073.8109 2074.0201 -0.2092 1 10 3.le+002 1 ITPDLLMCDGHGLAHPRR + Oxidation (M)

74 572.4500 571.4427 571.3078 0.1349 0 10  5e+002 1 AASAPR

484  571.0800 1140.1454 1139.5459 0.5996 1 10 3.2e+002 1 DSGKSGGLYEK

969 614.7800 1841.3182 1839.9877 1.3305 1 10  3e+002 1 DPEMIRALSVGTGILPR + Oxidation (M)

286 435.8600 869.7054 867.5178 2.1877 O 10 3.5e+002 1 AHLISSIK

1102 530.3200 2117.2509 2117.0173 0.2336 1 10 3.5e+002 1 MDFFESLSKAMGLKPEQK + 2 Oxidation (M)
1272  701.4900 2801.9309 2801.3589 0.5720 2 10 2.3e+002 1 MSPMPVSVQRKEHDSAEALYQQVR + Oxidation (M)
875 868.5200 3470.0509 3469.7927 0.2582 2 10 8.5e+002 1 SAAEAHAQ IRGVTPRPGARTVLHLDAGTDFEAR

482  570.1300 1138.2454 1138.4713 -0.2259 1 10 3.2e+002 1 DRSDPDFCK

644  644.7100 1287.4054 1285.6965 1.7090 2 10 3.9e+002 1 EAWLAGRMPKK

327 461.8200 1382.4382 1382.7088 -0.2707 1 10 1.1e+003 1 AVDRHMEIGSIR

844  843.1000 2526.2782 2526.3186 -0.0404 O 10 8.5e+002 1 DGPAVL ISAGVGQTPMQAMLGQLLK + 2 Oxidation (M)
769  755.6200 1509.2254 1508.6967 0.5287 2 10 3.3e+002 1 DKENNGQNKSGYR

604 628.0900 1254.1654 1252.6962 1.4693 1 10 3.3e+002 1 AHQVLANLLKM + Oxidation (M)

874 868.1800 2601.5182 2600.2579 1.2603 1 10 8.2e+002 1 QEEPVSNTHHHSLGSSKGNVTVEK

73 571.3900 570.3827 569.3537 1.0291 0 10 3.7e+002 1 AAAPIK

735 481.1200 1440.3382 1440.7222 -0.3840 1 10 3.4e+002 1 ANRAHTYLGDPAR

853 568.0100 1701.0082 1700.9937 0.0145 2 10 4.2e+002 1 LLLKAAGVPKGSGEPHK

1125  724.1000 2169.2782 2167.0806 2.1976 1 10 3.4e+002 1 MSGPFPAEPTKGPLAMQPAPK + Oxidation (M)
1158  745.2400 2232.6982 2231.0865 1.6116 2 10 2.8e+002 1 TMADLDDVTIGFRAQHNRR + Oxidation (M)

177 359.1500  716.2854 715.3687 0.9168 O 10  7e+002 1 SMIPPR + Oxidation (M)

473 565.7000 1129.3854 1128.5636 0.8219 1 10 4.4e+002 1 AQEVRDGAQR

802 536.9000 1607.6782 1605.8073 1.8709 O 10  4e+002 1 EPAIMAEVSGVVGFGK + Oxidation (M)

1128  726.2700 2175.7882 2176.0279 -0.2398 O 10 2.8e+002 1 VDMVDDPELLELVEMEIR + 2 Oxidation (M)
348  479.0900  956.1654 954.4514 1.7140 1 10 3.5e+002 1 KMMESVSK + Oxidation (M)

877 868.7400 3470.9309 3470.4822 0.4487 O 10 8.3e+002 1 SMMVYAVDNGPMAPSLMETGQVMHHQADGFR + 4 Oxidation (M
998  944.9200 3775.6509 3775.7801 -0.1292 1 10 7.9e+002 1 GRPEWDDSERELCLAAALLHDLGHGPFSHSFEK

152  679.5100 678.5027 677.2803 1.2225 O 10  5e+002 1 NEGCAK

546 596.2700 1190.5254 1188.6536 1.8718 O 10 5.1e+002 1 QLINCSLITK

618 633.2500 1264.4854 1263.6129 0.8726 O 10 4.3e+002 1 EGAMESSILVGR + Oxidation (M)

1013 953.6800 2858.0182 2857.4835 0.5347 2 10  7e+002 1 NAPYNNFIGGIETIGSVEPRDRIGIR

66 559.8300 558.8227 558.3125 0.5102 O 10 6.2e+002 1 PLSSR

437 540.0300 1078.0454 1077.5675 0.4780 1 10 3.7e+002 1 GIMQQMKVK + Oxidation (M)

1040 975.8900 2924.6482 2925.5896 -0.9415 2 10 7.4e+002 1 SSLLHASISTALDRHLES IHIVQSRR

630 638.7300 1275.4454 1275.7047 -0.2593 2 10 4.3e+002 1 VQAIEKNRYR

80 579.4000 578.3927 577.3112 1.0816 O 10 4.7e+002 1 LELGF

449  551.6800 1652.0182 1651.8206 0.1976 1 10 1.1e+003 1 SITFEAE IDGWTRK

1005 633.2500 1896.7282 1896.9444 -0.2163 0 10 3.4e+002 1 FTDCFVLVFLDSHLGK

567 605.9900 1209.9654 1209.6036 0.3618 2 10 3.3e+002 1 TEQARMYRR

1175 759.5100 2275.5082 2275.1056 0.4026 1 10 2.8e+002 1 IHCTQTLLEGDGPKTYWTR

531 589.8200 1177.6254 1176.6291 0.9963 1 10 5.1e+002 1 YRPPGLPSKY

965 919.9600 1837.9054 1835.9741 1.9314 2 10 8.7e+002 1 NLNNSKKF1QTSLSDK

1189  776.7400 2327.1982 2325.1555 2.0426 2 10 3.6e+002 1 EISSLQTALEMKSAEMKELR + 2 Oxidation (M)
995 941.7100 2822.1082 2820.5572 1.5510 2 10 7.6e+002 1 KSVLRSVLGDGGNGYLLNFLMLLVDK

89 593.2800 592.2727 592.2857 -0.0130 0 10 4.7e+002 1 TPFAAS

284 434.3900 866.7654 865.4401 1.3253 O 10 3.1e+002 1 MVTAAMVK + Oxidation (M)

389 507.6900 1013.3654 1012.6029 0.7626 1 10 4.6e+002 1 LRAALVNEK

672 665.8300 1329.6454 1329.7074 -0.0620 2 10 5.1e+002 1 KAGASSGATKMPPK

680  447.4400 1339.2982 1339.8187 -0.5205 2 10 3.5e+002 1 VSSLPNKQKIVK

779  774.0200 2319.0382 2317.2035 1.8347 2 10 9.8e+002 1 SCLLSSPGTMLKTWARLQPR + Oxidation (M)
1306 760.3200 3037.2509 3035.3787 1.8722 0 10 2.4e+002 1 NVMGHNWVLSTAADMQGVVTDGMASGLDK + 2 Oxidation (M)
1333  706.0700 3525.3136 3524.5972 0.7164 0 10 1.8e+002 1 LAMQEFMILPTGASSFTEAMQMGSEVYHNLK + 4 Oxidation (M
683 672.2500 1342.4854 1342.6782 -0.1928 1 10 4.3e+002 1 VYGVPHRDWSK

887 583.3900 1747.1482 1747.9668 -0.8186 O 10 3.8e+002 1 VLHPLGAAPMLHHALR + Oxidation (M)

1318 650.7600 3248.7636 3247.7241 1.0395 2 10 2.5e+002 1 KLIEFLVKGGSNSDQNQY I E1FTQHLVK

974  620.8000 1859.3782 1859.0298 0.3484 1 10 3.4e+002 1 SANMSLGINLINSLLRK + Oxidation (M)

