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Mascot Score Histogram

Ions score is -10*Log(P), where P is the probability that the observed match is a random event.
Individual ions scores > 49 indicate identity or extensive homology (p<0.05).
Protein scores are derived from ions scores as a non-probabilistic basis for ranking protein hits. 

Peptide Summary Report

Error tolerant

Protein hits    : 2::IGKC_HUMAN  Immunoglobulin kappa constant OS=Homo sapiens OX=9606 GN=IGKC PE=1 SV=2
2::IGK_HUMAN  Immunoglobulin kappa light chain OS=Homo sapiens OX=9606 PE=1 SV=1
2::IGLC2_HUMAN Immunoglobulin lambda constant 2 OS=Homo sapiens OX=9606 GN=IGLC2 PE=1 SV=1
2::KVD20_HUMAN Immunoglobulin kappa variable 3D-20 OS=Homo sapiens OX=9606 GN=IGKV3D-20 PE=3 SV=1
2::KV2A7_MOUSE Ig kappa chain V-II region 26-10 OS=Mus musculus OX=10090 PE=1 SV=1
2::KV401_HUMAN Immunoglobulin kappa variable 4-1 OS=Homo sapiens OX=9606 GN=IGKV4-1 PE=1 SV=1
2::TRYP_PIG  Trypsin OS=Sus scrofa OX=9823 PE=1 SV=1
2::KV1_CANLF  Ig kappa chain V region GOM OS=Canis lupus familiaris OX=9615 PE=1 SV=1
2::ALR2_PSEAE  Alanine racemase, catabolic OS=Pseudomonas aeruginosa (strain ATCC 15692 / DSM 22644 / CIP 104116 / JCM 14847 / LMG 12228 / 1C / PRS 101 / PAO1) OX=208964 GN=dadX PE=1 SV=1
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1. 2::IGKC_HUMAN Mass: 11929    Score: 576    Matches: 62(16)  Sequences: 8(5)  emPAI: 8.85
Immunoglobulin kappa constant OS=Homo sapiens OX=9606 GN=IGKC PE=1 SV=2

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 192 435.8600  869.7054  868.3497  1.3557 1  7  7.2e+002 1   K.SFNRGEC.-

 536 751.8300  1501.6454  1501.7512  -0.1057 0  (50) 0.05 1   K.DSTYSLSSTLTLSK.A

 537 751.8400  1501.6654  1501.7512  -0.0857 0  71  0.00038 1   K.DSTYSLSSTLTLSK.A

 538 751.8500  1501.6854  1501.7512  -0.0657 0  (70) 0.00047 1   K.DSTYSLSSTLTLSK.A

 539 752.3500  1502.6854  1501.7512  0.9343 0  (60) 0.0049 1   K.DSTYSLSSTLTLSK.A

 655 898.9200  1795.8254  1796.8880  -1.0625 0  (24) 16 1   K.SGTASVVCLLNNFYPR.E

 656 899.1400  1796.2654  1796.8880  -0.6225 0  (33) 1.6 1   K.SGTASVVCLLNNFYPR.E

 657 899.4400  1796.8654  1796.8880  -0.0225 0  (52) 0.066 1   K.SGTASVVCLLNNFYPR.E

 658 899.4500  1796.8854  1796.8880  -0.0025 0  (35) 3.5 1   K.SGTASVVCLLNNFYPR.E

 659 899.4500  1796.8854  1796.8880  -0.0025 0  (33) 2.2 1   K.SGTASVVCLLNNFYPR.E

 660 899.9200  1797.8254  1796.8880  0.9375 0  (13) 2.4e+002 1   K.SGTASVVCLLNNFYPR.E

 661 899.9300  1797.8454  1796.8880  0.9575 0  53  0.021 1   K.SGTASVVCLLNNFYPR.E
662 899.9400  1797.8654  1796.8880  0.9775 0  (6) 1.1e+003 9   K.SGTASVVCLLNNFYPR.E

 663 600.3100  1797.9082  1796.8880  1.0202 0  (29) 5.2 1   K.SGTASVVCLLNNFYPR.E

 664 600.3200  1797.9382  1796.8880  1.0502 0  (53) 0.021 1   K.SGTASVVCLLNNFYPR.E

 665 600.3200  1797.9382  1796.8880  1.0502 0  (50) 0.048 1   K.SGTASVVCLLNNFYPR.E

 666 600.3300  1797.9682  1796.8880  1.0802 0  (45) 0.15 1   K.SGTASVVCLLNNFYPR.E

 667 600.3300  1797.9682  1796.8880  1.0802 0  (51) 0.031 1   K.SGTASVVCLLNNFYPR.E

 668 600.3400  1797.9982  1796.8880  1.1102 0  (53) 0.022 1   K.SGTASVVCLLNNFYPR.E

 669 600.3400  1797.9982  1796.8880  1.1102 0  (23) 22 1   K.SGTASVVCLLNNFYPR.E

 670 600.3400  1797.9982  1796.8880  1.1102 0  (34) 1.6 1   K.SGTASVVCLLNNFYPR.E

 671 600.3500  1798.0282  1796.8880  1.1402 0  (23) 21 1   K.SGTASVVCLLNNFYPR.E

 673 900.4100  1798.8054  1796.8880  1.9175 0  (44) 0.18 1   K.SGTASVVCLLNNFYPR.E

 674 600.6500  1798.9282  1796.8880  2.0402 0  (12) 3e+002 1   K.SGTASVVCLLNNFYPR.E

 675 600.6500  1798.9282  1796.8880  2.0402 0  (46) 0.1 1   K.SGTASVVCLLNNFYPR.E

 676 600.6700  1798.9882  1796.8880  2.1002 0  (20) 42 1   K.SGTASVVCLLNNFYPR.E

 767 938.3800  1874.7454  1874.9197  -0.1742 0  68  0.00057 1   K.VYACEVTHQGLSSPVTK.S

 768 938.3900  1874.7654  1874.9197  -0.1542 0  (68) 0.00069 1   K.VYACEVTHQGLSSPVTK.S

 769 625.9300  1874.7682  1874.9197  -0.1515 0  (67) 0.00073 1   K.VYACEVTHQGLSSPVTK.S

 773 625.9400  1874.7982  1874.9197  -0.1215 0  (39) 0.53 1   K.VYACEVTHQGLSSPVTK.S

 774 625.9400  1874.7982  1874.9197  -0.1215 0  (44) 0.15 1   K.VYACEVTHQGLSSPVTK.S

 775 625.9400  1874.7982  1874.9197  -0.1215 0  (38) 0.63 1   K.VYACEVTHQGLSSPVTK.S
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 776 625.9500  1874.8282  1874.9197  -0.0915 0  (16) 1e+002 1   K.VYACEVTHQGLSSPVTK.S
779 626.2500  1875.7282  1874.9197  0.8085 0  (10) 3.6e+002 4   K.VYACEVTHQGLSSPVTK.S

 780 626.2500  1875.7282  1874.9197  0.8085 0  (23) 16 1   K.VYACEVTHQGLSSPVTK.S
781 626.2500  1875.7282  1874.9197  0.8085 0  (15) 1.1e+002 3   K.VYACEVTHQGLSSPVTK.S

 848 649.3000  1944.8782  1945.0197  -0.1415 0  (41) 0.36 1  U    R.TVAAPSVFIFPPSDEQLK.S

 849 649.3000  1944.8782  1945.0197  -0.1415 0  (46) 0.11 1  U    R.TVAAPSVFIFPPSDEQLK.S

 850 649.3000  1944.8782  1945.0197  -0.1415 0  (28) 6.8 1  U    R.TVAAPSVFIFPPSDEQLK.S

 851 649.3000  1944.8782  1945.0197  -0.1415 0  (43) 0.21 1  U    R.TVAAPSVFIFPPSDEQLK.S

 852 973.4600  1944.9054  1945.0197  -0.1142 0  (43) 0.2 1  U    R.TVAAPSVFIFPPSDEQLK.S

 853 973.4600  1944.9054  1945.0197  -0.1142 0  (31) 3.1 1  U    R.TVAAPSVFIFPPSDEQLK.S
854 649.3100  1944.9082  1945.0197  -0.1115 0  (18) 71 3  U    R.TVAAPSVFIFPPSDEQLK.S

 855 649.3100  1944.9082  1945.0197  -0.1115 0  (22) 26 1  U    R.TVAAPSVFIFPPSDEQLK.S

 856 973.4700  1944.9254  1945.0197  -0.0942 0  (22) 26 1  U    R.TVAAPSVFIFPPSDEQLK.S

 857 973.4700  1944.9254  1945.0197  -0.0942 0  (48) 0.07 1  U    R.TVAAPSVFIFPPSDEQLK.S

 858 973.4700  1944.9254  1945.0197  -0.0942 0  59  0.0051 1  U    R.TVAAPSVFIFPPSDEQLK.S

 859 649.3200  1944.9382  1945.0197  -0.0815 0  (36) 1.2 1  U    R.TVAAPSVFIFPPSDEQLK.S
860 973.5000  1944.9854  1945.0197  -0.0342 0  (5) 1.4e+003 3  U    R.TVAAPSVFIFPPSDEQLK.S

 861 649.6200  1945.8382  1945.0197  0.8185 0  (27) 7.3 1  U    R.TVAAPSVFIFPPSDEQLK.S

 862 649.6300  1945.8682  1945.0197  0.8485 0  (27) 8.3 1  U    R.TVAAPSVFIFPPSDEQLK.S
863 649.6500  1945.9282  1945.0197  0.9085 0  (15) 1.4e+002 4  U    R.TVAAPSVFIFPPSDEQLK.S

 864 973.9800  1945.9454  1945.0197  0.9258 0  (12) 2.9e+002 1  U    R.TVAAPSVFIFPPSDEQLK.S
983 701.6700  2101.9882  2101.1208  0.8674 1  21  30 7  U   -.RTVAAPSVFIFPPSDEQLK.S

 987 712.5800  2134.7182  2134.9614  -0.2433 0  (50) 0.032 1   K.VDNALQSGNSQESVTEQDSK.D
 988 712.6000  2134.7782  2134.9614  -0.1833 0  (39) 0.37 1   K.VDNALQSGNSQESVTEQDSK.D

 989 712.6000  2134.7782  2134.9614  -0.1833 0  (55) 0.0095 1   K.VDNALQSGNSQESVTEQDSK.D
990 712.6100  2134.8082  2134.9614  -0.1533 0  (7) 6.3e+002 9   K.VDNALQSGNSQESVTEQDSK.D

 992 712.6300  2134.8682  2134.9614  -0.0933 0  (29) 4.6 1   K.VDNALQSGNSQESVTEQDSK.D

 993 712.6300  2134.8682  2134.9614  -0.0933 0  (37) 0.61 1   K.VDNALQSGNSQESVTEQDSK.D

 994 713.2500  2136.7282  2134.9614  1.7667 0  75  9.5e-005 1   K.VDNALQSGNSQESVTEQDSK.D

 997 714.2900  2139.8482  2140.0735  -0.2254 1  35  0.93 1   K.HKVYACEVTHQGLSSPVTK.S

2. 2::IGK_HUMAN Mass: 23650    Score: 488    Matches: 46(15)  Sequences: 8(4)  emPAI: 1.53
Immunoglobulin kappa light chain OS=Homo sapiens OX=9606 PE=1 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
192 435.8600  869.7054  868.3497  1.3557 1  7  7.2e+002 1   K.SFNRGEC.-

 331 545.0800  1088.1454  1088.5462  -0.4007 0  18  65 1   K.ASSLESGVPSR.F
536 751.8300  1501.6454  1501.7512  -0.1057 0  (50) 0.05 1   K.DSTYSLSSTLTLSK.A
537 751.8400  1501.6654  1501.7512  -0.0857 0  71  0.00038 1   K.DSTYSLSSTLTLSK.A
538 751.8500  1501.6854  1501.7512  -0.0657 0  (70) 0.00047 1   K.DSTYSLSSTLTLSK.A
539 752.3500  1502.6854  1501.7512  0.9343 0  (60) 0.0049 1   K.DSTYSLSSTLTLSK.A
655 898.9200  1795.8254  1796.8880  -1.0625 0  (24) 16 1   K.SGTASVVCLLNNFYPR.E
656 899.1400  1796.2654  1796.8880  -0.6225 0  (33) 1.6 1   K.SGTASVVCLLNNFYPR.E
657 899.4400  1796.8654  1796.8880  -0.0225 0  (52) 0.066 1   K.SGTASVVCLLNNFYPR.E
658 899.4500  1796.8854  1796.8880  -0.0025 0  (35) 3.5 1   K.SGTASVVCLLNNFYPR.E
659 899.4500  1796.8854  1796.8880  -0.0025 0  (33) 2.2 1   K.SGTASVVCLLNNFYPR.E
660 899.9200  1797.8254  1796.8880  0.9375 0  (13) 2.4e+002 1   K.SGTASVVCLLNNFYPR.E
661 899.9300  1797.8454  1796.8880  0.9575 0  53  0.021 1   K.SGTASVVCLLNNFYPR.E
662 899.9400  1797.8654  1796.8880  0.9775 0  (6) 1.1e+003 9   K.SGTASVVCLLNNFYPR.E
663 600.3100  1797.9082  1796.8880  1.0202 0  (29) 5.2 1   K.SGTASVVCLLNNFYPR.E
664 600.3200  1797.9382  1796.8880  1.0502 0  (53) 0.021 1   K.SGTASVVCLLNNFYPR.E
665 600.3200  1797.9382  1796.8880  1.0502 0  (50) 0.048 1   K.SGTASVVCLLNNFYPR.E
666 600.3300  1797.9682  1796.8880  1.0802 0  (45) 0.15 1   K.SGTASVVCLLNNFYPR.E
667 600.3300  1797.9682  1796.8880  1.0802 0  (51) 0.031 1   K.SGTASVVCLLNNFYPR.E
668 600.3400  1797.9982  1796.8880  1.1102 0  (53) 0.022 1   K.SGTASVVCLLNNFYPR.E
669 600.3400  1797.9982  1796.8880  1.1102 0  (23) 22 1   K.SGTASVVCLLNNFYPR.E
670 600.3400  1797.9982  1796.8880  1.1102 0  (34) 1.6 1   K.SGTASVVCLLNNFYPR.E
671 600.3500  1798.0282  1796.8880  1.1402 0  (23) 21 1   K.SGTASVVCLLNNFYPR.E
673 900.4100  1798.8054  1796.8880  1.9175 0  (44) 0.18 1   K.SGTASVVCLLNNFYPR.E
674 600.6500  1798.9282  1796.8880  2.0402 0  (12) 3e+002 1   K.SGTASVVCLLNNFYPR.E
675 600.6500  1798.9282  1796.8880  2.0402 0  (46) 0.1 1   K.SGTASVVCLLNNFYPR.E
676 600.6700  1798.9882  1796.8880  2.1002 0  (20) 42 1   K.SGTASVVCLLNNFYPR.E
767 938.3800  1874.7454  1874.9197  -0.1742 0  68  0.00057 1   K.VYACEVTHQGLSSPVTK.S
768 938.3900  1874.7654  1874.9197  -0.1542 0  (68) 0.00069 1   K.VYACEVTHQGLSSPVTK.S
769 625.9300  1874.7682  1874.9197  -0.1515 0  (67) 0.00073 1   K.VYACEVTHQGLSSPVTK.S
773 625.9400  1874.7982  1874.9197  -0.1215 0  (39) 0.53 1   K.VYACEVTHQGLSSPVTK.S
774 625.9400  1874.7982  1874.9197  -0.1215 0  (44) 0.15 1   K.VYACEVTHQGLSSPVTK.S
775 625.9400  1874.7982  1874.9197  -0.1215 0  (38) 0.63 1   K.VYACEVTHQGLSSPVTK.S
776 625.9500  1874.8282  1874.9197  -0.0915 0  (16) 1e+002 1   K.VYACEVTHQGLSSPVTK.S
779 626.2500  1875.7282  1874.9197  0.8085 0  (10) 3.6e+002 4   K.VYACEVTHQGLSSPVTK.S
780 626.2500  1875.7282  1874.9197  0.8085 0  (23) 16 1   K.VYACEVTHQGLSSPVTK.S
781 626.2500  1875.7282  1874.9197  0.8085 0  (15) 1.1e+002 3   K.VYACEVTHQGLSSPVTK.S

 927 668.2900  2001.8482  2002.0412  -0.1930 0  17  81 1  U    K.GTVAAPSVFIFPPSDEQLK.S
987 712.5800  2134.7182  2134.9614  -0.2433 0  (50) 0.032 1   K.VDNALQSGNSQESVTEQDSK.D
988 712.6000  2134.7782  2134.9614  -0.1833 0  (39) 0.37 1   K.VDNALQSGNSQESVTEQDSK.D
989 712.6000  2134.7782  2134.9614  -0.1833 0  (55) 0.0095 1   K.VDNALQSGNSQESVTEQDSK.D
990 712.6100  2134.8082  2134.9614  -0.1533 0  (7) 6.3e+002 9   K.VDNALQSGNSQESVTEQDSK.D
992 712.6300  2134.8682  2134.9614  -0.0933 0  (29) 4.6 1   K.VDNALQSGNSQESVTEQDSK.D
993 712.6300  2134.8682  2134.9614  -0.0933 0  (37) 0.61 1   K.VDNALQSGNSQESVTEQDSK.D
994 713.2500  2136.7282  2134.9614  1.7667 0  75  9.5e-005 1   K.VDNALQSGNSQESVTEQDSK.D
997 714.2900  2139.8482  2140.0735  -0.2254 1  35  0.93 1   K.HKVYACEVTHQGLSSPVTK.S

3. 2::IGLC2_HUMAN Mass: 11458    Score: 369    Matches: 17(8)  Sequences: 5(3)  emPAI: 2.73
Immunoglobulin lambda constant 2 OS=Homo sapiens OX=9606 GN=IGLC2 PE=1 SV=1

Check to include this hit in error tolerant search or archive report
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Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 187 864.3800  863.3727  863.3695  0.0032 0  18  1e+002 1  U    K.TVAPTECS.-

 609 856.3600  1710.7054  1710.7519  -0.0465 0  69  0.00055 1  U    R.SYSCQVTHEGSTVEK.T
610 856.8300  1711.6454  1710.7519  0.8935 0  (19) 42 2  U    R.SYSCQVTHEGSTVEK.T

 628 872.3900  1742.7654  1742.8515  -0.0861 0  (32) 2.5 1  U    K.YAASSYLSLTPEQWK.S

 630 582.6000  1744.7782  1742.8515  1.9267 0  36  1.1 1  U    K.YAASSYLSLTPEQWK.S

 631 582.6100  1744.8082  1742.8515  1.9567 0  (16) 1.1e+002 1  U    K.YAASSYLSLTPEQWK.S

 913 662.6200  1984.8382  1985.0105  -0.1724 0  (23) 21 1  U    K.AAPSVTLFPPSSEELQANK.A

 914 993.4400  1984.8654  1985.0105  -0.1451 0  52  0.023 1  U    K.AAPSVTLFPPSSEELQANK.A

 915 993.4600  1984.9054  1985.0105  -0.1051 0  (33) 1.8 1  U    K.AAPSVTLFPPSSEELQANK.A

 1027 737.6800  2210.0182  2210.1446  -0.1264 0  (71) 0.00028 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 1028 737.6900  2210.0482  2210.1446  -0.0964 0  (43) 0.21 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 1029 737.7000  2210.0782  2210.1446  -0.0664 0  (72) 0.00025 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 1030 737.7000  2210.0782  2210.1446  -0.0664 0  (64) 0.0015 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 1031 737.7000  2210.0782  2210.1446  -0.0664 0  (37) 0.78 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 1032 1106.0500  2210.0854  2210.1446  -0.0591 0  (95) 1.4e-006 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 526 738.0400  2211.0982  2210.1446  0.9536 0  (62) 0.006 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 1033 1106.5600  2211.1054  2210.1446  0.9609 0  113  2.1e-008 1  U    K.ATLVCLISDFYPGAVTVAWK.A

Proteins matching the same set of peptides:
2::IGLC3_HUMAN Mass: 11430    Score: 369    Matches: 17(8)  Sequences: 5(3)
Immunoglobulin lambda constant 3 OS=Homo sapiens OX=9606 GN=IGLC3 PE=1 SV=1

4. 2::KVD20_HUMAN Mass: 12621    Score: 134    Matches: 2(2)  Sequences: 1(1)  emPAI: 0.27
Immunoglobulin kappa variable 3D-20 OS=Homo sapiens OX=9606 GN=IGKV3D-20 PE=3 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 580 816.8500  1631.6854  1631.7791  -0.0937 0  101  3.5e-007 1  U    R.FSGSGSGTDFTLTISR.L

 581 816.8600  1631.7054  1631.7791  -0.0737 0  (76) 0.0001 1  U    R.FSGSGSGTDFTLTISR.L

Proteins matching the same set of peptides:
2::KV320_HUMAN Mass: 12663    Score: 134    Matches: 2(2)  Sequences: 1(1)
Immunoglobulin kappa variable 3-20 OS=Homo sapiens OX=9606 GN=IGKV3-20 PE=1 SV=2

5. 2::KV2A7_MOUSE Mass: 12379    Score: 81     Matches: 1(1)  Sequences: 1(1)  emPAI: 0.28
Ig kappa chain V-II region 26-10 OS=Mus musculus OX=10090 PE=1 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 456 652.2700  1302.5254  1302.6092  -0.0838 0  81  3.6e-005 1  U    R.FSGSGSGTDFTLK.I

Proteins matching the same set of peptides:
2::KVD26_HUMAN Mass: 13403    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2D-26 OS=Homo sapiens OX=9606 GN=IGKV2D-26 PE=3 SV=1
2::KVD28_HUMAN Mass: 13062    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2D-28 OS=Homo sapiens OX=9606 GN=IGKV2D-28 PE=1 SV=2
2::KVD29_HUMAN Mass: 13249    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2D-29 OS=Homo sapiens OX=9606 GN=IGKV2D-29 PE=3 SV=1
2::KVD30_HUMAN Mass: 13321    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2D-30 OS=Homo sapiens OX=9606 GN=IGKV2D-30 PE=3 SV=1
2::KVD40_HUMAN Mass: 13416    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2D-40 OS=Homo sapiens OX=9606 GN=IGKV2D-40 PE=1 SV=2
2::KV228_HUMAN Mass: 13062    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2-28 OS=Homo sapiens OX=9606 GN=IGKV2-28 PE=3 SV=1
2::KV229_HUMAN Mass: 13191    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2-29 OS=Homo sapiens OX=9606 GN=IGKV2-29 PE=3 SV=2
2::KV230_HUMAN Mass: 13291    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2-30 OS=Homo sapiens OX=9606 GN=IGKV2-30 PE=3 SV=2
2::KV240_HUMAN Mass: 13416    Score: 81     Matches: 1(1)  Sequences: 1(1)
Immunoglobulin kappa variable 2-40 OS=Homo sapiens OX=9606 GN=IGKV2-40 PE=3 SV=2

6. 2::KV401_HUMAN Mass: 13486    Score: 68     Matches: 4(1)  Sequences: 3(1)  emPAI: 0.97
Immunoglobulin kappa variable 4-1 OS=Homo sapiens OX=9606 GN=IGKV4-1 PE=1 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 347 562.7900  1123.5654  1121.6233  1.9421 0  60  0.0043 1  U    K.LLIYWASTR.E

 461 657.2500  1312.4854  1312.6259  -0.1404 0  40  0.39 1  U    K.SSQSVLYSSNNK.N

 462 657.2700  1312.5254  1312.6259  -0.1004 0  (39) 0.52 1  U    K.SSQSVLYSSNNK.N

 400 606.8800  1817.6182  1816.9260  0.6921 0  37  2.3 1  U    K.NYLAWYQQKPGQPPK.L

7. 2::TRYP_PIG Mass: 25078    Score: 56     Matches: 1(1)  Sequences: 1(1)  emPAI: 0.13
Trypsin OS=Sus scrofa OX=9823 PE=1 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 1026 737.6700  2209.9882  2210.0967  -0.1086 0  56  0.009 1  U    R.LGEHNIDVLEGNEQFINAAK.I

Proteins matching the same set of peptides:
1::Trypsin Mass: 25078    Score: 56     Matches: 1(1)  Sequences: 1(1)
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Peptide matches not assigned to protein hits: (no details means no match)

Trypsin - Sus scrofa (Pig).

8. 2::KV1_CANLF Mass: 12112    Score: 32     Matches: 3(0)  Sequences: 1(0)  emPAI: 0.28
Ig kappa chain V region GOM OS=Canis lupus familiaris OX=9615 PE=1 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 479 666.2300  1330.4454  1330.6154  -0.1699 0  32  2.4 1  U    R.FSGSGSGTDFTLR.I

480 666.2800  1330.5454  1330.6154  -0.0699 0  (8) 8.7e+002 8  U    R.FSGSGSGTDFTLR.I
481 667.2600  1332.5054  1330.6154  1.8901 0  (12) 3e+002 2  U    R.FSGSGSGTDFTLR.I

Proteins matching the same set of peptides:
2::KV2A4_MOUSE Mass: 12327    Score: 32     Matches: 3(0)  Sequences: 1(0)
Ig kappa chain V-II region 2S1.3 OS=Mus musculus OX=10090 PE=1 SV=1

9. 2::ALR2_PSEAE Mass: 39232    Score: 28     Matches: 2(0)  Sequences: 1(0)  emPAI: 0.08
Alanine racemase, catabolic OS=Pseudomonas aeruginosa (strain ATCC 15692 / DSM 22644 / CIP 104116 / JCM 14847 / LMG 12228 / 1C / PRS 101 / PAO1) OX=208964 GN=dadX PE=1 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 749 619.0500  1854.1282  1854.9047  -0.7765 1  (22) 22 1  U    R.SQRIGVVAMGYADGYPR.H + Oxidation (M)

 750 619.0600  1854.1582  1854.9047  -0.7465 1  28  5.7 1  U    R.SQRIGVVAMGYADGYPR.H + Oxidation (M)

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 318 531.2500  1060.4854  1060.5223  -0.0368 0  33  3 1   ITCSGDALPK

 874 656.6100  1966.8082  1967.8750  -1.0669 0  29  4.6 1   EAAANGLCLAEIGEMMTR + 2 Oxidation (M)

 428 633.2100  1264.4054  1264.6598  -0.2543 1  29  13 1   AVFGTGMIKGER

 910 662.2900  1983.8482  1983.1074  0.7408 0  28  5.4 1   LQSAILLLAEMLELSAPR + Oxidation (M)

 1176 701.3500  2801.3709  2801.1745  0.1964 1  28  5 1   TAGDPMNNCEFNGFVMPGGWTDRGR + Oxidation (M)

 962 684.6600  2050.9582  2051.9155  -0.9573 0  28  7 1   CDVYSFGIMLWELMTR + 2 Oxidation (M)

 881 656.6400  1966.8982  1966.1099  0.7883 1  27  7.6 1   TVASLGKALDVLAEQPNLK

 1042 745.0100  2232.0082  2232.1201  -0.1120 1  27  8.3 1   IKELDSEITLYDIGYEFGK

 269 499.2600  996.5054  997.6284  -1.1229 0  26  10 1   LILNSLIGR

 252 492.4000  982.7854  983.5400  -0.7545 0  26  8.9 1   EPLNVSLGR

 713 911.8800  1821.7454  1819.8417  1.9037 0  26  11 1   ALSDFYGPDGTVYYPR

 701 607.5400  1819.5982  1817.9159  1.6822 0  25  9.7 1   STGAEIAFPLAGTDEAIR

 761 621.6700  1861.9882  1862.9043  -0.9162 1  25  13 1   RDLSTEDSEAIANALMK

 982 701.3300  2100.9682  2102.0323  -1.0641 2  25  12 1   VTGGVGPMTRAMLMKNTYK + 3 Oxidation (M)

 983 701.6700  2101.9882  2100.1183  1.8699 2  25  13 1   REIIIAESEMPALMGLRR + Oxidation (M)

 215 913.9900  912.9827  913.4882  -0.5055 1  24  14 1   RVNWSPR

 877 656.6300  1966.8682  1965.0758  1.7924 2  24  14 1   FELFVLPDGAKKVTMVR + Oxidation (M)

 818 639.6200  1915.8382  1915.9673  -0.1291 1  24  15 1   ELVPNGSKCSIDSLLER

 976 693.9900  2078.9482  2077.0089  1.9392 2  24  15 1   RKGYLELDEHDGQPQHR

 471 661.9200  1321.8254  1319.7085  2.1170 0  24  18 1   ILSDAFSLIGER

 527 494.8200  1481.4382  1481.7586  -0.3204 2  24  14 1   DEVHKLRTEAER

 879 656.6300  1966.8682  1966.9636  -0.0954 1  24  16 1   GDVIPVSKEEADAYFATR

 469 441.1000  1320.2782  1318.6438  1.6343 0  24  16 1   EIGNLIADAMEK + Oxidation (M)

 324 534.2600  1066.5054  1064.5107  1.9948 0  24  18 1   NIISMMSNR

 916 663.2500  1986.7282  1986.0067  0.7215 2  24  14 1   SVKAFANTCPMAKTFLGK + Oxidation (M)

 911 662.3000  1983.8782  1982.9770  0.9012 0  24  17 1   TVVGGGSAAGEGEARPSTPQR

 748 619.0200  1854.0382  1853.8982  0.1400 0  24  19 1   LSKPDVAGGYMLDGYPR + Oxidation (M)

 380 587.8500  1173.6854  1173.6142  0.0713 0  24  24 1   FNPLDAASLAR

 594 834.3300  2499.9682  2499.3346  0.6336 2  23  40 1   TFHYTANGPEGLAGGKRLIIASAR

 53 562.7700  561.7627  561.3234  0.4393 1  23  25 1   KASTR

 854 649.3100  1944.9082  1945.9997  -1.0915 1  23  20 1   AVLDGDLDDFIAASLKQGV

 785 376.8600  1879.2636  1879.8700  -0.6064 0  23  16 1   DGVQEADRPEEGFYIR

 336 552.9100  1103.8054  1102.5618  1.2436 0  23  58 1   ASTLESGVPSR

 206 899.3900  898.3827  896.4504  1.9323 0  23  23 1   SNNFLFR

 964 412.1800  2055.8636  2055.0709  0.7928 1  23  18 1   VPTTPGVEAAASASSQLRASR

 251 492.3700  982.7254  983.5400  -0.8145 0  23  18 1   EPLNVSLGR

 1059 564.2200  2252.8509  2251.1076  1.7433 1  23  15 1   LPSSGEAAATPTMSMTVVTKEK + Oxidation (M)

 308 526.2900  1050.5654  1048.4971  2.0683 0  23  24 1   ITCQGDSLR

 556 773.3900  1544.7654  1544.8021  -0.0366 0  23  25 1   LVDHLNMQTFSLK

 326 540.1900  1617.5482  1617.9388  -0.3907 1  23  58 1   IPVHMVEVINKLAR

 863 649.6500  1945.9282  1945.8474  0.0808 0  23  22 1   NNNNNNNNNENTTITNK

 163 402.4400  802.8654  802.3933  0.4721 0  23  73 1   AGQGDSIR

 958 680.8500  2039.5282  2038.9670  0.5612 0  22  18 1   ATEGPFAMDPDSGFLLVTR + Oxidation (M)

 199 443.4400  884.8654  885.5284  -0.6629 1  22  25 1   DGVKINIK

 621 432.1100  1724.4109  1724.0308  0.3801 2  22  21 1   KIASVRVSVASPEIIR

 213 454.5500  907.0854  907.5127  -0.4273 0  22  26 1   LGPAPVAVNA

 923 667.6200  1999.8382  1999.0698  0.7684 2  22  25 1   RSLSDVVGGVNISNKETPK

 247 487.9900  973.9654  973.5855  0.3800 2  22  32 1   KMLIGTRR

 1035 554.9000  2215.5709  2215.0586  0.5123 2  22  21 1   EIAMHNQQLSEMAAGKGRGR + 2 Oxidation (M)

 442 640.6100  1918.8082  1916.9513  1.8568 0  21  81 1   TSMVLHASQVTQETLEK + Oxidation (M)

 274 504.2400  2012.9309  2013.9677  -1.0368 0  21  1.1e+002 1   AGIDENAMIDAPVVIAEDR + Oxidation (M)

 971 689.3400  2064.9982  2064.0310  0.9672 0  21  31 1   DTVLCLISAPDPATHDAIR

 919 498.7600  1991.0109  1990.9265  0.0844 1  21  32 1   QESEISKESQEMDARPK

 878 656.6300  1966.8682  1967.1051  -0.2369 1  21  31 1   SLAKQVLQLGEVLDEVAR

 804 633.6100  1897.8082  1897.8808  -0.0726 2  21  32 1   KNGTGSKIMDMVANMNR + 2 Oxidation (M)

 903 661.9400  1982.7982  1983.0313  -0.2331 0  21  29 1   LAVFTDSSAYLSAEILQR
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 366 578.9500  2311.7709  2312.1913  -0.4204 0  21  98 1   KPLDFTETAIAAATNGWHTLR

 647 887.3000  2658.8782  2659.4151  -0.5369 1  21  68 1   VPIIVPIMMLAIKEAASDMSPYVR + Oxidation (M)

 1044 745.0400  2232.0982  2232.1597  -0.0616 2  21  34 1   LIKSATRGTGEIGEDITEQSK

 485 671.2400  1340.4654  1340.5667  -0.1012 0  21  35 1   QGLDEMYNEAR + Oxidation (M)

 894 494.8200  1975.2509  1975.0197  0.2312 1  21  31 1   EPQLIESARTMLFLDGR

 1132 505.6900  2523.4136  2521.2547  2.1589 2  20  30 1   EPESLPQTQPKTKPESKEPEDK

 690 910.3700  1818.7254  1818.8788  -0.1534 1  20  37 1   LSNLDSSDYKDFFIR

 600 562.8800  1685.6182  1684.7648  0.8534 0  20  36 1   IIDDSTMTMDATALR + 2 Oxidation (M)

 1001 719.9100  2156.7082  2157.0419  -0.3337 1  20  30 1   TLQGISNQMDRDQLVHMR + Oxidation (M)

 120 369.3100  736.6054  734.4327  2.1728 0  20  38 1   VTLAFGK

 267 498.8100  995.6054  993.4516  2.1539 0  20  43 1   DGVSEGQFR

 928 668.3100  2001.9082  2002.8589  -0.9507 2  20  40 1   INQMMTMMNKNMNQKM + Oxidation (M)

 610 856.8300  1711.6454  1710.8399  0.8055 1  20  36 1   SFTGGVAAMHLGYKEK + Oxidation (M)

 703 607.5400  1819.5982  1819.9098  -0.3116 1  20  33 1   STCASAANQVKASLDAVK

 574 798.2400  3188.9309  3187.6847  1.2462 0  20  88 1   MIQILENDPYILLMGLVSPSILIHMYR + Oxidation (M)

 808 634.8900  1901.6482  1900.0101  1.6381 2  20  35 1   SCKPRYPPDSVRLLGR

 278 505.2400  2016.9309  2018.0295  -1.0986 2  20  1.5e+002 1  MNSLQPKDFYKYLSLR + Oxidation (M)

 1047 560.0500  2236.1709  2236.1369  0.0340 0  20  42 1   TNEVLMLNVGTSTTVGVTASAR + Oxidation (M)