1301 751.1600 3000.6109 2998.4238 2.1871 0 10 2.9e+002 1 QEMAEMMSFAGALVINIGTLDSVWTPR + 2 Oxidation (M)
839  840.7700 2519.2882 2517.2533 2.0349 2 10 8.9e+002 1 ALVENDGDMEAAVDWLRTKGLAK + Oxidation (M)
908 889.5500 1777.0854 1775.8261 1.2594 O 10 8.6e+002 1 QHQSDCVAFEVTLSR

1063  667.8200 2000.4382 2001.0102 -0.5720 2 10 3.2e+002 1 RIGKYCGDSPPAPIVSER

350 481.0000 959.9854 958.5560 1.4295 2 10 4.7e+002 1 LAERTGKGK

580 615.8700 1229.7254 1227.7591 1.9664 1 10 5.5e+002 1 FLDVKVPILGK

690 450.6300 1348.8682 1349.7190 -0.8509 1 10 4.8e+002 1 QGLETLKEAAYK

1161 747.3200 2238.9382 2239.1895 -0.2514 2 10 3.5e+002 1 VHGDARIVPRLDYMELLSR

76 573.5700 572.5627 572.3170 0.2458 0 10 7.2e+002 1 EPISK

1335 597.0100 3576.0163 3574.8680 1.1483 2 10  2e+002 1 ELAGIPDHYKVLFLQGGASSQFAMVPNMNLLGKK + Oxidation (M
115  633.6300 632.6227 631.3078 1.3149 0 10 5.9e+002 1 SHFNK

1218  611.4600 2441.8109 2440.2281 1.5828 2 10 2.8e+002 1 AVMDAAGWVDGRSTAGAQAVHVKK + Oxidation (M)
751  490.6500 1468.9282 1468.8263 0.1019 2 10 4.6e+002 1 RLNEIFVRHTGK

1286  713.6400 2850.5309 2848.4326 2.0983 0 10 3.2e+002 1 GVAVY ILLDQTLLPHFLDMCMDLR + Oxidation (M)
486 571.5700 1141.1254 1140.5155 0.6100 1 10 3.9e+002 1 KMLGEMSEGK + 2 Oxidation (M)

1259  886.6100 2656.8082 2656.2227 0.5854 2 10 2.6e+002 1 EVGETLLYYGCRRSDEDYLYR

428  529.3000 1056.5854 1056.5240 0.0614 O 10 5.6e+002 1 FFSEGTTIR

946  909.7700 2726.2882 2727.3071 -1.0189 1 10 8.9e+002 1 KGEVDMALAGGVAVMPTPGMFVEFSR + 2 Oxidation (M)
57 544.0800 543.0727 542.3176 0.7551 O 10  4e+002 1 RPASL
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398 512.6300 1023.2454 1021.6185 1.6269 1 10 3.8e+002 1 LWGRLLHK

578 612.7800 1223.5454 1223.5791 -0.0336 1 10 4.8e+002 1 MGKIMEWAAR + 2 Oxidation (M)

1325 677.6900 3383.4136 3384.5721 -1.1584 2 10 2.l1le+002 1 LLCDEYEADPF IRNKFGHDA I FEAENSGK

236  796.7800 795.7727  795.4464 0.3264 1 10 3e+002 1 RHSGLAR

331  467.3500 932.6854 932.4385 0.2469 O 10 5.9e+002 1 ELQAMEGR

782  778.5300 3110.0909 3109.6998 0.3911 1 10 9.5e+002 1 QQLLFVALMLHSPVVKDFLAEVVNDLR + Oxidation (M)
341  942.6500 941.6427  941.6022 0.0406 2 10 5.1e+002 1 IDKKLGLR

388 506.6600 1011.3054 1009.4465 1.8590 O 10 3.9e+002 1 DHSPSPDQK

1164  747.8200 2240.4382 2239.0833 1.3549 1 10 3.2e+002 1 ILDKMGMASAGLMADMQTLAR + Oxidation (M)
164  701.5200 700.5127 698.3460 2.1667 1 10 6.8e+002 1 DGKSHR

200  373.9700 745.9254  745.3905 0.5349 O 10 6e+002 1 VVVGGCR

1277  711.3100 2841.2109 2840.5856 0.6253 1 10 2.9e+002 1 VRYWDLLLLVPNVLFFMFLLWK + Oxidation (M)
382  499.3300 996.6454 996.5101 0.1354 1 10 4.6e+002 1 VGGHEGKSAR

883 582.0700 1743.1882 1741.7981 1.3901 1 10 3.8e+002 1 SFNSFNSLMKSSSYK + Oxidation (M)

209  376.9000 751.7854  750.4058 1.3796 1 10 3.3e+002 1 TVRMTK + Oxidation (M)

897  880.4600 1758.9054 1758.9740 -0.0686 2 10 1.1e+003 1 EAFRALGDLERILTR

1165 561.2700 2241.0509 2242.1329 -1.0820 O 10 4.1le+002 1 LLLGTDDGETLETVGIPTDQR

234  397.9000 793.7854  792.4381 1.3473 O 10 3.9e+002 1 ALSDLFK

587  620.2300 1238.4454 1238.6408 -0.1953 1 10 4.4e+002 1 YDVYVRPRAT

911 593.8600 1778.5582 1778.9288 -0.3706 2 10 3.6e+002 1 AEISHNPRSRSAWLR

1155 745.0000 2231.9782 2231.9714 0.0067 1 10 4e+002 1 MAYDATKMADWQISEEAEK + Oxidation (M)
376  495.4100 988.8054 987.5713 1.2342 1 10 5.1e+002 1 LSGSSKGKPK

957 610.7300 1829.1682 1827.0288 2.1394 2 10 4e+002 1 AVDKGMVIEQVRLLEK

1296 587.7900 2933.9136 2933.4094 0.5042 1 10 2.5e+002 1 MQRMVLSLAMVGFMVFGVASAMNNEGK + Oxidation (M)
1348 690.4200 4136.4763 4135.9574 0.5189 1 10 1.5e+002 1 SGMAEAIKSYQSSGG I VMG I CGGFQMLGEVL IDSQGLEGK + 2 Oxi
634 641.1100 1280.2054 1278.6676 1.5379 1 10 3.9e+002 1 KEVMVMVLGNK + 2 Oxidation (M)

1241  430.0000 2573.9563 2573.3563 0.6000 1 10 2.9e+002 1 VMLPTLGEERQATYSPFLPISPK

339 470.3100 938.6054 937.4579 1.1475 O 10 4.6e+002 1 MFDGLDLK

552 599.1600 1196.3054 1195.6496 0.6559 2 10 3.8e+002 1 QVKMEVLRHG

476  567.6600 1699.9582 1699.6752 0.2829 O 10 1.3e+003 1 MEQQTFCNPNMER + Oxidation (M)

258 417.8000 1667.1709 1665.8627 1.3082 2 10 1.5e+003 1 DHLKFRSYYNPVK

951  609.4900 1825.4482 1825.9549 -0.5067 1 10 3.7e+002 1 AMAL IAANFYKFPQNK

1131  726.9500 2177.8282 2175.9339 1.8943 O 10 3.4e+002 1 SFSTGTSAGGSSSSQQNSPQMK + Oxidation (M)
693 678.9800 1355.9454 1353.7438 2.2016 1 10 4.6e+002 1 VLAPKSMHGALSK + Oxidation (M)

559  603.0900 1204.1654 1203.4979 0.6676 O 9 4.6e+002 1 CGYDSGLYNR

386 505.2300 1008.4454 1006.5229 1.9225 2 9 5.3e+002 1 RTAMAEKGK + Oxidation (M)

1134 1091.6100 2181.2054 2179.1096 2.0959 2 9 8.5e+002 1 VVGFEMKENG IPRQGYEVK

825 829.0800 1656.1454 1653.9817 2.1637 1 9 1le+003 1 LQALGIPSGPLYGKLK

828 554.8600 1661.5582 1661.8083 -0.2501 1 9 4.2e+002 1 HSMV IKSAAFEDEAK

435 539.6800 1077.3454 1076.5648 0.7806 2 9 5.2e+002 1 KISDSMPRK + Oxidation (M)

1168  750.4400 2248.2982 2249.2929 -0.9947 2 9 4.le+002 1 HLILKADLTNNQMQLKILK + Oxidation (M)
595 621.8000 1241.5854 1239.5852 2.0002 1 9 5.8e+002 1 MWRNTITMR + 2 Oxidation (M)

858  856.7400 1711.4654 1709.8525 1.6129 2 9 3.8e+002 1 LPAGDEWYSYRRVV

252  827.3600 826.3527 824.3586 1.9941 O 9 5e+002 1 ISTDDMK + Oxidation (M)

1308 616.9000 3079.4636 3077.4586 2.0050 1 9 3.2e+002 1 MVREQYTTATEGICIERPENQYVYK

291  440.2300 878.4454 878.4280 0.0175 1 9 6.2e+002 1 KSNVGSCK

416  525.3700 1048.7254 1049.5757 -0.8502 1 9 5.8e+002 1 LEEGISFKK

361  487.5900 973.1654 971.5400 1.6255 1 9 5.4e+002 1 GIKDGDIVR

472  565.2100 1128.4054 1127.6961 0.7094 2 9 5.4e+002 1 AIRQLMRLK

1281  712.1000 2844.3709 2844.3615 0.0094 1 9 3.6e+002 1 ILASTQFEPTAARMAFPCFDEPAFK

266  421.5100 841.0054 839.4249 1.5805 1 9 3.8e+002 1 GEPREPR

370  494.3500 986.6854 986.4920 0.1934 O 9 6.7e+002 1 LADPSELDK

443  544.1100 1086.2054 1084.5811 1.6243 1 9 4.9e+002 1 KGMHTGGI IR + Oxidation (M)

793 528.2900 1581.8482 1582.7847 -0.9365 1 9 5.3e+002 1 SSQLFCELAKMAAK

1077 1010.9900 4039.9309 4037.9060 2.0249 1 9 9.4e+002 1 VIHQAF IDVKEEGTEAAAATMEEMAMGVS ISWDAKPK + 3 Oxidat
1088 1026.4300 2050.8454 2050.0438 0.8016 O 9 8.5e+002 1 ANLTNMLESVMAELTLLR + 2 Oxidation (M)
105  310.2600 927.7582  928.4436 -0.6855 1 9 1.8e+003 1 MYGKSSTR

1200 1184.7700 2367.5254 2366.3282 1.1973 2 9 6.7e+002 1 VAITGGGQSPSLDVTLRLIGKER

244  408.7800 1631.0909 1630.8290 0.2619 O 9 1.7e+003 1 EAFVMAWVALVSHR + Oxidation (M)

907 592.7700 1775.2882 1775.8948 -0.6067 1 9 4e+002 1 QRGGTQTMTALGIDTAR

321  458.5800 915.1454  913.4545 1.6909 O 9 5.7e+002 1 GYFASELK

1184 1148.5500 4590.1709 4589.0243 1.1466 1 9 8.7e+002 1 TKAEMSHIPQSQDAHQMTMEDSENNFHNITEEIPMEVFK + Oxidat
323  460.8800 919.7454  919.4334 0.3120 O 9 5.4e+002 1 HQFVMSR + Oxidation (M)

1284  713.2900 2849.1309 2847.5680 1.5629 1 9 3e+002 1 SSPSLLEPLLAMGFPVHTALKALAATGR

1297 590.0600 2945.2636 2945.6841 -0.4205 1 9 3.le+002 1 QDIFIRVIDLFTIKPLDVTTIISSAK

1185 577.9200 2307.6509 2306.2230 1.4279 2 9 3.4e+002 1 SLKKGYEGGILDIGLQASSAGSR

984  625.2400 1872.6982 1870.9876 1.7106 1 9 4.3e+002 1 MFLGSGGFFRVALAINR + Oxidation (M)
1167  749.5500 2245.6282 2244.1849  1.4433 2 9 3.5e+002 1 SVTIETTETTSTYTVKKVTR

324  461.3800 920.7454  919.4359 1.3095 1 9 5e+002 1 DGRSSVDGK

996 628.5700 1882.6882 1881.0526 1.6356 2 9 4.le+002 1 LSRRPKIFYVNWFR

727  477.6900 1430.0482 1428.7759 1.2723 O 9 4.7e+002 1 LTLLHASSMTALR + Oxidation (M)

964  613.4700 1837.3882 1837.0349 0.3533 O 9 4e+002 1 LLDINIHPTIIVEGYK

619 633.7600 1265.5054 1265.5789 -0.0735 1 9 5.4e+002 1 FFAERGGDPDR

698 682.1500 1362.2854 1362.7806 -0.4951 2 9 4.6e+002 1 RMLIPTFSVKR + Oxidation (M)

710 695.9900 2084.9482 2085.1503 -0.2022 2 9 1.3e+003 1 VDILLNKGLTVKDMEELR

445  546.0200 1090.0254 1090.5744 -0.5489 2 9 5.2e+002 1 AQGNRRYAR

741  483.7600 1448.2582 1446.6447 1.6134 1 9 4.5e+002 1 RDGAEGGGSAAAGSER

1071  670.7100 2009.1082 2009.0867 0.0215 O 9 4.9e+002 1 QAVPLLVSEAPIVGTGMEAK

381  499.2500 996.4854 995.4342 1.0513 O 9 5.4e+002 1 NLSSDMSSR

586  619.8000 1237.5854 1237.6779 -0.0924 O 9 5.7e+002 1 LDAGAPLGQAGLR

687 673.6000 1345.1854 1345.5885 -0.4031 O 9 4.8e+002 1 EDLPDSTPEESK
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1216 610.8200 2439.2509 2437.2159 2.0350 1 9 4.4e+002 1 RINDDVVIGFAGSTADAISLMEK + Oxidation (M)
520 584.3600 1166.7054 1164.5999 2.1055 2 9 5.6e+002 1 GPRSKSSQYR

706 691.7000 1381.3854 1381.6184 -0.2329 O 9 4.4e+002 1 VDENAAEFMVNK + Oxidation (M)

1342  636.6000 3813.5563 3814.7171 -1.1608 1 9 1.9e+002 1 LHAAQSSGSVHVTAGMMR I SNMTLAADSGMGWSYDK + 3 Oxidati
1191 586.3400 2341.3309 2342.2668 -0.9359 1 9 4.4e+002 1 KPGLTLG I GCETAQFPLEKVGK

1205 599.1700 2392.6509 2391.0882 1.5627 1 9 3.4e+002 1 IEMANPASCQLFAHTQDRMR + Oxidation (M)
1117  716.3100 2145.9082 2145.0862 0.8220 2 9 4.5e+002 1 RAVTPQNHVTHGPKDSMVR + Oxidation (M)
294  441.7600 881.5054  880.4113 1.0942 O 9 5.3e+002 1 DFEALMR

345 478.1800  954.3454 952.4614 1.8841 O 9 4.8e+002 1 STYDAQIR

411 524.8800 1047.7454 1046.5985 1.1470 2 9 6.3e+002 1 VRYSPAAKR

623 636.2100 1270.4054 1268.6976 1.7079 1 9  5e+002 1 KADSTLEPLPAK

1100 1057.7100 4226.8109 4225.2874 1.5235 1 9 8.1e+002 1 LHPVGS I LVPHLAVQDGVE I GGYAVPKGTTV I FNAWAINR
310 451.6300 901.2454 900.5253 0.7201 2 9 6.4e+002 1 NKAVRSAR

365 489.0000 1463.9782 1464.7065 -0.7283 1 9 1.6e+003 1 VVMAVGKSGEMADR + Oxidation (M)

220 780.4100  779.4027  778.3947 1.0081 1 9 6.2e+002 1 RHSSHR

787  784.7100 3134.8109 3134.5309 0.2800 O 9 1.2e+003 1 NWITSYGFVENDSDLVHGLLEGALVGSSR

1081 678.5500 2032.6282 2033.1092 -0.4810 O 9 3.9e+002 1 MLGVALLSGAVHAAVQPLDR + Oxidation (M)
913 595.1800 1782.5182 1781.8472 0.6710 1 9 4.2e+002 1 AFENIKEDF I EQDGK