 535 375.9700  1499.8509  1497.8813  1.9696 1  20  53 1   AQAMIRLSLNLIR

 590 830.8300  1659.6454  1658.8588  0.7867 1  20  1e+002 1   QEVRAVSDGTIVTER

 956 508.8200  2031.2509  2032.1000  -0.8491 2  20  39 1   EPGAVLHDVDLVARRMVR

 1151 652.2500  2604.9709  2604.2775  0.6934 2  20  29 1   EDPVTLTLGSSEMKEKSQCPKPK + Oxidation (M)

 868 651.5800  1951.7182  1949.9404  1.7778 2  19  38 1   GLLEPFDAEDNEAKKMK + Oxidation (M)

 354 568.7200  1135.4254  1135.5734  -0.1479 1  19  57 1   RANYEQSLR

 1004 719.9300  2156.7682  2157.1464  -0.3782 0  19  36 1   GAVTALSEVGTQGLMLVAQGQK

 649 446.0600  1780.2109  1781.1542  -0.9433 1  19  40 1   YLILPILIISKNIIR

 168 408.8500  1631.3709  1631.8307  -0.4598 2  19  1.7e+002 1   RVSSYTPGKIYAAYG

 376 584.8100  1751.4082  1751.8764  -0.4682 1  19  1.4e+002 1   GKGNELVADAYEMLVK + Oxidation (M)

 178 840.4200  839.4127  840.2742  -0.8615 0  19  48 1   EQASCSC

 382 588.5700  1762.6882  1760.9937  1.6944 0  19  1.4e+002 1   LVANAIGVPPEVIWAGR

 1131 631.2200  2520.8509  2520.2682  0.5827 2  19  32 1   AARWLSEQKPGKLYDMADVLDV + Oxidation (M)

 250 490.0200  978.0254  977.5546  0.4709 0  19  51 1   TQYNVIIK

 921 498.7700  1991.0509  1992.0350  -0.9841 2  19  52 1   AAMADQTDLGVKAKAFIDK

 1034 738.9400  2213.7982  2214.9351  -1.1369 0  19  38 1   TLGQNDDMMFYTFAFGDSR

 566 786.5400  3142.1309  3141.7451  0.3858 1  19  1.1e+002 1   NLIGAFHQPVFVLIDPDALQTLPARQLR

 1045 745.3300  2232.9682  2232.9996  -0.0314 1  19  46 1   RDLNGQTGSYDAIDGSGDHQK

 908 992.4500  1982.8854  1983.1040  -0.2186 0  19  51 1   EGVGIAAPAVYLAALAEQLK

 502 694.3000  2079.8782  2079.0340  0.8442 1  19  1.4e+002 1   VTIDSASLMNKGLEVMEAR + Oxidation (M)

 1124 620.8500  2479.3709  2478.2399  1.1310 2  19  44 1   VIMGKYGKNAVNVGDEGGFAPPMK

 139 772.8200  771.8127  772.4695  -0.6567 0  19  64 1   LVLVDSK

 481 667.2600  1332.5054  1331.6431  0.8623 0  19  59 1  MSYAGDAFLTLK + Oxidation (M)

 299 520.9500  1039.8854  1040.6342  -0.7488 0  19  44 1   ILILGAGGATR

 423 628.3000  1254.5854  1254.7197  -0.1342 1  19  1.6e+002 1   ALVSGGGKKPWR

 448 645.4900  2577.9309  2578.3014  -0.3705 1  19  1.3e+002 1   DIEDIIADESVIITISGDDYVKR

 435 638.3200  1274.6254  1273.6455  0.9799 0  19  70 1   FDANVAGGLPWK

 421 418.2200  1251.6382  1252.6299  -0.9917 1  19  61 1   DTYSLEEKIR

 803 633.3000  1896.8782  1897.0673  -0.1891 2  19  55 1   TIKDSLHKYNLIPEVK

 640 586.6800  1757.0182  1754.8264  2.1918 1  19  58 1   FVPVDREDHTYSYK

 372 580.9100  1159.8054  1160.5422  -0.7367 0  19  68 1   DNLSNGSDAIR

 1057 751.7000  2252.0782  2253.0913  -1.0131 1  19  52 1   ALEEAEADVAYYQALANEKR

 55 574.1400  573.1327  572.2918  0.8409 0  19  1.2e+002 1   DVPSR

 875 656.6200  1966.8382  1967.0813  -0.2431 2  19  52 1   AEWALQAATLNAARRLGR

 944 674.2500  2019.7282  2017.9788  1.7494 1  19  45 1   MVIEGMRTDSLMFFGLR + Oxidation (M)

 882 656.6400  1966.8982  1965.8172  1.0810 0  18  56 1   WFPVEGPADICNCCNK

 694 910.4300  1818.8454  1819.8233  -0.9778 0  18  63 1   AVLSYFNATTGNMEMR + Oxidation (M)

 872 654.5300  1960.5682  1959.0322  1.5360 1  18  46 1   QITGLQMLGPMPAPFSKK + Oxidation (M)

 212 454.4800  906.9454  906.4229  0.5225 0  18  59 1   QADGTMIR + Oxidation (M)

 616 572.4200  1714.2382  1712.8477  1.3904 0  18  50 1   STIGGQIMFLTGMVDK + Oxidation (M)

 289 514.0700  1539.1882  1537.8578  1.3304 1  18  1.5e+002 1   LIIYMFLKEPQK + Oxidation (M)

 1173 560.2800  2796.3636  2795.1839  1.1798 2  18  47 1   GSAVEKMSMEARMTMCNMSIEAGAR + 3 Oxidation (M)
 268 498.9900  1991.9309  1991.0258  0.9051 1  18  1.7e+002 1   ALYDRALSVMPGGVNSSVR

 290 514.4900  1026.9654  1026.6185  0.3469 1  18  1.7e+002 1   GLKALGAEIR

 702 607.5400  1819.5982  1817.8941  1.7040 1  18  52 1   TVSSHSLASMNAKSSPAK + Oxidation (M)

 959 681.2700  2040.7882  2040.9501  -0.1619 1  18  52 1   SEKDFQQVFESGNSVANR

 411 618.2300  1234.4454  1233.6605  0.7850 1  18  1.7e+002 1   LFEVDKVQEK

 747 924.4200  1846.8254  1844.8113  2.0141 2  18  67 1  MDMRLSRNNNMIMR + 4 Oxidation (M)

 893 658.9600  1973.8582  1974.1084  -0.2502 2  18  61 1   VILQLRMLAKGADFAANK + Oxidation (M)

 506 465.4100  1393.2082  1393.7565  -0.5483 0  18  56 1   IVDHIGNLSDALK

 310 526.8200  1051.6254  1051.6026  0.0229 0  18  72 1   APLQPSAAVAK

 422 627.2100  1878.6082  1877.0040  1.6041 1  18  1.5e+002 1  MNIIGLTGGIASGKSTVSR + Oxidation (M)

 563 780.8300  1559.6454  1558.8679  0.7776 1  18  74 1   TLVPVSTRSNSALSK

 896 495.0700  1976.2509  1975.0123  1.2386 1  18  56 1   GSERAENFGLAGLESILGR

 1137 638.1600  2548.6109  2547.3003  1.3106 1  18  44 1   TVTFVLVTHSEGGITEKDLQMAR + Oxidation (M)

 390 596.0700  2380.2509  2381.1243  -0.8734 1  18  1.8e+002 1   LLDAGYKVAICEQMEDPQSSK

 712 608.2100  1821.6082  1821.9988  -0.3907 1  18  55 1   SYKQLPLNLYQIQSK

 883 656.6500  1966.9282  1965.1259  1.8023 0  18  67 1   AQQLTLTAPELTALIGGLR

 1217 921.4200  3681.6509  3679.8953  1.7556 2  18  32 1   AKADGVTINTYSIIYDLIDDVKHALSGMMSAVIR

 906 661.9500  1982.8282  1980.9938  1.8343 1  18  61 1   ENLITGLVDAASYNMARK + Oxidation (M)

 873 654.5800  1960.7182  1958.8965  1.8216 0  18  55 1   GQVPAEVVPDPMDMSLDK + 2 Oxidation (M)

 138 386.0600  770.1054  768.3919  1.7136 0  18  52 1   GYIFGGR

 572 795.3300  1588.6454  1587.8477  0.7978 0  18  1.6e+002 1   DINTGLLGIMLICR
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 954 676.3000  2025.8782  2025.1656  0.7126 1  18  64 1   SLVLIEGAMLVVKISPNAR + Oxidation (M)

 413 619.3400  1236.6654  1237.6853  -1.0198 1  18  79 1   KSIFTGIGLMR + Oxidation (M)

 447 644.9300  1931.7682  1930.9791  0.7891 2  18  1.9e+002 1   MMDLLAKNGARCDVPLK

 341 555.9500  1664.8282  1665.8798  -1.0516 1  18  1.8e+002 1   LLQTHQTKEGENIR

 726 612.7800  1835.3182  1836.0152  -0.6970 2  18  56 1   LENVIRGTICGAIRHK

 867 650.8800  1949.6182  1949.9741  -0.3560 2  18  53 1   GTTSIRCHVYDKSASIR

 953 676.2800  2025.8182  2024.8786  0.9396 1  18  60 1   KEEDIMDVWFDSGSSHK + Oxidation (M)

 532 745.2200  2232.6382  2232.2340  0.4041 2  18  1.5e+002 1   FLASVYLDGKQKPPSKVMPK

 888 657.9600  1970.8582  1969.1334  1.7248 2  18  67 1   RNAIVHVVRDGIVLHSGK

 50 559.8100  558.8027  559.3330  -0.5302 0  18  1.1e+002 1   AGVSVK

 263 497.8100  993.6054  993.4987  0.1068 1  18  85 1   KAMIDMAAK + Oxidation (M)

 885 656.9800  1967.9182  1967.0761  0.8421 0  18  71 1   SIIEGGEVIAPLAEMILGR

 806 634.6000  1900.7782  1900.7792  -0.0011 0  18  66 1  MADDAGAAGGPGGPGGPGMGNR + 2 Oxidation (M)

 809 635.2700  1902.7882  1901.8942  0.8940 1  18  68 1   ISRSLYADMFGPTTGDR + Oxidation (M)

 194 437.2100  872.4054  873.4556  -1.0501 1  18  1.2e+002 1   KAEDGINK

 907 661.9500  1982.8282  1982.0731  0.7551 1  18  65 1   QAAAMVRGIQSNNIIATPK

 1112 610.5000  2437.9709  2437.2311  0.7398 1  17  53 1   DGILIAKSFTHEILFNGNSSMK + Oxidation (M)

 940 670.6900  2009.0482  2007.1337  1.9144 2  17  74 1   NQTLGRISTHISNILRGK

 693 910.4300  1818.8454  1817.9173  0.9282 1  17  80 1   RDGRPLEELGFYNPR

 807 634.6100  1900.8082  1901.9667  -1.1586 2  17  72 1   GERGENSVSVRIVGSSNR

 714 912.8900  1823.7654  1823.9530  -0.1876 2  17  74 1   VDGYVEFTVKGAQQRK

 759 621.3400  1860.9982  1858.9683  2.0298 2  17  82 1   NVTVRGGEIDLVMRER + Oxidation (M)

 1128 498.7900  2488.9136  2489.2874  -0.3738 2  17  51 1   DIDELHSKPGVAAPRASDDQLKK

 291 514.4900  2053.9309  2055.0484  -1.1175 1  17  2.1e+002 1   LVTETDVKDAVDAPPQTTR

 327 541.3000  1080.5854  1079.5863  0.9992 0  17  85 1   LELFLSGSSK

 644 589.8100  1766.4082  1765.8635  0.5447 0  17  62 1   YAAPQQGLGQVYNTEK

 528 494.9000  1481.6782  1481.7548  -0.0766 1  17  86 1   QAMERLVELYSK + Oxidation (M)

 905 661.9500  1982.8282  1980.9938  1.8343 1  17  71 1   ENLITGLVDAASYNMARK + Oxidation (M)

 553 385.3000  1537.1709  1537.7922  -0.6213 2  17  66 1   YCGVAKLEGNTKAK

 171 817.5800  816.5727  817.3501  -0.7774 0  17  1.3e+002 1   GSQCPNR

 307 525.8600  1049.7054  1048.4859  1.2196 0  17  95 1   QTEMLNEGK

 739 615.4500  1843.3282  1841.8295  1.4987 1  17  65 1   GFRTPTSDEMYFTFK + Oxidation (M)

 386 593.0800  1184.1454  1184.5608  -0.4153 0  17  2.1e+002 1   AQVEHMLEGR + Oxidation (M)

 844 647.2400  1938.6982  1938.9325  -0.2343 1  17  64 1  MRSEGMAGIVMALAAIDR + 3 Oxidation (M)

 1144 644.9300  2575.6909  2576.2732  -0.5823 2  17  51 1   GSSFLDPKGRGGSAGYDNAVALPAGGR

 1043 745.0300  2232.0682  2233.1512  -1.0830 0  17  77 1   QADGSAVVSLEETMVLATVVSK

 391 596.9300  1191.8454  1192.7193  -0.8738 1  17  85 1   VLRITWLHR

 613 572.0800  1713.2182  1711.9767  1.2415 2  17  68 1   AAKKGQMPSQIGVLLR + Oxidation (M)

 205 449.1700  1792.6509  1790.8257  1.8252 1  17  2.3e+002 1   QYELKEHNDINMNK + Oxidation (M)

 403 609.8700  2435.4509  2435.1414  0.3095 0  17  2.3e+002 1  MLSETGLITFDPGYVSTGSTESK + Oxidation (M)

 362 573.3700  1717.0882  1714.9366  2.1515 0  17  2.5e+002 1   SLVTETGGRPLSFVPR

 314 528.4300  1582.2682  1582.7450  -0.4768 0  17  2e+002 1   TTANYIGCGPTFPGK

 322 533.5800  1065.1454  1063.6753  1.4701 1  17  2.3e+002 1   LLLHEKIAK

 335 552.4100  2205.6109  2205.3433  0.2676 2  17  2.2e+002 1   ILRRAGAGLTLAVGLAATAAALR

 1107 801.5100  2401.5082  2400.1517  1.3565 1  17  59 1   GSTSSTSGSSTRNLWVSGLSSNTK

 822 640.2600  1917.7582  1918.0465  -0.2883 1  17  72 1   KIVYFHENQLIYPVR

 1017 545.4800  2177.8909  2176.0656  1.8253 1  17  68 1   LTRMLTYAMEVSGIEGSFR + Oxidation (M)

 342 557.9900  1113.9654  1114.6458  -0.6804 2  17  83 1   QRSKQEVIK

 483 668.3200  2001.9382  1999.9673  1.9708 1  17  2.6e+002 1   VLDEITADGFVYRTDMR

 810 635.2800  1902.8182  1900.9141  1.9040 2  17  84 1   EKSIESQPWYFGKMR + Oxidation (M)

 484 670.3200  2677.2509  2676.4082  0.8427 0  17  2.5e+002 1   IEAAVAEILAAVGEDPSRPGLSATPSR

 754 619.9800  1856.9182  1857.9003  -0.9821 2  17  92 1   DSRGTDIVLHMREEGK + Oxidation (M)

 1126 621.7800  2483.0909  2481.0552  2.0357 1  17  70 1   KWEVVGEMMEMDHFHEPYR + 2 Oxidation (M)

 333 546.1800  1090.3454  1090.5618  -0.2164 1  17  98 1   DLGESKSISR

 406 612.9100  1223.8054  1222.5798  1.2256 0  17  90 1   SLAVGSGSMVCR

 312 527.8400  1053.6654  1051.5233  2.1422 1  17  92 1   ARLYDMQR

 368 579.2700  1734.7882  1734.9450  -0.1569 2  17  2.9e+002 1   RVEEFLASSLRGIMK

 996 714.0100  2139.0082  2137.1565  1.8517 1  17  83 1   LDILINGERVDALAMITHK + Oxidation (M)

 433 636.6300  1906.8682  1907.0372  -0.1691 1  17  2.4e+002 1   LGGYGIIRMTQILPTMK + Oxidation (M)

 711 608.2000  1821.5782  1822.0676  -0.4894 1  17  71 1   RSLPALGIDSLVAIEIR
 443 640.7200  1279.4254  1280.6183  -1.1929 0  17  86 1   SSIFSTNIPCR

 1022 731.6000  2191.7782  2190.0692  1.7090 0  17  66 1   EADPDAVLVINDYGIEGSVSK

 349 564.0400  2252.1309  2250.0872  2.0437 1  17  2.5e+002 1   MMAVATADELRSLSGDELVDK

 650 891.9900  2672.9482  2673.3133  -0.3651 1  17  2e+002 1   SSEPVQYHSSAELGNLLTVEEEKK

 901 661.8800  1982.6182  1981.0480  1.5702 0  17  69 1   LIANNGSIQNIDGIPSDIK

 249 489.9800  977.9454  976.5342  1.4113 0  17  92 1   QVLGLEYR

 727 612.8000  1835.3782  1835.0054  0.3728 2  17  73 1   GFFIVRGKSDGVVLDAR

 409 615.7200  1844.1382  1844.0996  0.0386 1  16  2.5e+002 1   LGPDQLRILGPAAIALAR

 571 529.7700  1586.2882  1586.8926  -0.6045 2  16  82 1   LIIMTPSRRTLDR + Oxidation (M)

 920 498.7600  1991.0109  1989.2826  1.7283 2  16  95 1   LRDLLLIVVRIVELLGR

 1140 853.7500  2558.2282  2557.1822  1.0460 2  16  79 1  MKSREGTVVDADDLMAEMISTAR + 2 Oxidation (M)

 1149 649.3000  2593.1709  2593.2821  -0.1112 1  16  74 1   INEWTENMMPIDVHVHLPKFK + Oxidation (M)