466 560.8300 1679.4682 1679.7858 -0.3176 1 9 1.6e+003 1 EDVNEAIRLMEMSK + Oxidation (M)

523 586.3300 1170.6454 1170.6179 0.0275 2 9 6.7e+002 1 IDDMHKRLK + Oxidation (M)

582  616.7900 1231.5654 1229.6148 1.9507 O 9 6.9e+002 1 HMVELTLENK

762  496.8400 1487.4982 1488.6636 -1.1654 2 9  5e+002 1 CRCGKTFSNMTK

206 376.8800  751.7454  751.3864 0.3590 1 9 3.9e+002 1 FKADSGK

308 449.6800  897.3454  896.4239 0.9215 1 9  5e+002 1 GEYDASKK

332 312.0500 933.1282 931.4433 1.6848 O 9 5.6e+002 1 AGCDLAGVVA

681 671.1000 1340.1854 1340.7776 -0.5921 1 9 4.6e+002 1 ATAQTAIGQKNVK

433 539.6300 1077.2454 1077.6182 -0.3728 O 9 5.2e+002 1 IGLISGYTVR

871 576.0500 1725.1282 1725.8508 -0.7227 O 9 4.6e+002 1 THIPVYVSENMVGHK + Oxidation (M)

789  786.2000 1570.3854 1569.7682 0.6173 2 9 4.7e+002 1 STSFRLRAGGMESR + Oxidation (M)

912 595.1700 1782.4882 1781.8903 0.5979 O 9 4.3e+002 1 SMSSSTIMAVGAAELALK + Oxidation (M)
1090 1028.6100 2055.2054 2053.1545 2.0510 2 9 9.5e+002 1 KFNVSNL IAATVHRTTNR

1187 1159.3000 3474.8782 3475.7091 -0.8309 1 9 8.2e+002 1 1E1GDFVPQKTLWGLYPCVGLGANMADPVCR

718  701.6600 1401.3054 1400.7823 0.5232 2 9  5e+002 1 LMWGRSRPVKR + Oxidation (M)

542 594.6500 1187.2854 1187.6510 -0.3655 1 9 5.5e+002 1 KILEDTSAGVR

1067 1002.2500 2002.4854 2001.0942 1.3913 2 9 4.1e+002 1 QGRITVPAPLRSYAGLMR + Oxidation (M)
356 482.5300 963.0454  961.5233 1.5222 O 9 5.5e+002 1 ANALLGFEK

46 527.3600 526.3527 525.3023 1.0504 1 9 2.6e+002 1 GGHKK

682 672.2500 1342.4854 1341.8166 0.6689 2 9 5.5e+002 1 LLGSKRLMPSIK

1192 586.4300 2341.6909 2340.1597 1.5312 1 9 3.7e+002 1 DVLEATGSILTNKYSEGYPGAR

207 376.8800  751.7454  750.3694 1.3760 O 9 4e+002 1 ATSAMVR + Oxidation (M)

707  692.2000 1382.3854 1382.7769 -0.3915 1 9 4.7e+002 1 GPINAKLSDVIEK

761 744.0500 1486.0854 1486.6497 -0.5643 0O 9  5e+002 1 TESSMDPYAEITK + Oxidation (M)

158  343.6200 1027.8382 1027.5774 0.2607 1 9 1.7e+003 1 VAGSGKSPAVR

861 857.7000 3426.7709 3424.7773 1.9936 2 9 1.2e+003 1 MNVIQTIDAEQIGKLAEARAVPDFKPGDNLR + Oxidation (M)
1132  727.6000 2179.7782 2178.0133 1.7649 1 9 3.9e+002 1 GSGAKACQMIMGSWNPVGVGR + Oxidation (M)
635 642.6300 1283.2454 1282.6629 0.5825 1 9 4.8e+002 1 KGNQQIVPDER

1298 592.6700 2958.3136 2959.3229 -1.0093 1 9 3.6e+002 1 HVEAMVGFMDAGAEVFDYGNSIRGEAR + 2 Oxidation (M)
1339  627.6500 3759.8563 3757.8981 1.9583 2 9 2.7e+002 1 MILTVTMNPSIDISYPLDVFKMDTVNRVAEVSK + 2 Oxidation
660  660.2400 1318.4654 1317.6063 0.8591 1 9 5.8e+002 1 KNYYYPDMPK

717 701.3100 1400.6054 1398.7103 1.8952 O 9 6.6e+002 1 AGDLAGAQAALNEAK

931 603.5800 1807.7182 1807.8887 -0.1705 1 9 5.1e+002 1 GTINVVAVKCNEYGER

369 493.9600 985.9054  986.6025 -0.6971 2 9 5.9e+002 1 KFAQRIPK

420 526.3800 1050.7454 1048.5587 2.1868 O 9 5.6e+002 1 MQSLLISNK + Oxidation (M)

524 586.5200 1171.0254 1170.5743 0.4511 1 9 5.4e+002 1 DMPFAATFKK + Oxidation (M)

1060 664.1700 1989.4882 1987.9972 1.4910 1 9 4.2e+002 1 LITEWCCRSSTIPPLR

959 611.5800 1831.7182 1830.9046 0.8135 O 9  5e+002 1 LGSCLLESGQHYLAAGR

511 388.0800 1161.2182 1160.5900 0.6282 1 9 5.5e+002 1 TFQYIKSMK + Oxidation (M)

1319 658.4700 3287.3136 3285.6196 1.6940 1 9 2.8e+002 1 MGAVKAVSGPVV IAENMGGSAMYELVQVGSFR + 2 Oxidation (
1096  701.4600 2101.3582 2100.9642 0.3939 1 9 4.3e+002 1 GTCTLPPVKDMMNDIHEK + Oxidation (M)
358 483.5700  965.1254 964.4502 0.6753 O 9  5e+002 1 DYSDIAPGK

287 435.8800 869.7454 868.4589 1.2865 O 9  5e+002 1 VHLMVDR

479  568.9400 1703.7982 1704.7409 -0.9427 O 9 1.5e+003 1 MTPESVMALGYEAMK + 3 Oxidation (M)
1222  614.9000 2455.5709 2455.1516 0.4193 O 9 3.7e+002 1 1 EEHPDEDNGLPQHHLPPPER

975  621.7900 1862.3482 1860.9581 1.3901 1 9 4.4e+002 1 1GVNAFV I ARDTEEEAK

1150  743.0800 2226.2182 2225.9582 0.2600 1 9 5.2e+002 1 THAEERPYKCENCGNAYK

613  632.1800 1262.3454 1261.7394 0.6060 1 9 5.5e+002 1 YVGQLAVLKGSK

926 903.6800 1805.3454 1804.8012 0.5443 0O 9 1.1e+003 1 SLAYMGFNEDDVMIGK + Oxidation (M)

958  611.0700 1830.1882 1829.9240 0.2641 O 9 4.9e+002 1 VVLGGGVACNQALQAAMR + Oxidation (M)
1147  738.9900 2213.9482 2212.1231 1.8250 1 9 4.9e+002 1 CTYSMTANIEITGLLREIK

1152  744.7500 2231.2282 2229.1113 2.1169 2 9 5.3e+002 1 LDWHLKGAGLTPYSRMGDGR

1223  615.9100 2459.6109 2460.2139 -0.6030 2 9 3.8e+002 1 NDLNRANNAETAN I ARTVSASMK

1126 1086.2100 2170.4054 2171.0382 -0.6328 2 9 9.6e+002 1 TRESGTFEEFGKALDELDK

1250  868.9900 2603.9482 2603.3597 0.5884 2 9 3.6e+002 1 ISGTHQMKTSGALPMKTLGTLLMR + 2 Oxidation (M)
596  622.2300 1242.4454 1241.5631 0.8823 1 9 6e+002 1 EKSMATTMEAK + Oxidation (M)

1133 546.0500 2180.1709 2181.0961 -0.9252 1 9 5.4e+002 1 GHEMAQLTDVPSSVVLRGGGR + Oxidation (M)
563  604.0600 1206.1054 1206.5299 -0.4244 2 9 5.4e+002 1 GNKEDDDKMR

781  777.6600 1553.3054 1553.7984 -0.4929 1 9 4.9e+002 1 KAALEAQNALHNMK + Oxidation (M)

864 573.6100 1717.8082 1717.9198 -0.1117 2 9 6.5e+002 1 RLVMIYQPHRYSR

711  696.7800 2087.3182 2086.1205 1.1977 2 9 1.5e+003 1 LRELTALDKDVALVGMGNR + Oxidation (M)
512 581.8100 1161.6054 1159.6085 1.9970 O 8 7.6e+002 1 VSDIIDEITR

63 557.8100 556.8027 556.2969 0.5058 O 8 4.9e+002 1 GPDIR
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397.
604.
679.
700.
421.
a47.
662.