 489 675.6400  2023.8982  2025.0854  -1.1873 0  16  2.5e+002 1   LTEIAQSGNQQINQILAGK

 540 502.9000  1505.6782  1504.8336  0.8445 1  16  1.1e+002 1   KMNPFVAHHLLAK

 1053 750.3100  2247.9082  2248.1236  -0.2155 1  16  76 1   TSEFPVFAAAANDADGRVAALR

 298 520.4800  1038.9454  1039.6138  -0.6684 0  16  78 1   LVIAVGQAGGR

 503 347.7200  1386.8509  1387.7646  -0.9137 1  16  1.2e+002 1   AWNMLGVAAKSLK

 717 609.9600  1826.8582  1826.8589  -0.0008 1  16  1e+002 1   DPSMMAPMHQLRELR + Oxidation (M)

 1074 759.0200  2274.0382  2274.1902  -0.1521 2  16  88 1   QTLNFEICLNNLNLRERK

 781 626.2500  1875.7282  1874.9560  0.7722 2  16  86 1   YLTMAIEEYSKRLSR + Oxidation (M)

 838 644.9500  1931.8282  1930.9856  0.8425 1  16  96 1   TNPLVNVMCVGLVEKDK + Oxidation (M)
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 892 658.9400  1973.7982  1974.0330  -0.2348 1  16  85 1   AQCLLRLHGNGGHSLVSR

 975 693.6200  2077.8382  2077.0990  0.7392 2  16  83 1   IATTVAMAAVKYSDLSKHR + Oxidation (M)

 1185 970.4400  2908.2982  2906.5488  1.7494 2  16  68 1   LLEESTYAKGLASAAGVELKALSEEVTK

 1202 646.7500  3228.7136  3229.6309  -0.9172 1  16  62 1   GAVRAAFQLWSNVSALEFWEAPATGPADIR

 381 588.0100  1761.0082  1760.7610  0.2471 2  16  2.9e+002 1   FDEDGFNRCMAKQK + Oxidation (M)

 639 586.6200  1756.8382  1755.1121  1.7261 0  16  1.1e+002 1   SSSLSLLLLLSLVALVK

 819 639.9100  1916.7082  1916.9877  -0.2795 1  16  84 1   GSVSELLKTLGAMTPEER

 820 639.9200  1916.7382  1915.0891  1.6491 1  16  87 1   TLEGGNLQVKFTVLIAGR

 1091 580.7000  2318.7709  2318.0857  0.6852 2  16  72 1   KWDLSSMRYMLNGGEAMVAK + 2 Oxidation (M)

 597 838.3600  3349.4109  3347.7395  1.6714 2  16  2.4e+002 1   VDIRSFSLQNVPMSDSIISILTEQVGEKAR + Oxidation (M)

 311 527.5000  2105.9709  2106.1909  -0.2200 2  16  2.7e+002 1   LIRELVTAAKLGGGDVGANPR

 542 505.6800  1514.0182  1513.8715  0.1467 1  16  1e+002 1   LILTINIDKNTEK

 1014 725.2500  2172.7282  2172.0959  0.6323 2  16  76 1   KVPSTPMMTIYLTDEYKR

 588 553.3700  1657.0882  1656.8552  0.2330 2  16  1e+002 1   VHSRLKMGPSMGVSR + Oxidation (M)

 1155 526.7900  2628.9136  2629.1359  -0.2223 1  16  66 1   HGNMTDEQVQNFMFMLKEENR + 2 Oxidation (M)

 700 607.5400  1819.5982  1817.8982  1.7000 1  16  86 1   KAGCAELFVEGDNLAPK

 837 644.9300  1931.7682  1932.8234  -1.0552 0  16  94 1   FDFVMDDSGVENNLMGK + Oxidation (M)

 387 593.2900  1776.8482  1777.9178  -1.0697 2  16  3.5e+002 1   SSARMTAPMVAAGAVAKK + 2 Oxidation (M)

 586 823.8600  1645.7054  1645.8385  -0.1331 0  16  1.2e+002 1   NPLVIYPCVDTDIK

 646 590.7800  1769.3182  1769.8472  -0.5290 0  16  88 1   DSLQNIDNIVEGYYK

 884 656.9800  1967.9182  1966.9313  0.9869 2  16  1.1e+002 1   AAARQSGQRGSLEQMMSK + 2 Oxidation (M)

 943 672.2600  2013.7582  2014.1285  -0.3703 2  16  87 1   EKEICPRLIDFLVVVGK

 183 430.1700  858.3254  856.4515  1.8739 1  16  4e+002 1   GVRTDGPR

 436 638.6700  1275.3254  1273.5721  1.7533 0  16  2.9e+002 1   DAVAEGGSVPGCR

 356 570.1400  1138.2654  1138.5362  -0.2707 2  16  91 1   KEKEAEMMK + Oxidation (M)

 1171 1392.5900  2783.1654  2782.4225  0.7430 1  16  1.3e+002 1  MHYPKVYDVIVIGGGHAGTEAALAAAR + Oxidation (M)

 478 665.6900  1994.0482  1995.0313  -0.9831 1  16  2.8e+002 1   LDAAYSVAYKAAVGATPEAK

 1083 764.2200  2289.6382  2289.1682  0.4700 2  16  76 1   SNSVNKGQIVGVLGCMAERVR + Oxidation (M)

 498 458.6000  1372.7782  1370.6287  2.1495 1  16  1.4e+002 1   DQDREDARPNR

 710 607.8800  1820.6182  1821.0110  -0.3928 0  16  91 1   VVANLPYYITSPIIMK

 934 669.9600  2006.8582  2006.0367  0.8215 2  16  1e+002 1   LNGQNLMYVEDAARKIR + Oxidation (M)

 492 680.5100  1359.0054  1357.7606  1.2449 0  16  1.1e+002 1   NGVLASFPVLDVK

 686 455.1800  1816.6909  1815.9050  0.7859 1  16  1e+002 1   NNNVWEGGKVVQMGLR + Oxidation (M)

 544 761.0200  3040.0509  3040.2858  -0.2349 1  16  2.7e+002 1  MMDMGASSGLGFMKMHGAGNDFVVIDSR + 5 Oxidation (M)

 824 640.2900  1917.8482  1918.9425  -1.0943 1  16  1.1e+002 1   LLEIDFDKNHLDYER

 457 435.8700  1304.5882  1304.6149  -0.0268 0  16  1.4e+002 1   AYHQIYGDPNK

 948 674.8700  2021.5882  2021.0766  0.5115 1  16  85 1   GPGGGSTAQGTGALARPKVPSR

 912 662.3100  1983.9082  1983.1113  0.7969 2  16  1.2e+002 1   AERGTLKINSEVEIVGIR

 200 444.7400  887.4654  886.3677  1.0978 0  16  1.9e+002 1   YDMAMTR

 218 458.5000  914.9854  913.4730  1.5125 1  15  1.3e+002 1   APSSPGRSR

 652 595.8100  1784.4082  1784.9454  -0.5373 2  15  95 1   AMADAGIPVRLDTLKGAA + Oxidation (M)

 1111 607.0500  2424.1709  2422.1468  2.0241 1  15  1e+002 1   GGEVRASMEQALGTQEMEAIVGK + 2 Oxidation (M)

 476 664.2600  1326.5054  1326.7805  -0.2751 2  15  1.2e+002 1   EVIPIMRLRGK + Oxidation (M)

 361 573.0600  1144.1054  1144.6023  -0.4968 1  15  1.2e+002 1   ITGGEPLMRR + Oxidation (M)

 1142 856.8900  2567.6482  2568.3395  -0.6913 0  15  76 1   ALDELAALAAQVSNASVNIDLSDLR

 509 471.3800  1411.1182  1410.7593  0.3589 2  15  1e+002 1   GFQGAIKRHGQGR

 787 628.6300  1882.8682  1883.9476  -1.0795 0  15  1.2e+002 1   DIIIDNELVDTVPADSR

 825 640.6300  1918.8682  1919.9795  -1.1113 0  15  1.2e+002 1   FYRPGHGVFGHLPDPPK

 295 347.1300  1038.3682  1038.5134  -0.1453 1  15  1.2e+002 1   DGYVWSGKK

 614 572.0900  1713.2482  1711.8464  1.4018 1  15  1e+002 1   IHCKSISHDEFIAR

 1163 677.4300  2705.6909  2704.4732  1.2177 2  15  74 1   TEQVGAGASQVAALPAVRDALLQRQR

 193 435.8800  869.7454  870.4559  -0.7105 0  15  1.1e+002 1   NAATPIER

 645 589.8300  1766.4682  1764.9006  1.5676 2  15  97 1   YARLVSSSSKGAVTDQP

 836 644.9300  1931.7682  1929.9367  1.8315 1  15  1.1e+002 1   SETATGYRNIALANFMR + Oxidation (M)

 918 498.7400  1990.9309  1990.9822  -0.0513 1  15  1.2e+002 1   EAMEPEFKIYQHQVVK + Oxidation (M)

 990 712.6100  2134.8082  2134.0293  0.7789 0  15  94 1   FSLIASFAAMGDAITDETFK

 1056 751.3500  2251.0282  2249.0344  1.9938 1  15  1.1e+002 1   CDPSEINISDEMPKTTVWK

 762 621.9600  1862.8582  1863.1822  -0.3240 2  15  1.3e+002 1   IKGVLRPAIAVLFPNKK

 369 579.9000  1157.7854  1158.5451  -0.7597 1  15  1.6e+002 1   SRECNAPTPK

 450 431.6200  1291.8382  1289.6398  2.1984 1  15  1.4e+002 1   KACPGLAGSASGSK
 899 991.9600  1981.9054  1982.9334  -1.0279 0  15  1.2e+002 1   SPPSSSEIFTPAHEENVR

 904 661.9400  1982.7982  1982.9989  -0.2007 0  15  1.1e+002 1   AEAGELAFGTVESWLLYK

 344 559.8000  2235.1709  2233.1128  2.0581 2  15  4e+002 1   EKYVPKGGPAGGDGGNGSNVVFK

 281 508.5900  1015.1654  1015.5848  -0.4194 0  15  1.4e+002 1   LLGNVMITR

 377 585.3300  1168.6454  1166.6005  2.0449 0  15  1.5e+002 1   LMVESGYKPK + Oxidation (M)

 529 496.3000  1485.8782  1484.5945  1.2836 0  15  1.5e+002 1  MGCIMSQEDEAAK + Oxidation (M)

 1133 842.4000  2524.1782  2523.3162  0.8620 1  15  1.1e+002 1   EFIVVSQGDVISIFKFGNPWNK

 1159 665.6900  2658.7309  2657.1673  1.5636 1  15  80 1   YAMTGMTMNWTLEASQTGTFRGR + 3 Oxidation (M)

 898 661.2800  1980.8182  1978.9955  1.8227 1  15  1.2e+002 1   LLGMGDLEGLMEKVSDLK + 2 Oxidation (M)

 895 494.8400  1975.3309  1976.0519  -0.7210 2  15  1e+002 1   RSSLYFLKPSYWSKSK

 733 614.0000  1838.9782  1837.8597  1.1185 2  15  1.4e+002 1   MGCAMSAEERAALARSK

 1104 597.1900  2384.7309  2383.1808  1.5501 1  15  89 1   ALGWTTDQILERFGEYESIR

 270 499.2700  996.5254  994.5083  2.0171 0  15  1.4e+002 1   DLLASSSFR

 740 615.7300  1844.1682  1844.9744  -0.8063 2  15  1.2e+002 1   RDSRIALSDAIFQPEK

 969 688.6300  2062.8682  2062.9564  -0.0883 1  15  1.2e+002 1   TLTMGANGELHPSRFCEK + Oxidation (M)

 52 562.3300  561.3227  561.3234  -0.0007 1  15  2.5e+002 1   KASTR

 412 618.7400  1853.1982  1852.9539  0.2443 1  15  3.5e+002 1   MKIGIIGATGYGGAEIMR + Oxidation (M)

 552 511.5500  1531.6282  1529.7481  1.8801 2  15  1.5e+002 1   RAAPSGPARSSGGGMR + Oxidation (M)

 846 648.5700  1942.6882  1942.0094  0.6787 1  15  1.1e+002 1   KPAYISGKLPHGSIDGMR + Oxidation (M)

 190 435.8200  869.6254  867.4352  2.1903 0  15  1.4e+002 1   HVWVGDR

 195 437.2300  872.4454  870.5287  1.9168 0  15  2.2e+002 1   AAVVLAATR
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 961 513.0500  2048.1709  2046.2605  1.9104 1  15  1.3e+002 1   KVTIFIIIIVALTGFGSVR

 1055 751.3400  2250.9982  2251.0480  -0.0499 1  15  1.2e+002 1   RLVDGYWAPTTPTWGMDNR + Oxidation (M)

 549 763.3500  1524.6854  1523.6964  0.9890 1  15  1.5e+002 1   QQAQNSYNKDNSK

 472 661.9400  1321.8654  1321.6374  0.2280 2  15  1.5e+002 1   EAAKGEGRGEYR

 691 910.4000  1818.7854  1818.0074  0.7781 0  15  1.4e+002 1   TGGAMVTALLISFVIGPR + Oxidation (M)

 1153 653.7400  2610.9309  2610.1892  0.7417 0  15  88 1   THIMFIPFPAQGHMSPMMQFAK + 4 Oxidation (M)

 612 572.0700  1713.1882  1711.8278  1.3604 2  15  1.2e+002 1   EFEQYERETGLRR

 1019 545.5400  2178.1309  2176.9551  1.1758 2  15  1.3e+002 1   DTTCNDGKKCTIDACPPPK

 684 907.3900  2719.1482  2720.3150  -1.1668 0  15  3e+002 1   EGGLTPLAFPTIVVNDNIGMGTEGMR + 2 Oxidation (M)

 730 613.1200  1836.3382  1836.8564  -0.5182 0  15  1.1e+002 1   GLLQAVDDYCADAELGK

 339 555.3700  1108.7254  1109.6305  -0.9051 2  15  1.5e+002 1   KISLDKHNR

 1023 732.6700  2194.9882  2196.1651  -1.1769 1  15  1.3e+002 1   KNSEVVTWTPRPGATLDLGR

 260 497.7800  993.5454  991.5702  1.9752 1  15  1.7e+002 1   DSKGVFVLK

 262 497.8100  993.6054  993.4926  0.1128 2  15  1.7e+002 1   MNDRFRR

 466 659.5600  1317.1054  1315.6741  1.4314 1  15  1.4e+002 1   MRAIMVGPPGSGK + Oxidation (M)

 608 853.9000  2558.6782  2559.2540  -0.5758 1  15  3.3e+002 1   SQACLSAFTSYRVGGAADLYVAPR

 942 672.0000  2012.9782  2011.0415  1.9367 1  15  1.4e+002 1   FPETQVITTKGPLDFYR

 142 387.7800  1160.3182  1160.6189  -0.3008 0  15  5.3e+002 1   IYNASELPVR

 902 661.9300  1982.7682  1983.0333  -0.2651 2  15  1.2e+002 1   FANRPRSKAVHGLMNGGR + Oxidation (M)

 1166 688.6900  2750.7309  2751.4503  -0.7194 2  15  86 1   YPLRIHHRGSSLPSVAAHPAQIGCK

 952 675.9700  2024.8882  2022.9905  1.8977 2  15  1.4e+002 1   GESQYNQRLEDMRILR + Oxidation (M)

 1138 639.5700  2554.2509  2552.1642  2.0867 0  15  1.2e+002 1   YPQAMANTTWQNSETPPLSSWK + Oxidation (M)

 783 626.4500  1876.3282  1874.8871  1.4411 2  15  1.1e+002 1   DSGSGKRLEFHATNDNK

 623 864.4600  1726.9054  1724.8477  2.0578 1  15  3.6e+002 1   EEIQALCYPSMIKK + Oxidation (M)

 635 584.4500  1750.3282  1749.8070  0.5211 2  15  1.2e+002 1   RDEYEDKHLGGFER

 1101 590.7800  2359.0909  2358.2332  0.8577 1  15  1.3e+002 1   AGYELHGISGFDVEDIVLRLR

 383 588.9200  2351.6509  2350.0720  1.5789 2  15  4.2e+002 1   SHSRSKSASSFEMPNVNNNNK + Oxidation (M)

 1003 719.9300  2156.7682  2157.0922  -0.3240 0  15  1.1e+002 1   SVVLMLEHSESGSMGLVINR

 1179 564.1900  2815.9136  2814.4651  1.4485 1  15  84 1   AVENVNDIIADKIIGFDVTDQIGIDK

 475 663.7200  1988.1382  1986.7605  1.3777 0  14  3.6e+002 1   GDDGEMDAGASALMESCAGK + Oxidation (M)

 569 791.8000  3163.1709  3162.6369  0.5340 2  14  3.3e+002 1   GELEIKDPEINKMIEDLQLTLQSLSYK + Oxidation (M)

 320 532.2300  1062.4454  1060.5223  1.9232 0  14  1.9e+002 1   ITCSGDALPK

 398 605.7300  1209.4454  1207.5875  1.8579 1  14  1.5e+002 1  MLLGKMCAPR + 2 Oxidation (M)

 766 624.6200  1870.8382  1871.9781  -1.1400 0  14  1.5e+002 1   VNDNGIWTLFIPGIGEK

 306 525.4100  1048.8054  1047.5574  1.2481 2  14  1.5e+002 1   DAVERFRR

 359 572.0100  1142.0054  1140.5346  1.4709 0  14  1.4e+002 1   NIMENEHVR

 587 828.9700  3311.8509  3309.8120  2.0389 2  14  3.5e+002 1   VPFSSKAYMMPLLKSSLDDFVIPLTILLR + Oxidation (M)