0500
6300
3700
2000
3400
0100
8700
6500
6700
9300
3800
1700
3200
5200
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9200
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5300
6600
4900
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3000
3400
4400
9600
0800
6300
3000
3600
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0600
5500
2300
7300
3400
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1000
8700
3000
1100
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2700
9300
0500
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0800
2900
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4800
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9300
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4200
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1000
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5700
8600
6600
5900
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9300
3800
7200
6600
4500
6900
7200

2416.
629.
3016.
1782.
585.
1034.
1947.
953.
1197.
1472.
590.
3475.
618.
3406.
3009.
809.
935.
960.
1269.
813.
2373.
2255.
940.
2163.
986.
1217.
1821.
921.
2175.
856.
1213.
3149.
.2109
2802.
4567 .
1275.
1050.
2491.
1208.
1255.
1648.
2374.
662.
1286.
.6909
822.
1361.
1414.
1725.
914.
1052.
1243.
1337.
2416.
1944.
618.
960.
2161.
2284.
4515.
743.
1105.
562.
1164.
3265.
1262.
3105.
1142.
1317.
897.
3903.
2221.
511.
1102.
793.
1206.
3393.
2798.
840.
893.
661.

2172

2427

1709
6227
0882
5782
3327
0054
7254
2854
3254
7682
3727
8136
3127
0509
4282
1027
8254
3654
0454
6527
9309
0182
5854
9982
8654
9054
2182
2454
8782
7054
1054
8109

1709
3363
4454
6654
8082
1854
7254
5854
2054
8054
5254

0427
4454
1254
4282
0927
6654
4854
3654
2909
8482
4327
0654
4182
7709
7363
1827
8454
3027
8254
5382
2054
4636
6054
3854
1254
4109
9582
5827
8054
8454
7454
5636
6109
8854
3654
7127

2415.
630.
3015.
1780.
585.
1033.
1946.
951.
1196.
1473.
591.
3476.
618.
3405.
3010.
808.
936.
960.
1268.
813.
2375.
2253.
938.
2163.
987.
1216.
1820.
921.
.0572
854.
.5466
3150.
2173.
2802.
4568.
1274.
1051.
2491.
1207.
1255.
1648.
2372.
661.
1287.
2428.
822.
1360.
1414.
1723.
912.
1050.
1241.
1335.
2414.
1943.
618.
960.
2159.
2285.
4516.
743.
1105.
561.
1164.
3263.
1260.
3103.
1140.
1315.
896.
3903.
2221.
512.
1102.
794.
1205.
3392.
2797.
839.
892.
660.

2174

1211

2502
1645
4754
8705
3122
5768
9309
5138
6190
6994
2799
8854
2973
8233
5804
4443
4739
4665
5377
4021
0998
2012
4168
2265
5237
6346
9421
4776

5225

5705
1525
4076
0017
6653
5042
1721
7513
6958
7991
1947
3217
6354
0309
4963
7384
6663
8352
5029
6186
7568
6089
0883
0510
2683
4699
9802
3115
1019
3463
5840
2395
5670
5544
6649
5244
4870
7459
4967
9660
1201
2707
6532
4511
7019
5731
4531
4613
3046
3013

9207
5418
.6128
.7076
.0205
.4287
7946
7717
.7065
9312
9072
0717
0154
2276
1522
.6584
.6484
.1011
.5078
.2506
.1689
.8170
.1687
7717
.6582
.2708
2761
.2321
.8210
.1829
.5589
.7596
9416
.2367
.6654
.7802
.8387
.6360
.4342
.0296
.2137
.0107
.4837
.1099
.3400
.4536
.7070
.5409
.5930
.5898
.0469
7287
.7566
.2026
7972
.1644
.4044
.4379
.5406
.3656
.1636
.2615
.0633
.2585
.9838
.5406
.9392
.1185
.6395
.6287
5551
.8380
.6880
1522
.6056
.0435
.9905
.1578
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.0608
.4114
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TLLSSLLDSGIAIPSPCGGKAACK

XXEFN

IETLERVQAAG INVCAGG IVGMGETAEDR
YEFYLSQMKSQTIK + Oxidation (M)
AASVPAA

TGQKTGLTTK

GMFGALAAGALTAGGGYGYAR + Oxidation (M)
KYGTLTNR

VATYFAEGLAR

RAAVDLGMADDGQR

AGGMTR
VQAVAEPHTLRYDLMALSLEVPGLPQFLTLR
NAEGTK
WASVGNGNAGF I LMLVMITLSY IFLSFAVKK + Oxidation (M)
WANDIFTTLAIPGPNGPITGIGNIIGLFE
VETVHPK

DFVMGLGAK

HVATGDSFK

MDSMDLEREK + Oxidation (M)

GGTAFSFK

GTPVTQIQSTRGYNYQMEMR + Oxidation (M)
EKLTIAIGCTGGQHRSVSIAR

MGSEPFQK + Oxidation (M)
LLSDVTALMLPVLLEYFVK

EKVEGAIDK

GMAREVGVLNR + Oxidation (M)
KTYNQTFVIVTHNEK

DRMMLLK + Oxidation (M)

NP ITSPVVTSKKAQDNCCR

AIEKGIPK

ESRDVPGHCR
TFAHVDPVKEPIPVIPTCHYMMGGIPTK + Oxidation (M)
IEMGGLSGKPLTNRSTEVIR + Oxidation (M)
VLGSDENPDEASLGSFLDAVLFAIPAR
EDMFPPMDMGDGEEFVLRPMNCPHHIEVYKHHVHSYR + 2 Oxidat
DGLQIEVAMKR + Oxidation (M)

ISMMVSPQK + 2 Oxidation (M)
INATCSGTVREATGTSGVDNATGPR

RSVPVAKAKPR

ALMNQSIAPLAK

RIMEEQGLGFDQAR

VMLRPGDHV I IPDDVYGGTFR + Oxidation (M)
ALGDMR

SQSTSRCLPPR

MDPSRSRSGGSGEESSFQENER

VYKAKSK

MQLIGLTGGIASGK + Oxidation (M)
YQMDVVFRGER + Oxidation (M)
YGMIHPAQSTTFTVR + Oxidation (M)
VPGEGSLVR

NTAVIGLSHK

TIKLALAGRSGR

MSERDSGSSGPVK

AHEEGKTTYGVDVFSGEVACMK
KLSQI'ICVSNNDSKP IK

IEMPN + Oxidation (M)

HSATLTMGK + Oxidation (M)
FKQGLNPFTVMSCDNMQK + Oxidation (M)
MAQKGS ILMPAQIFRIGAILK

VLVGMSGG IDSTATCLMLQEQGYEIVGVTMRVWGDEPQDAR + 3 Ox
HHGHEK

RLKSSTSGDR

GDGGKE

QNTGTMRSVR + Oxidation (M)
TAFLGSGTPAMEGASLAETYQGYLQSILDEK + Oxidation (M)
EMGFKGLNPIR

NVAGASSVAMEALSNAT IVHAFSANAQLESK + Oxidation (M)
SCYTNPGTGGK

RIEGLGSISKEK

TPPGSTPLK

DI 1VAYMQNGEMLSPDHGFPVRMI IPGFIGGRMVK + Oxidation
VPFMLLAGDRDVEAEAVSFR

PGSPR

MVQLQKTKK

LAGHNKR

TLLELKAQYK
N1QDLVAAFGDENEALHYARFDALDHSSMK + Oxidation (M)
AEVTVPKDMAASEVEKLVLADEAVQR

ALQGAAGPR

GNEQDDES

ATGCPR
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M 154
& 603
o 1267
& 169
o 860
& 1350
o 407
o 1338
& 295
& 870
o 446
& 585
o 1112
2 93
o 288
& 745
2 1004
8 10
o 364
2 2
o 22
& 378
& 983
& 302
o 1311
o 1252
& 255
o 404
2 82
& 705
o 1302
o 562
& 1235
& 65
& 408
& 223
& 1053
& 359
& 153
& 453
& 173
& 1340
& 250
& 1329
& 9
& 307
& 967
& 804
o 172
& 1166
& 226
& 2%
& 215
& 888
& 424
& 384
& 1010
& 167
& 245
o 1236
o 1276
o 1343
8 177
& 1239
& 353
& 569
& 1253
@ 367
& 1269
& 1199
& 927
o 1275
o 971
& 702
o 77
o 1283
o 31
o 648
o 1321
@ 606
B 174
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8300
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0500
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5900
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6600
2600
2600
3200
6000
9600
5500
3400
9100
3600

2100
3900
6900
6700
8900
0800
2900
4900
4600
9700
1700
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2000
0700
5500
6800
4600
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8400
3700
6600
1600
0200
6700
9400
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2400
7700
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5800
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5800
5700
6600
2700
9000
2400
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679.
1253.
2721.
.5527
1713.
4491.
1041.
3739.

889.
1725.
1096.
1236.
2137.

602.

869.
2188.
2098.

564.

974.

477 .

786.

990.
2808.

897.
3131.
2610.

830.
1036.
2482.
1377.
3003.
1205.
2538.

557.
1046.
.1854
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967.

679.
1105.

710.
3775.

822.
3397.

611.

897.
3679.
3224.
1520.
2244.

786.

889.

768.
1747.
1054.
1006.
1902.
.0854

817.
2539.
2818.
3814.
1536.
2570.

960.
1212.
2614.

979.
2754.
2361.
2708.
2805.
1849.
1367.

572.
2847.

901.
1296.
3344.
1256.

714.

6827
3054
7709

2782
7363
8054
9636
7254
0382
0254
5054
9882
0427
7454
8982
8382
9327
0454
4127
8227
6654
2182
2254
4636
9309
0854
9854
7482
7854
5709
3054
7582
2527
6254

8582
0854
3327
8054
3527
4136
4054
5309
6827
3254
5309
2909
5654
9654
9054
9254
3254
1782
6054
3854
1882

3454
3582
8909
9963
7254
6109
3054
0254
6509
8654
5636
6982
2882
7636
1454
0254
5727
8136
3054
5254
4636
4654
3054

678.
1252.
2721.
.3977
1711.
4492 .
1041.
3737.

890.
1722.
1096.
1236.
2137.

601.

868.
2187.
2098.

564.

974.

476.

786.

991.
2806.

895.
3130.
2609.

830.
1036.
2483.
1375.
3004.
1204.
2538.

556.
1044.
.3773
1968.

967.

678.
1105.

711.
3774.

820.
3397.

611.

896.
3679.
3223.
1519.
2246.

787.

889.

768.
1745.
1052.
1005.
1902.
.3479

816.
2537.
2817.
3815.
1536.
2570.

958.
1211.
2613.

978.
2754.
2362.
2709.
2805.
1849.
1366.

572.
2846.

899.
1297.
3342.
1255.

712.

3734
5830
3697

8716
3134
4767
8077
5225
8610
5666
6826
1163
3071
3306
0001
0221
2690
5219
2594
4348
5675
1711
5239
5363
5771
4862
4971
1023
6956
5043
6214
5440
2969
5750

9112
4004
4428
6608
3625
8420
4807
6720
4119
5695
8549
5788
7089
0936
4188
4505
3146
9473
6091
5508
9404

3800
3384
2190
0621
7507
3011
3855
6622
2891
4883
4825
3154
3830
4187
9794
8408
2740
2158
4059
6990
7394
6931
3868

.3093
7225
.4012
.1551
.4066
5771
.3287
.1560
7971
1771
5411
1772
.8719
.7356
.4148
.8981
.8161
.6638
4764
.1533
.3879
9021
.0470
.7015
9273
.3538
.4007
.4883
.3541
.0898
.9334
.6841
2141
.9558
.0505
.1918
.0530
.3149
.8899
.1447
.0098
5717
9248
1411
.2709
.7560
.3240
7121
.8565
.1281
5134
4750
.0108
.2309
.9964
.8346
7522
.2625
.9655
.0198
6719
.0658
.0253
.3097
.9200
.3632
.3618
3772
0811
6173
.0948
.3449
.8340
.1846
.2987
.5978
.8996
.1736
7242
7723
.9187
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SVSKMK

SERTGSMINSR + Oxidation (M)
SLNFKATPMPSFYNIGTRPVSHNK + Oxidation (M)
RATASAK

QVANWLTGDIMAHLK + Oxidation (M)
ILVDENMPYAEALFQQLGDVQAVPGRP IPLDALAGADALMVR + OXxi
YLEPDSYR

TTPDVVFVFGFRTQFGGGKTTGFAMVYDSLDYAK + Oxidation (
LLTELFR

EKSGKPINEKFMGDK + Oxidation (M)

DPWTAVPGVR

DINDLAAKLHK

ILEDSMPAEKVVAVMKSYK

1GDQIG

MDSPMEK + 2 Oxidation (M)
MNNNYTSLKSSIDEEGELK + Oxidation (M)
VMNGMGIGIVSTSKGIMTDR + 2 Oxidation (M)

MSTAR

CEIALGKGK

TAASK

VRGDNVK

RLQTRYR

ADCGPGDGRSYPDYMYGSPGELRDR + Oxidation (M)
GKNHLISK

SVAFKIYMNIMEAYELRCAAVYVVMK + 2 Oxidation (M)
LADGGLLLVLALLPLALDGKPAPLEK

KSPTVTAK

MGNQAGSKTK + Oxidation (M)
TKAREHYSDLEESDPAEYMGR

SHAAAVLGHASAER
AYVAALRPSSYAAVSTHTPAPGFLEDASR

ITRHAEHWR

TPESILGILSLIFWALIILVSIK

AGANPK

GALERVICK

SHGFSPR

SPHMAPAFLVNNEAENGR + Oxidation (M)

CAACAYPR

KPPIPK

RLSAKAFSVK

SLMFSK

GVLTGSEHKIVHTDMFCDFLNIDSALSGQIVPMK + Oxidation (
YLVIASR

MVNEKIQNYVNEYVLCPECGKPDTKIIK + Oxidation (M)
RKPLV

LKPEAIVK

GQEISAEVMDGPQSI I IDEAENRLHVQKALMVK + 2 Oxidation
TMNKVAMLHPPAVNVCNLDLEGLIADSNR + 2 Oxidation (M)
VRPNGMSDEPQYK

HLREEVSGMFQACKNVVDK

VVTAADGR

AEIDSSLR

MTMDQK + Oxidation (M)

KKPKPV IDAMMFWR

LSLPRTNPR

HHPLLFSR

NRNLVMNSEGVPVVMGR + 2 Oxidation (M)

SSPIMR + Oxidation (M)

GMLHTDK + Oxidation (M)
RVMIVAGEASGDLHGSNLVKEALR + Oxidation (M)
CFSLSMEFPPEEVDDYWALEEPK
KRPELQGQLLAKGTWDYAIVDELQPQPGD ILVPK
MHNKTYNSFIDR