 577 542.1500  1623.4282  1622.8457  0.5825 1  14  1.3e+002 1   GWQEGIVKFAPTYK

 437 638.7000  1275.3854  1274.6843  0.7011 2  14  1.5e+002 1   VYSNRRDLPR

 615 857.9000  2570.6782  2569.3136  1.3645 2  14  3.5e+002 1   VGTLSETHERIGTDKSGQVLEWK

 828 641.5900  1921.7482  1919.9927  1.7555 0  14  1.3e+002 1   LWPAEHPIMLSASSPIR + Oxidation (M)

 938 670.6200  2008.8382  2006.9448  1.8934 2  14  1.3e+002 1  MLQHSNSTNEMMLRRK + 2 Oxidation (M)

 393 601.2300  2400.8909  2399.0457  1.8452 0  14  4.1e+002 1   AAYFGQMMGLNSIAHIDNDCR + Oxidation (M)

 258 497.2800  992.5454  991.5888  0.9566 0  14  2e+002 1   ILIFISMR

 1037 555.7700  2219.0509  2218.0609  0.9900 1  14  1.4e+002 1   SEAGMELIIEDDMRPEKQK

 966 687.6100  2059.8082  2058.0601  1.7480 1  14  1.3e+002 1   IMVKPDEIDDLGAMRLAR + Oxidation (M)

 210 454.4200  906.8254  906.4593  0.3662 0  14  1.5e+002 1   MTSSAAAIR

 741 462.3100  1845.2109  1844.9526  0.2583 2  14  1.3e+002 1   RIEALTGQAAMDELRR + Oxidation (M)

 833 644.2400  1929.6982  1929.0394  0.6588 1  14  1.3e+002 1   GMYTEGHLLKTLVNPLK + Oxidation (M)

 1174 700.3100  2797.2109  2797.3561  -0.1452 1  14  1.1e+002 1   MLIVLNDNEMSISENVGAINRFMR + 2 Oxidation (M)

 219 458.6300  915.2454  913.5457  1.6997 2  14  1.9e+002 1   DRIKNLR

 680 603.6500  1807.9282  1807.0064  0.9218 2  14  1.7e+002 1   SGLLNRVTREVHAVEK

 939 670.6400  2008.8982  2008.9701  -0.0720 0  14  1.5e+002 1   GGKPDGAEDNVDAIAPLENK

 158 398.4900  1589.9309  1589.8308  0.1001 2  14  4.8e+002 1  MERGVLKGSLNGSAR + Oxidation (M)

 100 342.8600  683.7054  684.3806  -0.6752 0  14  1e+002 1   AAEGIPK

 1123 620.0200  2476.0509  2474.2363  1.8146 1  14  1.2e+002 1   SLNYKQMLLLSLGTGTNSEFDK + Oxidation (M)

 951 1013.4200  3037.2382  3035.6576  1.5806 1  14  2.8e+002 1   ENIGLIEVMGLAILPARLETELLEVER + Oxidation (M)

 303 524.0100  1046.0054  1046.5945  -0.5890 2  14  1.7e+002 1   RTVVSRSSR

 799 633.2400  1896.6982  1896.1448  0.5534 2  14  1.3e+002 1   LLKLGYPGGPIIEKLASK

 792 631.2200  1890.6382  1891.0388  -0.4006 2  14  1.3e+002 1   RAVAREESGKPGAHVTVK
 880 984.4500  1966.8854  1966.9973  -0.1119 2  14  1.5e+002 1   EAAADLHKDPQGFASRVR

 1024 551.4500  2201.7709  2202.0876  -0.3167 1  14  1.2e+002 1   KAEGAALTNAAGVVESTSQAGDR

 1085 765.6900  2294.0482  2292.0225  2.0257 0  14  1.4e+002 1   DLLEQMMAEMVGEFPDLHR + 2 Oxidation (M)

 753 619.9700  1856.8882  1857.9697  -1.0815 1  14  1.7e+002 1   VKINSVAENAANPNYVR

 995 713.9800  2138.9182  2139.0717  -0.1536 1  14  1.4e+002 1   MAEFRSGFVCLIGRPNTGK

 965 686.9800  2057.9182  2059.1174  -1.1993 2  14  1.5e+002 1   LSGEAFGGGKVGIDTQVIRR

 1060 564.2300  2252.8909  2251.1921  1.6988 0  14  1.2e+002 1   VSGGLHGVGSSVVNALSTQLDVR

 181 426.3200  1701.2509  1700.8821  0.3688 1  14  4.9e+002 1   QRTWGVPMSLFVHK + Oxidation (M)

 243 480.1300  958.2454  957.5243  0.7211 0  14  1.9e+002 1   ANLVADVTR

 937 670.4100  2008.2082  2007.8884  0.3198 0  14  1.5e+002 1   YMGLVADEENFQGFSSSK

 1010 542.3400  2165.3309  2165.1336  0.1973 2  14  1.3e+002 1   MGGYITMETLNSINIPKRK

 924 667.6700  1999.9882  1997.9953  1.9929 0  14  1.7e+002 1   EVATILGGGGGGRPDMAQAGGK

 385 590.7000  1179.3854  1180.4852  -1.0998 0  14  1.6e+002 1   EIDAMGGEMGR + Oxidation (M)

 551 510.7400  1529.1982  1527.6554  1.5428 0  14  1.5e+002 1   AMMMQMGQKPSEK + 2 Oxidation (M)

 531 744.9300  1487.8454  1488.7361  -0.8907 0  14  2e+002 1   ALYTLPEGFDAHR

 1088 771.6600  2311.9582  2311.0559  0.9022 2  14  1.3e+002 1  MCNHHPRHSHDNDTIRIR + Oxidation (M)

 121 369.3300  736.6454  736.3425  0.3029 0  14  1.4e+002 1   DSIAGMK + Oxidation (M)

 264 497.9300  993.8454  994.4906  -0.6452 0  14  1.5e+002 1   ATDLFLCR

 595 837.2300  2508.6682  2509.3145  -0.6463 2  14  3.4e+002 1   SKSASLLVSDLCAVYVVQVRCR

 1016 545.4400  2177.7309  2176.9769  0.7540 0  14  1.2e+002 1   MMTQTDLSAFFGADLATADR + Oxidation (M)

 26 493.5100  492.5027  492.2180  0.2847 0  14  1.5e+002 1   GSSDK
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 543 506.9900  1517.9482  1515.7609  2.1872 1  14  1.9e+002 1   NYYTEFVEKVPK

 233 942.4700  941.4627  940.5342  0.9286 0  14  2e+002 1   LGPESLVAR

 955 676.5800  2026.7182  2027.0106  -0.2924 1  14  1.3e+002 1   DMDTSTPKPAPVTRSPATR

 1069 756.7200  2267.1382  2266.0868  1.0514 2  14  1.6e+002 1   DMREGLDGADIVMMLRLQR + 3 Oxidation (M)

 1113 610.6100  2438.4109  2438.2540  0.1569 1  14  1.3e+002 1   VTSVLSASYADSDIRDALSLLDK

 545 508.0100  1521.0082  1519.8947  1.1135 2  14  1.6e+002 1   LAGGNPDVLRKRPK

 602 564.2500  1689.7282  1690.8750  -1.1469 2  14  1.8e+002 1   QRFATNTEVERAAAK

 1068 756.7100  2267.1082  2266.0668  1.0414 1  14  1.6e+002 1   HSPSPAHGRYFGPDLYSHNK

 900 992.3000  1982.5854  1982.0796  0.5058 1  14  2.9e+002 1   SDAEILGIPVRASITGLDR

 424 629.9900  1257.9654  1257.6023  0.3631 0  14  1.7e+002 1   LAGMPEEDIQR

 705 607.5400  1819.5982  1819.8912  -0.2930 1  14  1.4e+002 1   TTAQTESNRDLSEQIK

 209 453.6600  905.3054  906.4043  -1.0988 1  14  2.3e+002 1   DGKEDTSR

 757 620.7100  1859.1082  1859.9671  -0.8589 1  14  1.7e+002 1   VMIALREPSLGPVMGMK + 2 Oxidation (M)

 931 669.3000  2004.8782  2005.0376  -0.1595 0  14  1.6e+002 1   EAAAVMLGAVGYIDMIIPR + Oxidation (M)

 279 507.1600  2024.6109  2023.9859  0.6249 0  14  4.5e+002 1  MGIAAMDVVRPFPFNAEK + 2 Oxidation (M)

 618 573.7400  1718.1982  1716.9047  1.2935 0  14  1.5e+002 1   FSVTEPSRPGESVVVK

 425 630.2000  1258.3854  1258.6962  -0.3107 0  14  1.8e+002 1   SFIAYTLGFLK

 719 611.1900  1830.5482  1830.8934  -0.3453 0  14  1.4e+002 1   YPHMNVLEIGAGTGGATK + Oxidation (M)

 755 620.3300  1857.9682  1857.0030  0.9652 1  14  1.9e+002 1   ISASLCVKQSQLAIDPK

 128 376.8600  751.7054  752.4003  -0.6949 0  14  1.3e+002 1   MGAHPLK

 355 569.9600  1706.8582  1704.7202  2.1379 0  14  4.7e+002 1   QVSEGTFPGPEHCFN

 827 641.2300  1920.6682  1918.7206  1.9476 0  14  1.4e+002 1   EDDMGMSMSSPLMWDR + 2 Oxidation (M)

 629 582.5800  1744.7182  1743.9155  0.8027 0  14  1.8e+002 1   QINLPLEVSDAIYNR

 1063 565.7100  2258.8109  2259.2515  -0.4406 1  14  1.3e+002 1   VASVIGFPLGATPTEVKVFEAK

 231 471.6900  941.3654  939.4232  1.9422 1  14  2e+002 1   AERMDYR

 601 563.3200  1686.9382  1687.7665  -0.8283 0  14  2e+002 1  MFHATVATDTEFFR + Oxidation (M)

 801 633.2500  1896.7282  1897.8701  -1.1419 1  14  1.5e+002 1  MQEQKQQEGHDGGAALR + Oxidation (M)

 1075 759.0300  2274.0682  2273.2420  0.8262 1  14  1.7e+002 1   TLLFAGGVNDDFPVQIQKIAK

 104 692.5500  691.5427  690.3660  1.1767 1  14  2.4e+002 1   SKANGSK

 271 334.4400  1000.2982  999.5601  0.7381 0  14  2e+002 1   SPIGLNVLST

 305 524.8700  1047.7254  1045.5404  2.1851 0  14  2.3e+002 1   AESALTQQAK

 417 621.9600  2483.8109  2484.2431  -0.4322 2  14  4.9e+002 1   DNITKIMSEGVFSEQARPRYK + Oxidation (M)

 725 612.7700  1835.2882  1833.9077  1.3805 1  14  1.5e+002 1   VMDMAAAPGSKTTQIAAR + Oxidation (M)

 1007 720.2900  2157.8482  2159.0265  -1.1783 2  14  1.4e+002 1   CRFHPTCSHYGIEALRR

 816 638.9900  1913.9482  1911.9360  2.0122 2  14  1.9e+002 1   KMETDDYSRLLSVAER

 1146 645.9800  2579.8909  2578.2275  1.6634 1  14  1.1e+002 1   NAVEIYTDGACKGNPGPGGWGAFLK

 1177 561.7300  2803.6136  2803.4286  0.1850 2  13  1.3e+002 1   YEAQLLAGMDIQDAADLDRAARIIR + Oxidation (M)

 170 817.4200  816.4127  816.3977  0.0150 1  13  3.2e+002 1   DPKSQDK

 1050 561.3300  2241.2909  2241.1767  0.1142 2  13  1.6e+002 1   IHSLSNDRVTLFRYEHVR

 277 505.1800  1008.3454  1007.4520  0.8935 0  13  2e+002 1   DLTNSSSER

 886 657.3000  1968.8782  1967.0813  1.7969 2  13  1.8e+002 1   AEWALQAATLNAARRLGR

 957 679.2800  2034.8182  2034.1163  0.7019 2  13  1.6e+002 1   ELFPDFRPQKVLRFSR

 1040 744.4100  2230.2082  2230.1495  0.0587 2  13  1.8e+002 1   YDPERQRVVYQPVTIDPR

 742 616.0800  1845.2182  1843.0356  2.1826 1  13  1.6e+002 1   KIFVISADHFGLDLLR

 947 674.6100  2020.8082  2022.0026  -1.1945 2  13  1.6e+002 1   KANYLPMEACKIVEGQR + Oxidation (M)

 286 512.5700  1023.1254  1023.5093  -0.3838 0  13  1.6e+002 1   VLMVASMNK + 2 Oxidation (M)

 706 607.5600  1819.6582  1817.9496  1.7085 2  13  1.6e+002 1   RLGFSGSDADVIQRAAR

 36 527.8400  526.8327  526.2612  0.5715 0  13  68 1   GGHTR

 815 638.5700  1912.6882  1910.9520  1.7361 1  13  1.5e+002 1   YGVRVGQVLLTSDDMSR + Oxidation (M)

 679 904.6200  1807.2254  1805.8995  1.3259 1  13  3.5e+002 1   WHPLLTGSKAAMHGER + Oxidation (M)

 794 631.2800  1890.8182  1888.9611  1.8570 1  13  1.9e+002 1   VMRPAADGRTVMDVISR + Oxidation (M)

 1117 614.3900  2453.5309  2452.3035  1.2274 1  13  1.3e+002 1   GQLLSIPAAYGDLEMVRYLLSK + Oxidation (M)

 634 875.9900  2624.9482  2623.2660  1.6822 2  13  4.3e+002 1   RVQLADQYMSSAALGDANKDAIDR + Oxidation (M)

 728 612.8100  1835.4082  1835.9014  -0.4932 2  13  1.5e+002 1   ETGKTRNTIDPTDFNK

 796 631.5700  1891.6882  1892.8798  -1.1916 1  13  1.6e+002 1   QGIIMMMMMMMKILK + 4 Oxidation (M)

 197 441.1500  1760.5709  1761.0288  -0.4579 0  13  5.5e+002 1   SLAASILVSSYIITVPK

 576 801.8500  1601.6854  1599.8654  1.8200 2  13  2.2e+002 1   DCAVIVTQKKVPDK

 950 675.2800  2022.8182  2022.0746  0.7436 1  13  1.7e+002 1   TVSLPTVAVSKGQPEEPAGR

 926 668.2800  2001.8182  2000.8828  0.9354 1  13  1.7e+002 1   AEADAMGIKMGDFMMPVR + 2 Oxidation (M)

 1181 714.6400  2854.5309  2852.3757  2.1552 1  13  1.4e+002 1   YGFTYEPTVQSSLEKGVDVVTFSGDK
 511 472.2000  1413.5782  1413.6446  -0.0664 0  13  2.2e+002 1   VQSFDEMTNISK + Oxidation (M)

 795 946.7500  2837.2282  2837.3840  -0.1558 2  13  3.9e+002 1  MTELYQSLADLNNVRFSAYRTAMK + Oxidation (M)

 1196 610.3300  3046.6136  3044.4307  2.1829 2  13  1.3e+002 1  MRVFERAVYFGDSCQDVLSMLGSPHK + Oxidation (M)

 248 489.9700  977.9254  976.4899  1.4355 1  13  2e+002 1   QLEVVKMD + Oxidation (M)

 550 510.7200  1529.1382  1529.8712  -0.7330 2  13  1.8e+002 1   KRATIGEMLVGLAR + Oxidation (M)

 1102 788.2000  2361.5782  2362.2103  -0.6322 2  13  1.4e+002 1   EDCPSPLEDVWLLKLAGHKR

 146 390.9500  779.8854  778.4450  1.4405 0  13  1.7e+002 1   GHITPVR

 568 526.4100  1576.2082  1576.7773  -0.5691 2  13  1.8e+002 1   LSKEGYFDEAYKK

 843 485.4600  1937.8109  1937.1574  0.6535 1  13  1.8e+002 1   ALVPLRIAGGVASAVAGFLR

 709 607.8600  1820.5582  1819.9511  0.6071 1  13  1.6e+002 1   MGKIWVLICTELMAR

 313 528.2800  1054.5454  1054.4601  0.0854 1  13  2.3e+002 1   NSTEDMSKK + Oxidation (M)

 651 595.7000  1784.0782  1784.9607  -0.8826 0  13  2e+002 1   HTMHIPSGDVLIPKPK + Oxidation (M)

 876 984.4400  1966.8654  1966.1840  0.6815 2  13  1.9e+002 1   RPVYIPGTIRKAQNLLK

 1061 752.3500  2254.0282  2255.1216  -1.0934 1  13  1.8e+002 1   DARDQIAIDQAMIALDGTPNK

 557 515.9600  1544.8582  1544.6745  0.1837 1  13  2.4e+002 1   SRMLSDSSMLSCR + Oxidation (M)

 1125 828.0200  2481.0382  2480.2619  0.7763 1  13  1.5e+002 1   SSTIIGSNNTIREYVTVQAGSQR

 245 483.4600  964.9054  965.4679  -0.5624 1  13  1.8e+002 1   TYGAADGRR

 180 424.9300  847.8454  847.3923  0.4531 0  13  2.3e+002 1   TPTTAVGSD

 332 545.5000  1088.9854  1088.5760  0.4094 2  13  2.1e+002 1   KRAQAVCEK

 512 472.3600  1414.0582  1414.8296  -0.7714 2  13  1.9e+002 1   KLGGPSAFEKILR

 619 574.5200  1720.5382  1719.8904  0.6478 1  13  1.7e+002 1   VDGEVLRTNQFSVTR
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 689 909.8900  1817.7654  1817.9352  -0.1697 0  13  2.1e+002 1   SYLYVFISADKPYPR

 458 654.2400  1306.4654  1306.6849  -0.2195 2  13  2.1e+002 1  MSKCLQQLKR + Oxidation (M)

 1121 619.3400  2473.3309  2472.2729  1.0580 2  13  1.8e+002 1   SVRAHNLYPMTRAGMANLDLVK + Oxidation (M)