EAMILSSYAGILMNSIPIEEVFK + Oxidation (M)
MSGDGYWK + Oxidation (M)

SSLGGGKHQLTK

MIVTVDQHGNTSAASIPMALDVGVR + 2 Oxidation (M)
TPGHQQPSK

KAELWAGLRPMMPGSVPV IGQARYK
IRSIGELLGNELHNGL IKMQK
GVVPEAAPMEAVVDVVGNAATLAVGMAR + Oxidation (M)
MNHSKTLLLTAAAGLMLTCGAVSSQAK + 2 Oxidation (M)
LVDEAALATKMVGVFMR

INSTIKPVAIRR

HMASK

MAELMEYSYLLDMADKTEDPYMR + 2 Oxidation (M)
YSGMVESK

AVQESGVKIDPR

IGLGDRITAHLDAPEMYYAVGQGALGIEIRK + Oxidation (M)
MHRTTGLIRR + Oxidation (M)

ATAADPR
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194  736.4600  735.4527  736.3174 -0.8647 O 7 1.2e+003 1 QGSGGMGK + Oxidation (M)

898 587.8100 1760.4082 1758.8934 1.5148 1 7 7.4e+002 1 KMVGATNPAEADLGTIR + Oxidation (M)

1320 556.8600 3335.1163 3334.6939 0.4225 2 7 4.4e+002 1 ALELEAMLEKVQKQAAHTQQQLEAQAQER + Oxidation (M)
117 634.6400 633.6327 633.3156 0.3171 O 7 1.1e+003 1 GAIDMK

281 431.3400 860.6654 861.5185 -0.8530 1 7 1.3e+003 1 GVRVYLR

799 801.6200 1601.2254 1599.9500 1.2754 1 6 8.2e+002 1 LWITRLNAILPYK

128  647.9300  646.9227  646.2922 0.6305 O 6 1.3e+003 1 DAAAGDK

447 549.5100 1097.0054 1095.5093 1.4962 O 6 7.6e+002 1 MYALKPMPN + 2 Oxidation (M)

507 578.9500 1155.8854 1154.6336 1.2519 1 6 9.4e+002 1 VVDKFSSFVK

753  736.2400 1470.4654 1471.6554 -1.1900 O 6 8.8e+002 1 QGMGEDFFWAIR + Oxidation (M)

1308 613.4700 3062.3136 3060.6278 1.6858 1 6 5.6e+002 1 LGVALGARAETFMGLSGLGDLVLTATGDLSR

277 429.3800 856.7454 857.4970 -0.7516 O 6 1.1e+003 1 SNNL IVAK

532 589.8700 1177.7254 1175.5856 2.1398 O 6 1.2e+003 1 EGAVVTGLDMGK

1322  840.6100 3358.4109 3358.8475 -0.4366 2 6 4.7e+002 1 LQAIFTLGVLVMYKLLPSDTDRYHPALLR + Oxidation (M)
498  575.0500 1148.0854 1146.5352 1.5502 1 6 9.6e+002 1 GRLEHYCGR

1085 682.1900 2043.5482 2042.9103 0.6379 O 6 7.1e+002 1 NGVVTEEVVYMTASEEDR + Oxidation (M)

1240 644.2500 2572.9709 2571.4346 1.5363 1 6 6.2e+002 1 DNIIFSPLGITLVLEMVQLGAKGK + Oxidation (M)
1312  633.2600 3161.2636 3160.6404 0.6232 2 6 5.1e+002 1 AEYGSDGNIKTQIVKSPFVQIPLGVTEDR

41 518.9800 517.9727 517.2384 0.7343 0 6 1.8e+003 1 TVDPS

113  631.5800  630.5727 629.2769 1.2958 O 6 1.9e+003 1 ADPGDR

610 631.2200 1260.4254 1260.6244 -0.1990 1 6  1e+003 1 GNMDELAARIR + Oxidation (M)

1151  744.0500 2229.1282 2228.1113 1.0168 1 6 9.2e+002 1 TETELHPDAVVDYALKHYK

214 385.1500 768.2854  766.3353 1.9501 O 6 7.7e+002 1 MEMTGAK

317 456.5600 911.1054 909.3936 1.7119 O 6 7.2e+002 1 MTPDTSMK

241 813.8200 812.8127 811.3838 1.4290 O 6 8.6e+002 1 HPEHHR

949 912.8300 3647.2909 3648.0291 -0.7382 2 6  2e+003 1 VVGGVVPREY I PAVGAGLEDALKNGVLAGYPLVDIK

304 449.6500  897.2854 896.5120 0.7735 1 6 8.3e+002 1 FGF IASKK

522 585.4100 1168.8054 1166.6812 2.1243 0O 6  1e+003 1 VFQIHSPVIK

601 626.3700 1250.7254 1251.6533 -0.9279 O 6 1.2e+003 1 ICSVFDVITAK

44 5244600  523.4527 522.2551 1.1977 O 6 8.5e+002 1 FGGSR

1305  757.1300 3024.4909 3022.4160 2.0749 0 6 7.1e+002 1 ATILEMLTAGTSSSSMTIEWAFTEMMR + Oxidation (M)
1332 587.3200 3517.8763 3515.7738 2.1025 2 6 5.5e+002 1 VDAAIYSTLISSLIKAGRSNEVSMILEEMSEK + 2 Oxidation (
1334  714.3400 3566.6636 3567.7879 -1.1243 1 6 5.5e+002 1 ILTEPSASLTEQYQALMATEGVN I SFSADGIRR

743 728.8400 1455.6654 1455.7068 -0.0414 O 6 1.2e+003 1 IMTDFIDSPYVR

198  744.0600  743.0527  743.4177 -0.3650 1 6 1.1e+003 1 VPSEGKK

405 520.0700 1038.1254 1036.5189 1.6065 O 6 8.3e+002 1 TEKPGTNYK

477 567.6800 1133.3454 1131.6321 1.7133 1 6 1.1e+003 1 SAILRIAEML + Oxidation (M)

292  440.8500 879.6854 878.4796 1.2058 2 6 9.6e+002 1 RAAMFKVG

771 758.6500 1515.2854 1513.8538 1.4317 1 6 9.2e+002 1 GVIQKIVECLDIK

72 570.7100  569.7027 569.3285 0.3742 1 6 4.9e+002 1 AVPARG

313  904.5100 903.5027 902.4709 1.0318 O 6 1.6e+003 1 AGLTPETSK

184  725.7400  724.7327 724.4232 0.3096 O 6 6.3e+002 1 HIGAVTK

1337  623.9300 3737.5363 3738.5745 -1.0381 2 6 4.5e+002 1 DDQMPRDDEDQENPSTPTARSTTTMLDAEEEAK + Oxidation (M
421  526.8400 1051.6654 1049.5427 2.1228 1 6 1.2e+003 1 ASKLMEVEK + Oxidation (M)

303 449.6500  897.2854  897.4781 -0.1926 1 6 9.2e+002 1 RDAGGLGPR

218  775.4600  774.4527  773.4283 1.0244 1 6 1.8e+003 1 AAKIEDK

1300 1493.2600 4476.7582 4475.3808 1.3774 2 6 1.2e+003 1 EVKPDVLLGLSAVGGLFSKEVLEAMKGSTSTRPAIFAMSNPTK
555  601.0900 1200.1654 1198.5726 1.5928 O 6 1.1e+003 1 VLMETFANMK + Oxidation (M)

1341  634.2400 3799.3963 3799.7675 -0.3712 0 6 4.1e+002 1 DAILDLVSINSSYFEFYQQINNNYNDDS IMVR

525 586.8100 1171.6054 1171.6197 -0.0142 O 6 1.5e+003 1 SQQLLEELGR

1234 845.9300 2534.7682 2533.4030 1.3652 2 6  7e+002 1 LLKHNPSDRLPLAQVSAHPWVR

831 833.4000 1664.7854 1663.7909 0.9945 1 6 1.2e+003 1 LAGEVMDAAEGKGAAMK + Oxidation (M)