 167 407.2200  812.4254  813.5436  -1.1181 2  13  2.3e+002 1   KAIKNLK

 1038 556.8600  2223.4109  2223.0618  0.3491 1  13  1.6e+002 1   VFGCACYPWLRPYNRHK

 682 604.0700  1809.1882  1809.9447  -0.7565 1  13  1.8e+002 1   WLIMPPGEELKLNDR

 756 620.3500  1858.0282  1858.9836  -0.9554 2  13  2.2e+002 1   GRASPLWQRGGSLSMLK + Oxidation (M)

 402 608.9600  1215.9054  1213.7142  2.1912 2  13  5.9e+002 1   AALARSKQIEK

 452 648.7100  1295.4054  1294.7106  0.6949 1  13  1.9e+002 1   DLHGTAALRVSR

 945 674.2600  2019.7582  2019.9969  -0.2387 1  13  1.7e+002 1   SIIMESQLPKGMEGTIDR + Oxidation (M)

 1064 754.6200  2260.8382  2261.1209  -0.2828 0  13  1.5e+002 1   SMATGEQVDVAVEGVVAEVLSR + Oxidation (M)

 1130 624.7600  2495.0109  2493.2156  1.7953 1  13  1.5e+002 1   VDSLLGPEMKSTGEVIGSDSSLEK + Oxidation (M)

 626 581.2600  1740.7582  1741.6238  -0.8657 0  13  2.2e+002 1   EENAGGGMPMGGGMPGMM + 2 Oxidation (M)

 284 510.6100  1019.2054  1019.5988  -0.3934 2  13  2.3e+002 1   RSSRFIVR

 986 1063.7600  4251.0109  4251.2348  -0.2239 2  13  3.5e+002 1   SAIEAGYLESEDNYIIAIPTASGKTLLGIIAALKTVMEGGR + Oxidation (M)

 232 471.7200  941.4254  939.4041  2.0213 0  13  2.6e+002 1   SLMEMEGK + Oxidation (M)

 1141 513.0500  2560.2136  2560.2522  -0.0385 0  13  1.8e+002 1   RPQNMVVDLVITPNPMAMVEMK + 3 Oxidation (M)

 174 418.1200  834.2254  832.4450  1.7805 2  13  2.6e+002 1   MRGGRTR

 338 554.3900  1106.7654  1104.6543  2.1112 0  13  2.4e+002 1   NVLGYISVIK

 832 643.2300  1926.6682  1927.0527  -0.3845 2  13  1.7e+002 1   SLASYLSNGLYQRKLSK

 870 653.5800  1957.7182  1958.9181  -1.1999 2  13  1.7e+002 1   DGSSKSGAEDQTPKDVPNK

 1194 756.7200  3022.8509  3021.4641  1.3868 2  13  1.2e+002 1   KFAADEPAVLKEANAVSDDDMIFDIGPK + Oxidation (M)

 565 786.4300  3141.6909  3140.7122  0.9787 1  13  5.9e+002 1   VSEVANDGRLYLDGPGVIVTLDQPFILLK

 353 568.6000  1135.1854  1134.5305  0.6549 0  13  2.1e+002 1   AFEGQAAEANK

 737 921.9300  1841.8454  1840.9070  0.9385 1  13  2.3e+002 1   TTTMFNDLIYYFGKK

 357 570.6500  1139.2854  1139.6411  -0.3557 1  13  5.8e+002 1   RQAVDVSPLR

 579 544.0800  1629.2182  1628.7790  0.4392 0  13  1.9e+002 1   DLTDYLMMILTER + Oxidation (M)

 625 579.4300  1735.2682  1733.9096  1.3586 1  13  1.8e+002 1   ISSVTKVFTSLMMFK + Oxidation (M)

 734 614.4000  1840.1782  1841.0271  -0.8490 1  13  1.9e+002 1   ALRQIIGSLGGVANGYPR

 255 495.0600  988.1054  986.5621  1.5433 1  13  2.5e+002 1   RLQTQSVR

 715 913.4300  1824.8454  1823.9530  0.8924 2  13  2.3e+002 1   VDGYVEFTVKGAQQRK

 80 312.0700  1244.2509  1244.5641  -0.3133 0  13  6.7e+002 1   NPPINEQMMR + Oxidation (M)

 570 528.3300  1581.9682  1582.8144  -0.8462 1  13  2.3e+002 1   QWVYSSLNPFSKK

 909 661.9800  1982.9182  1983.1113  -0.1931 2  13  2.2e+002 1   AERGTLKINSEVEIVGIR

 578 813.4300  1624.8454  1624.7766  0.0688 0  13  5.8e+002 1   NGEDNSAAFLLMSLK + Oxidation (M)

 1051 748.2900  2241.8482  2241.1489  0.6993 0  13  1.7e+002 1   TLIGSDDTTGLDLEPVQRPSK

 440 640.2900  1278.5654  1278.6179  -0.0525 1  13  2.7e+002 1   HGFMIFEDRK

 707 607.5600  1819.6582  1819.8622  -0.2040 0  13  1.9e+002 1   ENCSEIQNESSLLGLK

 1129 624.5500  2494.1709  2494.1675  0.0034 1  13  2e+002 1   FGVPMGFGGPHAGYMAVHEKFAR + 2 Oxidation (M)

 1170 695.6900  2778.7309  2777.4496  1.2813 1  13  1.4e+002 1   GCPLIITGGSGFYLKAMLSGLAPDVPK + Oxidation (M)

 309 526.3900  1050.7654  1049.6121  1.1534 1  13  2.2e+002 1   ILVTDFSKK

 829 481.5000  1921.9709  1921.9244  0.0465 1  13  2.3e+002 1   GLKGDWFPSTLPENSMK + Oxidation (M)

 1071 568.6200  2270.4509  2270.0961  0.3548 1  13  1.7e+002 1   RTIGLAHVADLDSIDDQEMR + Oxidation (M)

 1136 637.4700  2545.8509  2546.2126  -0.3617 0  13  1.5e+002 1   MMYYLYSHAGINIFQYITFR + Oxidation (M)

 1018 545.5000  2177.9709  2179.1606  -1.1897 1  12  2.1e+002 1   ELGALVALMHCLVVDLDRR

 125 373.7400  745.4654  743.3748  2.0906 0  12  4.3e+002 1   GLCAAPR

 275 504.2700  1006.5254  1004.6018  1.9236 1  12  3.1e+002 1   KIYLAELR

 460 656.5400  1311.0654  1310.7571  0.3083 1  12  2e+002 1   TAFHLKSVRPR

 716 609.5300  1825.5682  1823.8335  1.7347 1  12  1.9e+002 1   SEPYPGGMPKMGPFTGR + Oxidation (M)

 1190 600.4900  2997.4136  2995.5490  1.8646 2  12  1.6e+002 1   FQPTCSAYAHEAINKHGIVKGIWLAGK

 304 524.3900  1046.7654  1046.5403  0.2251 2  12  2.9e+002 1   QVGEMRRR + Oxidation (M)

 1006 719.9400  2156.7982  2156.1623  0.6359 2  12  1.8e+002 1   VGDQIQRELAELIRMELK + Oxidation (M)

 1054 750.7100  2249.1082  2248.0405  1.0677 1  12  2.2e+002 1   CETFVFSGCNGNLNNFKLK

 430 422.7600  1265.2582  1264.6048  0.6534 0  12  2.1e+002 1   QSDVATSGTPFR

 564 784.1100  3132.4109  3130.5315  1.8794 2  12  5.6e+002 1   NFNKFAEGSVLIEMGNTKVICTASIEDK + Oxidation (M)

 695 910.4400  1818.8654  1818.8862  -0.0208 0  12  2.6e+002 1   GVDFSATLMSVPAFFSK + Oxidation (M)

 1099 783.7100  2348.1082  2347.1015  1.0066 0  12  2.2e+002 1   ENGQHFPSTVNSCAEGIVVFR

 1162 668.3200  2669.2509  2670.3714  -1.1205 1  12  1.9e+002 1   LSSDELLDVFKEMTLLELSDFVK

 223 462.5700  923.1254  921.3974  1.7280 1  12  2e+002 1   NDMKENR + Oxidation (M)

 191 435.8500  869.6854  868.4477  1.2378 0  12  2.3e+002 1   FSVTIMR + Oxidation (M)
 1197 767.4400  3065.7309  3064.5838  1.1471 2  12  1.5e+002 1   MQKIGMPLLIHGEVTDPAIDIFDREAR

 282 508.6100  1015.2054  1013.5506  1.6549 0  12  2.6e+002 1   AGTGDKPLAGK

 1160 666.2900  2661.1309  2659.4176  1.7133 1  12  1.7e+002 1  MISAVGIPEVISKIEPALTSLMNSK + 2 Oxidation (M)

 1116 818.0100  2451.0082  2451.1926  -0.1845 1  12  1.8e+002 1   LKMPMGLITHNEFADGETYIR + Oxidation (M)

 201 445.1400  1776.5309  1775.8988  0.6320 1  12  7.8e+002 1   GEPGLPGLEGQPGPRGMK

 1200 529.8200  3172.8763  3171.5706  1.3058 2  12  1.3e+002 1   LANATHLVWATGGGMVPEAEMRAYLERGR + Oxidation (M)

 598 559.5100  1675.5082  1674.8399  0.6683 2  12  2.2e+002 1  MAGFIGKEKHAVDEK + Oxidation (M)

 698 607.5300  1819.5682  1817.9379  1.6302 0  12  2e+002 1   NMSPGGGLLTTLISGLCK

 1150 865.5800  2593.7182  2594.2720  -0.5538 1  12  1.6e+002 1   NLISVGATPLAMTDCLNYGSPEKK + Oxidation (M)

 261 497.7900  993.5654  992.5152  1.0503 1  12  3e+002 1   TQTRFGQR

 823 640.2600  1917.7582  1915.8768  1.8814 1  12  2.2e+002 1   TVVGADDYASMREVMTR + Oxidation (M)

 293 517.3800  1032.7454  1033.4862  -0.7408 0  12  3.2e+002 1   CQTEVIER

 226 928.1700  927.1627  926.4457  0.7170 0  12  2.3e+002 1   ISAYSSSGR

 351 565.6600  2258.6109  2258.0096  0.6013 0  12  7.1e+002 1   MHQEALSNPMEFDNDIVPR + Oxidation (M)

 259 497.7700  993.5254  991.4611  2.0644 0  12  3e+002 1   FPGGSDTPSK

 346 561.1200  1680.3382  1679.7971  0.5411 1  12  6.5e+002 1   GVAATAAGSMMEGKEVR + Oxidation (M)

 834 483.5100  1930.0109  1931.0337  -1.0228 2  12  2.7e+002 1   QRDGTLLQRAEVVGFSR

 591 831.3700  1660.7254  1660.8640  -0.1386 0  12  6.3e+002 1   ITGSVMNINIMPALR + 2 Oxidation (M)

 419 626.2700  1875.7882  1875.8936  -0.1054 2  12  7.3e+002 1   NGSSYKRTNGNVNHNSK

 917 663.6300  1987.8682  1989.0353  -1.1671 1  12  2.5e+002 1   TVPMFNDALAEINKIAAR + Oxidation (M)

 925 667.8700  2000.5882  1998.9945  1.5937 2  12  2e+002 1   SASLWSGKHDLPMERASK
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 358 571.5900  1141.1654  1141.6706  -0.5052 1  12  2.4e+002 1   EAKIQAELLK

 480 666.2800  1330.5454  1331.6290  -1.0836 2  12  3.1e+002 1   QGNRNDESTRR

 847 648.7800  1943.3182  1944.0330  -0.7148 2  12  2e+002 1   LYPSLSGGEKQRVHFAR

 321 533.2300  2128.8909  2129.0609  -0.1700 1  12  8e+002 1   GAPCRIPVMVADDLTASVNK + Oxidation (M)

 1148 517.7600  2583.7636  2582.1523  1.6113 0  12  1.6e+002 1   ECGETYVLAEYDGTFWSLLDSK

 106 347.6700  693.3254  691.3501  1.9754 0  12  3e+002 1   QGTASTK

 980 1047.7700  3140.2882  3138.6615  1.6267 1  12  4.4e+002 1   GLQIVDPRGFEAQINAWPGVVTVGLFAER

 1089 772.8500  2315.5282  2316.2074  -0.6792 2  12  1.8e+002 1   EVEQIHREVAFSKTSQTLSK

 397 605.0300  1208.0454  1206.5629  1.4825 0  12  2.2e+002 1   VIGFGNDSENR

 94 337.7700  673.5254  672.3303  1.1951 0  12  4.8e+002 1   NNAGAAR

 1020 545.7200  2178.8509  2179.0909  -0.2400 1  12  2e+002 1   FSSVNLSKYSTATSGQIYAR

 738 615.0800  1842.2182  1842.9668  -0.7486 1  12  2.3e+002 1   AFYNLAIKLGGYAWEK

 731 613.3600  1837.0582  1835.9433  1.1149 2  12  2.7e+002 1   MNFLAAAGVRRLCAMR

 1105 800.6000  2398.7782  2398.1699  0.6082 0  12  1.8e+002 1   FPDAQLVGIDHSQAMLASAQQR + Oxidation (M)

 890 658.5500  1972.6282  1971.9697  0.6585 2  12  2e+002 1   LIAPGRGANMGDGWETRR + Oxidation (M)

 999 537.4300  2145.6909  2146.0232  -0.3323 2  12  2e+002 1   GSPENSGFFAKVRDFFEGR

 225 926.9700  925.9627  924.4341  1.5286 0  12  2.1e+002 1   DLFDYPR

 438 638.7100  1275.4054  1274.7320  0.6735 2  12  2.7e+002 1   HKIAASVRHTR

 949 675.2700  2022.7882  2021.9948  0.7934 2  12  2.2e+002 1   MNLMTPEALGKLKEEMR + 2 Oxidation (M)

 334 551.4300  1100.8454  1101.5414  -0.6960 1  12  3e+002 1   KETGAEGASPR

 720 611.9800  1832.9182  1830.9952  1.9230 2  12  2.9e+002 1   VAIIAGKNRFVTDENGK

 266 498.7700  995.5254  996.4434  -0.9179 0  12  2.9e+002 1   SMSSVVEDK + Oxidation (M)

 735 921.4400  1840.8654  1839.9730  0.8924 2  12  2.8e+002 1   EAAYDKIYNIAKVGSAK

 812 635.9600  1904.8582  1904.1319  0.7262 2  12  2.8e+002 1   LKVAPATQPRALSIVQGR

 446 644.2400  1286.4654  1286.6143  -0.1489 0  12  3e+002 1   FSGSGAGTDFTLK

 784 626.9400  1877.7982  1878.9112  -1.1130 1  12  2.6e+002 1   DEWLKVEATSTAWTSR

 779 626.2500  1875.7282  1874.0659  1.6623 2  12  2.4e+002 1  MKAIAVLKGTSEVTGVVR + Oxidation (M)

 1213 911.1500  3640.5709  3638.8210  1.7499 2  12  1.2e+002 1   KEADSHVQSQHSEISELTAKLSTLEQALGIMSR + Oxidation (M)

 699 607.5300  1819.5682  1818.9363  0.6318 1  12  2.2e+002 1   TIGYRTDIDALPVEEK

 350 564.9700  1127.9254  1128.4944  -0.5689 0  12  2.7e+002 1   LTGQFCEMK + Oxidation (M)

 897 660.2400  1977.6982  1977.9466  -0.2484 0  12  2.2e+002 1  MEIVHIETGGSIAFSESR + Oxidation (M)

 933 669.9500  2006.8282  2006.0003  0.8279 2  12  2.5e+002 1   AHSEEHAASMGPELLRKK + Oxidation (M)

 1015 725.2500  2172.7282  2173.1023  -0.3742 2  12  2e+002 1   TYNSCLAIRKACEFLLSK

 866 650.5600  1948.6582  1946.9084  1.7497 1  12  2.2e+002 1   DFADFGYKQGDPIMTVK + Oxidation (M)

 38 528.4100  527.4027  526.3479  1.0549 0  12  2.1e+002 1   IIPGK

 323 534.2200  1066.4254  1064.5250  1.9004 1  12  2.9e+002 1   ARIYEEER

 599 559.7700  1676.2882  1676.8039  -0.5158 1  12  2.4e+002 1   QIGQLMSAGDKEGAEK + Oxidation (M)

 533 748.3900  2242.1482  2243.0688  -0.9206 2  12  7.9e+002 1   HPRSRNKPDYMPSMSPGVR + 2 Oxidation (M)

 786 627.5900  1879.7482  1879.9028  -0.1546 0  12  2.5e+002 1   MAQLLTQLMPSMDMVR + Oxidation (M)

 329 543.6100  1085.2054  1085.5353  -0.3298 1  12  2.8e+002 1   IDKEGANPDK

 370 579.9300  2315.6909  2315.0827  0.6082 2  12  8.3e+002 1   GMRHPWNEEEPKVFADMVK + Oxidation (M)

 395 402.4600  1204.3582  1202.6142  1.7439 1  12  2.9e+002 1   AKINSLEDGEK

 562 780.3500  1558.6854  1556.6855  1.9999 0  12  3.3e+002 1   YDQQYNIAGTDGGR

 800 633.2400  1896.6982  1895.9588  0.7393 0  12  2.4e+002 1   ETLNNLLAEHTGQSLEK

 119 369.3100  736.6054  734.4327  2.1728 0  12  2.7e+002 1   VTLAFGK

 1087 766.1400  2295.3982  2294.2059  1.1923 2  11  2.3e+002 1   NFLSLVEEVKAHFKSLYDR

 207 452.5600  903.1054  902.4280  0.6774 0  11  3.4e+002 1   DVGCSIPR

 1081 763.9900  2288.9482  2288.1543  0.7939 1  11  2.3e+002 1   ISITVPTDQMGNATSQIQGRR + Oxidation (M)

 374 583.4700  1164.9254  1163.6662  1.2592 0  11  2.6e+002 1   NGPLITIPSPR

 1011 723.6100  2167.8082  2166.1103  1.6979 1  11  2.3e+002 1   LTREGQMLADSLVAYGASLR + Oxidation (M)

 1164 682.2800  2725.0909  2724.4533  0.6376 1  11  1.9e+002 1   LLWLYQEVERPLSRVLAHMEAR + Oxidation (M)

 790 472.4600  1885.8109  1885.0210  0.7899 0  11  3e+002 1   FLWIAAASAATAAAQVPAR

 718 610.9300  1829.7682  1828.0418  1.7263 1  11  3e+002 1   LDRLVVLLDSGSTSVVR

 604 849.8700  2546.5882  2545.0955  1.4927 0  11  6.7e+002 1   ELWNYGIEESESHTPEDPMPVA + Oxidation (M)

 805 633.8800  1898.6182  1897.8848  0.7333 1  11  2.4e+002 1   HLSMHCKDMDAIIEAK

 360 572.7700  2287.0509  2285.0636  1.9873 2  11  9.4e+002 1   LNIINEMECRMACSSSKVK + Oxidation (M)

 622 863.3300  2586.9682  2587.1890  -0.2208 1  11  6e+002 1   GEKETGITTMLMDAGMDTGPMLLK + 3 Oxidation (M)

 831 642.6100  1924.8082  1925.9992  -1.1911 2  11  2.8e+002 1   DREMEIKAQIAAIAHSK + Oxidation (M)

 960 681.6200  2041.8382  2040.9164  0.9217 0  11  2.7e+002 1   TDDDDIFVGEGVDYTVPGK

 1067 756.6900  2267.0482  2268.2147  -1.1666 2  11  2.8e+002 1   DPEKPEASMEVKGQKLIITR
 140 387.5900  773.1654  771.4239  1.7416 0  11  4.2e+002 1   NTALPTR

 946 674.6100  2020.8082  2019.9895  0.8187 2  11  2.6e+002 1   DGRQMDKLVGAETSELQK + Oxidation (M)

 887 657.6500  1969.9282  1970.9013  -0.9731 0  11  3.1e+002 1   SVNTSMGFTPQAGVMMGTR

 782 626.2800  1875.8182  1873.9745  1.8437 1  11  3.1e+002 1   REEGSVGLSITVDSLANK

 494 680.7800  2039.3182  2037.9942  1.3240 2  11  8.1e+002 1   SRTKGYASMEYQLIGYR + Oxidation (M)

 244 481.6100  961.2054  959.5083  1.6971 2  11  3.5e+002 1  MTPRQRR + Oxidation (M)

 648 594.1400  1779.3982  1779.8937  -0.4956 1  11  2.5e+002 1   SMEDRAEQNLLPHLK

 1073 758.3600  2272.0582  2270.1941  1.8641 1  11  2.8e+002 1   TTVTHTMTLTGEIDPVTGRIK

 1002 719.9200  2156.7382  2157.1793  -0.4412 2  11  2.4e+002 1   DVQGLPNVDKIYSELLARK

 865 650.2500  1947.7282  1947.0499  0.6782 2  11  2.6e+002 1   DCGGLSTWKKLLDTILK

 162 402.3600  802.7054  803.4038  -0.6984 1  11  4.1e+002 1   RDTAWR

 752 619.9700  1856.8882  1854.8782  2.0100 1  11  3.4e+002 1   TGIDLPNEMTGYKGTSR + Oxidation (M)

 770 625.9300  1874.7682  1872.9516  1.8166 1  11  3e+002 1   AWIGDLLGGPLMSRESR + Oxidation (M)

 692 910.4000  1818.7854  1816.9043  1.8812 0  11  3.3e+002 1   VAVFTWHGCSLQLSGR

 1186 586.6400  2928.1636  2927.5790  0.5847 2  11  1.9e+002 1   LLLMDEPLAALDSQRKSEILPYLQR + Oxidation (M)

 558 515.9600  1544.8582  1544.8709  -0.0127 1  11  3.8e+002 1   KVVVSMGVGVALTNR + Oxidation (M)

 301 522.4100  1042.8054  1041.4403  1.3651 0  11  3.6e+002 1   YYDPNNEK

 998 537.4000  2145.5709  2146.0663  -0.4954 2  11  2.4e+002 1   VNKAMESGLHVKGYNAPGMK + Oxidation (M)

 1139 640.2700  2557.0509  2555.2117  1.8392 2  11  2.3e+002 1   TMPREMVESMTVLGQRMLGWR + 3 Oxidation (M)

 337 553.8800  1105.7454  1104.4836  1.2619 0  11  4e+002 1   HTYDEEGVR

 367 579.2400  2312.9309  2312.2390  0.6919 2  11  9.6e+002 1   FSTPVWISQAQGIRAGPQRLT
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 1178 564.0000  2814.9636  2814.2068  0.7568 0  11  1.9e+002 1   CPSDPNSQMVLMTSGLGDSLLAETEM + 2 Oxidation (M)

 280 508.1100  1014.2054  1012.5778  1.6277 1  11  3.3e+002 1   VDGAGLRGLR

 973 689.9600  2066.8582  2067.9830  -1.1248 1  11  2.9e+002 1   ENHPGMQIAVGGCLAQKDK + Oxidation (M)

 1189 594.2800  2966.3636  2966.3922  -0.0286 1  11  2.2e+002 1  MADEAIQEGEAAPSGTMDVMTALKEVLK + 2 Oxidation (M)

 516 713.3100  1424.6054  1423.8147  0.7908 1  11  3.6e+002 1   QLALLSGEGGRVPK

 763 622.3400  1863.9982  1862.9421  1.0560 0  11  3.4e+002 1   CSPPTLVGNSAHVAQGLR

 1086 574.8400  2295.3309  2293.1922  2.1387 2  11  2.8e+002 1   TVCSGLVKYIPLEQMQQRK + Oxidation (M)

 984 701.9900  2102.9482  2104.0841  -1.1359 0  11  3.1e+002 1   VLDVFEADLPAFGTDAVVAR

 732 920.4400  1838.8654  1836.8974  1.9680 1  11  3.4e+002 1   LRNLTYSAHMSLEMR + Oxidation (M)

 43 544.0900  543.0827  542.3792  0.7036 1  11  3.1e+002 1   AIKIV

 760 621.4700  1861.3882  1860.7432  0.6450 0  11  2.6e+002 1   ASGEYELEMSSGGSNDGR + Oxidation (M)

 798 948.4000  2842.1782  2840.4670  1.7112 1  11  6.5e+002 1   FETFSYLPPLSDAQIAKQVDMIIAK + Oxidation (M)

 935 670.3000  2007.8782  2006.1135  1.7646 2  11  3.1e+002 1   FKTPLLFSQEVRCLLR

 465 659.2700  1316.5254  1315.6271  0.8984 0  11  4e+002 1   AAFADMWFTLK + Oxidation (M)

 607 852.6400  2554.8982  2555.1793  -0.2811 0  11  6.8e+002 1   FRPTCSNISWMVCDMVEKPAK

 637 877.8400  2630.4982  2631.3941  -0.8960 2  11  7e+002 1   DIIAILGMDELAEEDKLVVYRAR

 643 589.8100  1766.4082  1765.9621  0.4461 1  11  2.7e+002 1   RMQERPIGPLVDALR + Oxidation (M)

 778 626.2300  1875.6682  1874.8792  0.7890 0  11  2.8e+002 1   AAASVQNNNAQIGEMVDK + Oxidation (M)

 1115 612.4700  2445.8509  2445.0675  0.7834 1  11  2.2e+002 1  MEAPASSSFSMVAEEDSEELRK + Oxidation (M)

 491 679.9300  1357.8454  1355.7409  2.1046 0  11  4e+002 1   EVGISLNGILGER

 765 936.3400  2805.9982  2806.4977  -0.4995 0  11  6.1e+002 1   ELEISQSNAISLLSHLWVANTAAALR

 771 625.9300  1874.7682  1873.0859  1.6823 2  11  3.2e+002 1   KAVLLSFRLNPMEVIK + Oxidation (M)

 638 586.3400  1755.9982  1753.8523  2.1459 0  11  3.6e+002 1   SVPLGIDTFDSSYPTR

 154 397.3500  792.6854  791.3847  1.3007 0  11  3.3e+002 1   IDLEMR + Oxidation (M)

 744 462.5700  1846.2509  1844.0632  2.1877 1  11  2.8e+002 1   ARHILLKPSPILSEDR

 1008 720.5900  2158.7482  2159.0933  -0.3451 0  11  2.5e+002 1   SFSNPVTVMQVAEDIGPGLAK

 1039 742.3400  2223.9982  2224.1423  -0.1441 2  11  3.1e+002 1   SGIPGASMGPPKSFGHDRLIGK + Oxidation (M)

 363 577.1800  1152.3454  1150.5838  1.7616 0  11  8.3e+002 1  MKPGSIVTMR + 2 Oxidation (M)

 378 586.8900  1171.7654  1171.6561  0.1094 0  11  4.3e+002 1   LIDLLTANSGR

 217 458.3600  914.7054  914.5338  0.1717 0  11  4.6e+002 1   AILGAAFPR

 1036 740.6900  2219.0482  2220.0198  -0.9716 2  11  3.2e+002 1   NEASPLQRSGRGIVCECCK

 1118 614.8000  2455.1709  2456.2113  -1.0404 1  11  3e+002 1   VMLGAGSVFSINRLMEEIEMSK + Oxidation (M)

 175 418.1500  834.2854  832.4039  1.8816 1  11  4.8e+002 1   GNDKTGNK

 696 910.4400  1818.8654  1818.8399  0.0255 1  11  3.7e+002 1   EFQAEFPFKCTYPR

 1046 559.5200  2234.0509  2232.1433  1.9076 1  11  3.3e+002 1   QRAFDVILSTGMDINSRPGR

 840 645.9300  1934.7682  1932.9979  1.7703 2  11  3.1e+002 1   KGYSDIQKIIGLSHEMV + Oxidation (M)

 575 799.9300  2396.7682  2396.2005  0.5676 2  11  8.6e+002 1   LPVISHGEDKELSKNGVMNEGK + Oxidation (M)

 238 477.2000  952.3854  950.4570  1.9285 1  11  3.6e+002 1   NQNEKYR

 265 498.3000  994.5854  994.4832  0.1023 0  11  3.9e+002 1   AEISDHAPR

 1062 753.5800  2257.7182  2258.1048  -0.3867 2  11  2.4e+002 1   VTVEVVNNMRFTGMGRNYR + Oxidation (M)

 1204 649.9100  3244.5136  3245.6476  -1.1340 2  11  2.2e+002 1   MNQFDSALHQGTPGVSVLDNRGHVIRELR

 110 354.3100  1059.9082  1059.5131  0.3951 1  11  1.1e+003 1   MDPARDSLR

 520 725.9000  1449.7854  1447.6990  2.0865 1  11  9.3e+002 1   RAWLSMAEQNAR + Oxidation (M)

 830 481.5100  1922.0109  1921.1360  0.8749 1  11  3.6e+002 1   TPILSARISAPASVIANLK

 285 511.1400  1020.2654  1020.5386  -0.2731 1  11  3.8e+002 1   VSAAMAKTAR + Oxidation (M)

 389 595.7500  1189.4854  1190.5965  -1.1110 0  11  4.7e+002 1   LILESGGAEMR + Oxidation (M)

 687 606.7000  1817.0782  1815.9400  1.1381 0  11  3.7e+002 1   ASPGMNSGDLAVLLINTK + Oxidation (M)

 813 477.5900  1906.3309  1906.9207  -0.5898 1  11  2.8e+002 1   GISEGFARNCVAVEVDGK

 501 691.2500  1380.4854  1380.6959  -0.2105 0  11  8.4e+002 1   GEIMFSGSPTVIK + Oxidation (M)

 1082 764.0100  2289.0082  2287.1055  1.9026 2  11  3.1e+002 1   KVWGEAVSYICGLREDYSR

 1157 664.2800  2653.0909  2651.2749  1.8160 1  11  2.5e+002 1   QGVLEEFGVTMIGATADAIDKAEDR + Oxidation (M)

 751 619.3700  1855.0882  1852.9101  2.1780 1  11  3.7e+002 1   FSENPLTTVMASRSASR

 1077 760.0000  2276.9782  2275.0871  1.8911 2  10  3.1e+002 1   AEGCKIIAVDNSPAMVERCR

 224 463.8100  925.6054  925.5345  0.0709 1  10  3.7e+002 1   DAKAPVLGR

 505 697.5600  2786.2109  2785.4320  0.7789 2  10  8.5e+002 1   QDVDFIVRETFESAITLSRATLMK + Oxidation (M)

 1052 749.9800  2246.9182  2245.0905  1.8277 1  10  3e+002 1   CSVGLMSSVVAPAKEPNAMGPK + Oxidation (M)

 636 585.4900  1753.4482  1752.0006  1.4476 2  10  3e+002 1   ARRLLGIDLGDDAIVR

 228 469.3200  936.6254  934.4607  2.1647 0  10  4.3e+002 1   QELSGISTT

 1209 587.3400  3517.9963  3516.7467  1.2497 1  10  1.8e+002 1   QYWFGNQDPVDTVVRTEIVHVWPGTDAFLK

 525 737.6300  1473.2454  1472.8272  0.4182 0  10  3.4e+002 1   IAILAAISAMVDAAK + Oxidation (M)
 930 669.2700  2004.7882  2003.0186  1.7695 0  10  3.1e+002 1   TPADVIVFAGVHFMAETAK

 156 397.8500  793.6854  793.3752  0.3102 1  10  3.3e+002 1   DATGMKR + Oxidation (M)

 1219 791.6900  3953.4136  3953.9211  -0.5075 1  10  1.3e+002 1  MSESTGIPQGSPAVGAAGSAPAAPGVGGTECSGAAVGSARIAVK + Oxidation (M)

 302 522.4700  1042.9254  1041.5818  1.3436 0  10  3.9e+002 1   LLITQDSPR

 1094 776.8300  2327.4682  2326.2103  1.2578 2  10  2.7e+002 1   IKTVQGINDFASMYEVLSRR

 541 503.5100  1507.5082  1506.6885  0.8197 2  10  3.4e+002 1  MRAHYEAKGGEDK + Oxidation (M)

 1108 601.6500  2402.5709  2401.3917  1.1792 2  10  2.6e+002 1   TAISLGVPEVPVRPIAERRVSR

 257 496.2900  990.5654  991.4975  -0.9320 0  10  5.4e+002 1   GPSGLEGTFK

 1223 738.7100  4426.2163  4426.3549  -0.1386 2  10  1.4e+002 1   HLANALPNATLVLLEYGGHASNITDPLPFQRALRAFLSTQP

 814 955.2400  3816.9309  3815.0478  1.8831 2  10  7.3e+002 1   IVPIWSAGIISLAAMTTQGTFTVSQALKMDRNLGPK

 1109 805.8800  2414.6182  2415.2137  -0.5956 1  10  2.6e+002 1   LMQIGISVKSHMSALENDAVEK + Oxidation (M)

 384 589.3000  1764.8782  1765.8590  -0.9809 1  10  1.3e+003 1   KLGITGSDDVMAMGIDK + Oxidation (M)

 772 625.9400  1874.7982  1874.0347  0.7635 1  10  3.9e+002 1   QNAVAPAAVARPAQRQAR

 1012 725.2400  2172.6982  2170.9982  1.7000 1  10  2.8e+002 1   AGVTIMEMIKEMDAGDMVAK + 2 Oxidation (M)

 203 446.5500  891.0854  890.5073  0.5782 0  10  4.2e+002 1   ATVSISVSK

 968 688.6200  2062.8382  2061.0491  1.7891 1  10  3.3e+002 1   DQSDFVGQTVELGELRLR

 497 685.3000  1368.5854  1369.6040  -1.0185 0  10  4.3e+002 1   CDMLLGAAMQTK + 2 Oxidation (M)

 722 612.4900  1834.4482  1833.9771  0.4711 2  10  3.1e+002 1   NVEGKQMLVPYRGSIK + Oxidation (M)

 253 494.8900  987.7654  986.5331  1.2323 1  10  5e+002 1   SIVPEMRR

 889 658.2500  1971.7282  1971.1517  0.5765 2  10  3.1e+002 1   KLGKTTVNGHLLSIYSLK

 891 658.5900  1972.7482  1971.9625  0.7856 2  10  3.1e+002 1   YIGWSMFDKVGDVRQR + Oxidation (M)
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 1110 606.8100  2423.2109  2423.4226  -0.2117 0  10  3.4e+002 1  MGSATVLEVILAIILPPVGVFLR + Oxidation (M)

 978 698.3100  2091.9082  2090.0168  1.8914 0  10  3.6e+002 1   VNEFSIGGVSVQDTPPSETK

 407 613.3700  1837.0882  1835.9088  1.1794 1  10  1.1e+003 1   VYLGDTVADDPSKLMGR

 414 619.8200  1237.6254  1235.5928  2.0326 1  10  4.4e+002 1   RGSGPSGLSGMSK + Oxidation (M)

 932 669.9500  2006.8282  2006.9884  -0.1602 1  10  3.5e+002 1   FDAFVKHIASMGLVDGER + Oxidation (M)

 963 685.3200  2052.9382  2051.0297  1.9085 1  10  3.7e+002 1   DAHGDPSFQVGGAVARVAAAR

 1106 601.0500  2400.1709  2400.2729  -0.1021 2  10  3.5e+002 1   VACGAAESVPLIRVTNLARTMR + Oxidation (M)