38 512.6100 511.6027 512.2958 -0.6931 0 6 3.8e+002 1 PAPTK

607 629.2800 1256.5454 1255.6633 0.8822 1 6 1.4e+003 1 EQEQVQARLR

208 376.8900  751.7654  750.3330 1.4324 O 6 8.4e+002 1 AGVDMSR + Oxidation (M)

475 566.6900 1131.3654 1131.4801 -0.1147 O 6 1.3e+003 1 ACDGIGGAMHK + Oxidation (M)

506 578.3700 1154.7254 1153.5840 1.1414 1 6 1.3e+003 1 GPSGPQGVRGDK

134  656.2000  655.1927 655.2925 -0.0998 O 6 7.3e+002 1 GHEISN

1287  717.5900 2866.3309 2865.5494 0.7815 2 6 8.4e+002 1 SSKAAVRLPGAICLQVTAAEQQDLLAR

228 788.3700  787.3627 786.3330 1.0297 O 6  2e+003 1 MYGSSSR

246 819.0800 818.0727 817.4082 0.6645 O 6 1.4e+003 1 GGSYGHLK

1031 965.9800 1929.9454 1930.0344 -0.0890 2 6 1.2e+003 1 SRSTEQRPLLERTTTR

377  496.3300  990.6454  989.5658 1.0796 1 6 1.6e+003 1 GLVKVGDFR

32 509.6400 508.6327 508.2394 0.3933 1 5 7.9e+002 1 GGRYG

259  418.1200  834.2254 832.3927 1.8328 O 5 1.4e+003 1 DNG I TDAK

1007 950.3200 2847.9382 2846.4782 1.4599 2 5 2.1e+003 1 NMVAANAG I TEMPELAVLNEGTRKGVK + Oxidation (M)
231 396.8700  791.7254  790.4953 1.2302 O 5 1.2e+003 1 FLTAIVK

239 402.4100 802.8054 803.4653 -0.6599 1 5 1.5e+003 1 FRPKEK

205 376.8700  751.7254  750.3660 1.3594 O 5 8.8e+002 1 ADAVGYR

497 574.5600 1147.1054 1145.5863 1.5192 1 5 1.2e+003 1 LASMAQKEPR + Oxidation (M)

125  644.3100 643.3027 643.3289 -0.0262 O 5 1.9e+003 1 GVSEPR

759  743.8200 1485.6254 1483.7783 1.8471 1 5 1.4e+003 1 DHGGV I FIDLRDK

293 881.0500 880.0427 878.4974 1.5453 1 5  1e+003 1 YLKSGGVR

474  566.2400 1130.4654 1130.5213 -0.0558 O 5 1.6e+003 1 VAMEPGVPCR + Oxidation (M)

111  628.7400  627.7327 626.3752 1.3576 O 5 9.6e+002 1 GVLNPK

183  722.8900  721.8827 720.3443 1.5385 O 5 1.1e+003 1 SYTTLH

33  510.1800 509.1727 510.2663 -1.0935 O 5 9.7e+002 1 AAGHR

193 734.0300  733.0227 731.4330 1.5897 O 5 1.4e+003 1 PLSLFR

144 667.0800 666.0727 665.3245 0.7482 O 5 9.7e+002 1 GHEAPR

1354 965.9800 4824.8636 4824.4331 0.4306 O 5 2.8e+002 1 LLAGSLVMLGAGFAGEAGLAPVLPAF I IGMAGWLYMIYELYMGEGK +
322 307.0400 918.0982 918.4705 -0.3723 1 5 1.5e+003 1 RVNAMSGGK
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KDLPGTMLAQTFAFVTFNK + Oxidation (M)

GVVSAVEK
HAADAGR

GKVGCFMHGPTYMGNPLACAVANANIK + Oxidation (M)

GGHPMR + Oxidation (M)
TDNSRLRIAMQK

RGIIVNIK

SHVGH

KIGMPR + Oxidation (M)
QMYGRAAEDR + Oxidation (M)
MKGASGAVKK

ITASHK

AEHLVF

KAAASALR

ANSSGSR

SQTSVWHGD IKKIMPDDPER
GYPPTVR

VLERGM

PAPTKR

NQQGT

FINKHK

SMRDDNR + Oxidation (M)
SPTSRGMLTSGFK + Oxidation (M)
GRSANSDER

SPGPA

VVFKSEK

NHPDVASK

SLGEQQTTVHGKSSTQPAENSSVAMTPTYVDSPRK

HIHRGPLPFPCLQK
EASDI IK

VVSGSEK

KNHEDSNSFK

HGEIR

ASMNESRK + Oxidation (M)
NHMGMK

DFLRNGFR

QGTTSESISVPFSSSTGQAVRPFSASVFLGFDADPSLNITARIR

HMSNK

NQVGY

ALALLSSAANIQPA

HSGAIK

EMVIVTDDQVVIK + Oxidation (M)
RKATDFK

LAGPGQR

MAHFK

GAPVPA

TMTEDQEALSSK + Oxidation (M)
DYIIEK

RANPISR

LRPSA

GLEGERHV

FHAPLPQDMSK

LIDGNRPMDTVRK + Oxidation (M)
GGGDL

GLVIKFCK

AKPRLLIISR

LAMMKK + Oxidation (M)
IPSSLSK

SSAAAK

NMQMVLRVSVL + Oxidation (M)
MAEFTK

VAGDALR

VGGEA

LANASVGRVV IERPAK

CELNGVGK

DHAVAK

LKKYGMS

KHHLFG

FFSASSR

ATGQLEKSSRINEVR

ITGVTEK

GVATS

MAEFIGQMGTVHR + 2 Oxidation (M)
IPLMSR + Oxidation (M)
STMSSK + Oxidation (M)
VPALPTK

NAVSHR

GGAGGFR
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4 385.
5 392.
6 397.
7 404.
8  408.
9 410.
10 411.
14 434.
15 434.
16 434.
18 435.
19  449.
20 459.
21 463

22 470.
24 479.
25 480.
26 485

27 494.
28 494.
29  499.
30 505.
31 508.
34 510.
36 511.
39 512.
40 515.
42 520.
43 524.
45 524,
47  528.
48 529.
49 534.
51 536.
53 539.
54 539.
55 542.
58 545.
60 548.
61 553.
62 553.
64 557.
67 561.
69 564.
71 567.
75 572.
78 575.
79 577.
81 581.
83 585.
85 589.
86 589.
88 592.
90 594.
91 596.
92 601.
95  611.
97  612.
9¢  612.
101 619.
106  620.
108 621.
109 621.
110 626.
118 637.
11¢  638.
120 639.
123 640.
126  644.
127  646.
129 648.
130  648.
131  650.
132 650.
133 654.
138 661.
140 662.
145  667.
148 671.
149 672.
150  674.
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155  682.8200
159  687.7800
161  699.7400
162 699.9200
166  705.6000
172 709.9500
181  718.5700
182  721.6600
188  728.5800
197  743.1700
211 756.3200
212 761.7200
230  791.8500
247  820.7200
254 415.3400
268  844.8900
274  854.6000
275 855.3800
278  858.4400
319  912.4100
349  960.3800
362  974.5500
392  510.5900
650 650.7000

KRR ERRRRRRERREER R R R R R R R R

Search Parameters

Type of search

Enzyme

Fixed modifications
Variable modifications
Mass values

Protein Mass

Peptide Mass Tolerance :
Fragment Mass Tolerance:
Max Missed Cleavages
Instrument type
Number of queries

681.8127
686.7727
698.7327
698.9127
704.5927
708.9427
717.5627
720.6527
727.5727
742.1627
755.3127
760.7127
790.8427
819.7127
828.6654
843.8827
853.5927
854.3727
857.4327
911.4027
959.3727
973.5427
1019.1654
1299.3854

: MS/MS lon Search

: Trypsin

: Carbamidomethyl (C)
: Oxidation (M)

: Monoisotopic

: Unrestricted

+ 1.2 Da (# 13C = 1)
+ 0.5 Da

: 2
: ESI-TRAP
: 1354
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