 470 661.8800  1321.7454  1319.6400  2.1055 0  10  4.5e+002 1   CGAAPIAAMMTVK

 1203 540.1600  3234.9163  3235.6291  -0.7127 2  10  2e+002 1   ELMKLGVEIGADVPYCLMRGTALAEGIGEK + Oxidation (M)

 981 700.8600  2099.5582  2100.2632  -0.7051 0  10  2.9e+002 1   VQGIMIGLAFTLTLGILLLV + Oxidation (M)

 343 558.5100  1115.0054  1115.5935  -0.5880 1  10  1.1e+003 1   AIGKEAGGAAGSK

 721 918.0100  3668.0109  3667.8259  0.1850 2  10  8.5e+002 1   EMAVIEAQMERIPSLLHETDTILPEEMNKLR + 2 Oxidation (M)

 1058 751.7800  2252.3182  2253.1113  -0.7931 1  10  3.4e+002 1   LHHNLGNVFMALRSWDEAK + Oxidation (M)

 1076 569.6600  2274.6109  2275.1808  -0.5699 1  10  2.8e+002 1   LLAYRPDGIDISSGIETDGRK

 420 418.2000  1251.5782  1252.6095  -1.0313 2  10  4.5e+002 1   HQKMHSGEKR + Oxidation (M)

 185 431.3800  860.7454  859.4803  1.2651 0  10  4.6e+002 1   FAGDILPK

 871 980.9600  1959.9054  1960.0391  -0.1337 2  10  8e+002 1   AEYTVRHNRGTGALFLR

 1049 748.0000  2240.9782  2240.2351  0.7431 1  10  3.5e+002 1  MRVLILGSGVVGVATAYYLSR + Oxidation (M)

 1021 1092.6200  4366.4509  4364.3567  2.0941 2  10  7.2e+002 1   GSKLWIIMEYLAGGSVLDLMKPGPFDEGYIAIILRELLK + Oxidation (M)

 1000 537.6900  2146.7309  2147.2790  -0.5481 2  10  3e+002 1   VELQIAIETLLRRLPDLR

 704 607.5400  1819.5982  1820.1611  -0.5629 2  10  3.3e+002 1   IGLVIVKSISLRNPLAK

 559 516.0000  1544.9782  1543.7994  1.1787 0  10  4.5e+002 1   DAGYLVNAAAPDVIR

 415 620.7800  1239.5454  1237.6376  1.9078 0  10  4.6e+002 1   FVMASASTPISK

 1080 762.4200  2284.2382  2282.2490  1.9891 0  10  3.7e+002 1   HLTLVGQAMGSMLLTIEALLR + Oxidation (M)

 399 605.9400  1209.8654  1207.6785  2.1869 1  10  3.7e+002 1   ALRGPAGLGPGSR

 468 660.6700  1319.3254  1317.7075  1.6180 2  10  3.9e+002 1   KRIDMGVEQVK + Oxidation (M)

 186 431.3900  860.7654  859.4552  1.3102 0  10  4.7e+002 1   DVAPGVFR

 454 650.6300  1299.2454  1299.6493  -0.4038 2  10  3.8e+002 1   KLMGEGSGYSKK + Oxidation (M)

 603 564.6100  1690.8082  1690.8023  0.0059 2  10  4.6e+002 1   DPDFNQSNGGTKRQK

 1090 773.7100  2318.1082  2316.2876  1.8206 1  10  3.8e+002 1   TVALCVGTAVAFGIGIGLKEGVGK

 325 534.2800  1066.5454  1065.5753  0.9701 2  10  4.5e+002 1   ARAFAKQMK + Oxidation (M)

 593 831.8600  1661.7054  1659.7199  1.9856 0  10  9.6e+002 1   WHDTMAVSDPTAEGK + Oxidation (M)

 463 658.1700  1314.3254  1312.6169  1.7086 1  10  4e+002 1   GYWTRCMAIR

 1093 1164.4600  3490.3582  3488.7137  1.6445 1  10  5.9e+002 1   YKPTMQEYMKVALLSSGYMMMTINSLAVIK + 3 Oxidation (M)

 1114 612.1700  2444.6509  2445.1846  -0.5337 0  10  2.8e+002 1   VPLPPSDTAPGPQLPADPCSQSSK

 126 376.8100  751.6054  750.3404  1.2650 0  10  3.6e+002 1   MQPMTK + Oxidation (M)

 788 628.9800  1883.9182  1884.0033  -0.0851 2  10  4.4e+002 1   LEEIPYNKFFKTVEK

 1135 848.0500  2541.1282  2542.2896  -1.1615 0  10  3.3e+002 1   NVQIQEYVIGVPVYPHYFYSK

 632 582.8800  1745.6182  1745.8011  -0.1829 1  10  3.7e+002 1   ACGKEMVNHVIDAMR + Oxidation (M)

 1187 586.6900  2928.4136  2928.5789  -0.1653 2  10  3.1e+002 1   VAIAVLGENMRVRSIAPLVPAPHMSER + Oxidation (M)

 1119 614.9100  2455.6109  2454.1294  1.4815 1  10  2.8e+002 1   NLPNDDLLDAMDKYVDSMELK + Oxidation (M)

 764 623.9900  1868.9482  1868.9857  -0.0375 2  10  4.4e+002 1   WTGIPVTRLGQNDKER

 292 515.0000  1027.9854  1026.4618  1.5236 0  10  4.2e+002 1   SSDSFTDLR

 1070 757.2600  2268.7582  2268.2511  0.5070 0  10  3e+002 1   VAILTAGGLAPCLSSAIGSLIER

 991 712.6200  2134.8382  2135.1184  -0.2802 1  10  3.4e+002 1   DSYKIVLPTPTSNALLMEK + Oxidation (M)

 841 969.2700  2904.7882  2905.3591  -0.5710 0  10  7.7e+002 1   GDQGPTGPAGQNGLHGPPGEPGTVGPEGPSGK

 561 780.3000  2337.8782  2337.0841  0.7941 2  10  9.7e+002 1   ARLYDKMQSEHMEELSAQR + Oxidation (M)

 316 530.3100  1058.6054  1059.4945  -0.8891 0  10  6.1e+002 1   GANSLVGDGDR

 330 544.0800  1086.1454  1086.6186  -0.4731 0  10  4.5e+002 1   QKPLFEVAR

 1009 1082.7400  2163.4654  2162.2059  1.2596 2  10  6.8e+002 1   RGDVVILRSPENPEELLVK

 91 329.9800  657.9454  656.2952  1.6503 0  10  5.8e+002 1  MSVHAP + Oxidation (M)

 445 644.1900  1286.3654  1286.8074  -0.4420 1  10  4.3e+002 1   SLFLIANRLLK

 1078 761.6800  2282.0182  2281.0793  0.9389 0  10  3.8e+002 1   AIGGTPIMNGEYMVDCSLIPK + Oxidation (M)

 585 549.5100  1645.5082  1644.9345  0.5737 2  10  3.9e+002 1   LRATGTDKLVGLVMR + Oxidation (M)

 1201 645.0200  3220.0636  3220.5645  -0.5009 1  10  2.2e+002 1   LIEYMDVGNRNQWTLDQVLPAAQMVER + 2 Oxidation (M)

 1103 794.0900  2379.2482  2378.3110  0.9371 0  10  3.9e+002 1   LPGLIAHQEVIFGAPGQVYTLR

 179 424.4800  846.9454  846.4130  0.5324 1  10  5.1e+002 1   KGVCNNR

 70 603.5200  602.5127  602.3136  0.1991 0  10  9.1e+002 1   ASAAQR

 474 662.5400  1323.0654  1322.6579  0.4076 1  10  3.8e+002 1   IFSTSNGGQERK

 379 587.3400  1172.6654  1170.5927  2.0727 0  10  6e+002 1   ARPELANNMR
 131 379.1600  756.3054  756.4031  -0.0976 0  10  5.4e+002 1   AHLNFR

 589 553.3900  1657.1482  1655.7977  1.3504 0  10  4e+002 1   IPVSPSEGIEGHCFK

 555 770.8100  1539.6054  1538.7334  0.8721 1  10  4.5e+002 1   DGYPVGCMVTLRR + Oxidation (M)

 1100 786.2900  2355.8482  2356.2710  -0.4229 1  10  3.2e+002 1   TILTKSERPELTSAQNVVTGGR

 582 817.3200  3265.2509  3264.8122  0.4387 2  10  9.8e+002 1   QSKALGTVWIQGIPIEVVPDAYNKVIADLK

 1154 872.4200  2614.2382  2612.1516  2.0865 1  10  3.7e+002 1   DGAASKQVSQSDTEGDPLMNMLMR + 2 Oxidation (M)

 486 673.1200  1344.2254  1342.6160  1.6094 2  10  4.4e+002 1   NDDHMDLRRR + Oxidation (M)

 641 882.1400  2643.3982  2643.2468  0.1514 0  10  9.7e+002 1   AYPAMFVGTGLWDSQVQYWEPAK

 530 744.8400  1487.6654  1488.7361  -1.0707 0  10  5.5e+002 1   ALYTLPEGFDAHR

 441 640.5600  2558.2109  2559.4034  -1.1925 2  10  1.2e+003 1   RAPALLLQSRASEVFGVDIHPGAR

 688 909.8700  1817.7254  1817.8730  -0.1476 1  10  4.3e+002 1   SPSWTEGVSSPAAQRMK

 922 1000.5500  2998.6282  2997.4034  1.2248 2  10  9.6e+002 1  MLELYEKDSNKLEDQIMHWQLMR + 3 Oxidation (M)

 1205 678.1900  3385.9136  3386.7517  -0.8381 0  10  2.4e+002 1   HQHQLNTQIESLPQMVGVVGLEIHAQIHSK + Oxidation (M)

 287 512.5900  1023.1654  1022.4339  0.7316 1  9  4e+002 1   DENGDKMSK

 77 620.3900  619.3827  618.3449  1.0378 1  9  7.1e+002 1   ATGKSR

 405 612.7600  1223.5054  1221.5917  1.9137 0  9  5e+002 1   AISYYDYSLK

 654 895.9200  3579.6509  3580.8454  -1.1945 2  9  1.1e+003 1   LGQVAQPLRAAMTGGATSPGIDATLAALGRDEVMAR + Oxidation (M)

 1048 747.5500  2239.6282  2240.0532  -0.4250 2  9  3.3e+002 1   IYLDRVDKFMSAEGNDDPR

 729 918.9600  3671.8109  3672.9185  -1.1076 2  9  1e+003 1   LASILAKLMNLPAPSPDAPREAVVVPPVPDQDHEA + Oxidation (M)

 736 614.7600  1841.2582  1841.9444  -0.6862 2  9  3.8e+002 1   LSAYKTIGSMEEKIEK + Oxidation (M)

 1165 685.0200  2736.0509  2736.3310  -0.2801 2  9  2.9e+002 1   QIGALKGKGEDTSAVMAEVSGIGDEMK + Oxidation (M)
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 724 612.7600  1835.2582  1835.8459  -0.5877 0  9  3.8e+002 1   SIMGGLLVQDTDDSEEK

 188 865.0100  864.0027  863.4753  0.5275 0  9  4.8e+002 1   YDLVAVGK

 90 329.9700  657.9254  656.3129  1.6125 0  9  6.3e+002 1   LTHAES

 521 485.7200  1454.1382  1454.7882  -0.6500 1  9  4.1e+002 1   AEELGVPVGPKFGR

 929 1002.5200  3004.5382  3003.4542  1.0840 1  9  1e+003 1   VSLYELLMNVCHSLTNNESLPERNR + Oxidation (M)

 817 639.2500  1914.7282  1914.8501  -0.1219 1  9  4e+002 1   MAGVTGGMQMPPGFKMPF + 2 Oxidation (M)

 797 631.6100  1891.8082  1892.9084  -1.1003 1  9  4.7e+002 1   SCKGVSVDAAECTALGLR

 1098 782.6600  2344.9582  2345.1006  -0.1424 2  9  3.7e+002 1   AAYFKQAEYGMYARMALMAK + 2 Oxidation (M)

 653 358.0600  1785.2636  1783.8267  1.4370 0  9  4e+002 1   AIGVSQMAAMLSGEMTR + 2 Oxidation (M)

 1210 712.4000  3556.9636  3554.7641  2.1995 1  9  2.4e+002 1   QQAYVDGAWVDADNGQTIKVNNPATGEIIGSVPK

 624 579.3500  1735.0282  1734.8611  0.1671 1  9  5.1e+002 1  MAGWGESAGKALDSIVK + Oxidation (M)

 972 689.6700  2065.9882  2066.0354  -0.0472 1  9  4.8e+002 1   DMFETSKTTIVPIIGGGER + Oxidation (M)

 495 681.1200  1360.2254  1358.5772  1.6482 0  9  4.6e+002 1   EEMGEHQQGLSV + Oxidation (M)

 1215 911.6400  3642.5309  3641.7936  0.7373 2  9  2.1e+002 1   ELMLEEIRSNLADTHIHFDHYVSEKSLYPR

 373 583.0400  1164.0654  1163.6550  0.4104 1  9  4.5e+002 1   GTKLAVEATFK

 1097 780.4400  2338.2982  2336.1873  2.1109 2  9  4.3e+002 1   LVHSGSDRLAGSKYSLVDYNR

 802 633.2700  1896.7882  1894.9029  1.8852 1  9  4.5e+002 1   CISMHGITERYLSGQK + Oxidation (M)

 1198 520.1700  3114.9763  3114.5179  0.4585 2  9  2.5e+002 1   LSAYAKIQEIEVPDEKAPEHLSTEDMR + Oxidation (M)

 300 347.9400  1040.7982  1039.5563  1.2419 1  9  4.6e+002 1   LRDWTPPR

 1175 933.5700  2797.6882  2798.4414  -0.7532 2  9  3.1e+002 1  MAMMMNLAVSLVTSERIVTTLPKAK + 4 Oxidation (M)

 500 688.9000  1375.7854  1373.7779  2.0075 0  9  6.2e+002 1   ALQHDLVVPNIR

 196 440.8300  879.6454  877.4909  2.1545 0  9  5.3e+002 1   GIYLSTPK

 102 346.2000  690.3854  691.2959  -0.9105 0  9  8e+002 1   DGTMPR + Oxidation (M)

 348 563.7300  1125.4454  1126.5843  -1.1389 1  9  5.2e+002 1   GIDGSNRVPGR

 514 710.6900  1419.3654  1417.6040  1.7615 0  9  4.6e+002 1  MFETCEAIVMR + 2 Oxidation (M)

 1005 719.9300  2156.7682  2156.9896  -0.2214 0  9  3.8e+002 1  MDEEGAPLSEGVQVVDPDVR + Oxidation (M)

 272 503.5100  1005.0054  1005.4549  -0.4495 1  9  5.5e+002 1   KEVCEDAR

 1025 1105.5800  3313.7182  3313.5345  0.1837 1  9  9.6e+002 1   DNMYFTKIDEADYAVKPMNCPGSILVYK + 2 Oxidation (M)

 426 631.2100  1260.4054  1260.7224  -0.3169 2  9  5.3e+002 1   ALMEAVLKKSR + Oxidation (M)

 534 750.9000  1499.7854  1497.7674  2.0180 0  9  6e+002 1   EAAEELIEQLTPR

 1191 750.5200  2998.0509  2998.3751  -0.3242 1  9  2.8e+002 1   FAPGRMPPGAMAPGGMPPGAFPMFPPDPR + 3 Oxidation (M)

 221 308.2700  921.7882  922.4364  -0.6483 0  9  4.8e+002 1   VQMIMNR + 2 Oxidation (M)

 513 472.4300  1414.2682  1412.6911  1.5771 1  9  4.8e+002 1   ITSMHFYGWKK + Oxidation (M)

 1013 725.2400  2172.6982  2172.9447  -0.2465 2  9  3.8e+002 1   KAAEASAKFSDDSSDEDWSK

 504 464.1400  1389.3982  1389.7259  -0.3277 2  9  4.9e+002 1   SSGGGMRGRALAVR + Oxidation (M)

 548 762.8400  1523.6654  1523.7355  -0.0701 0  9  5.6e+002 1   DSFDIVLESVDASK

 1145 645.5300  2578.0909  2578.0435  0.0474 0  9  3.7e+002 1   IAENQEPEDEPMGGEESDSAASMR

 842 646.9400  1937.7982  1936.0266  1.7716 2  9  4.7e+002 1   EGVIDFTSGSDLRVVKSK

 254 494.9000  987.7854  988.5077  -0.7222 0  9  6.5e+002 1   IEGLTAEEK

 116 359.1600  716.3054  716.3929  -0.0875 1  9  9.7e+002 1   DRTGIR

 592 831.4300  3321.6909  3320.6711  1.0198 0  9  1.4e+003 1   LGSYFGAAVCAADLNGDGLSDLLVGAPIQSTIR

 826 640.9300  1919.7682  1920.0177  -0.2495 2  9  4.8e+002 1   HQGESAKVTLKLPQDNR

 79 621.7400  620.7327  621.3486  -0.6159 0  9  5.3e+002 1   VGVYGK

 811 635.9000  1904.6782  1902.9040  1.7741 0  9  4.4e+002 1   VGDCNAMVVAGGVGANGAIR + Oxidation (M)

 1226 776.3700  4652.1763  4650.2884  1.8879 2  9  1.7e+002 1   TSRLFTLVLIVLAMNVMMAIISDPVVEAVGCEECPMHCKGK + 2 Oxidation (M)

 375 584.4100  1166.8054  1166.4840  0.3215 0  9  5.3e+002 1   ATDADEGEFGR

 584 821.8600  1641.7054  1642.8638  -1.1584 1  9  1.3e+003 1   GLRVVAAEITDGGETR

 1218 781.6600  3903.2636  3904.0550  -0.7914 0  9  2.1e+002 1   IIQVLGPVVDVEFESYLPAIFEALDINFEVNGVQK

 1065 1132.6500  4526.5709  4525.3917  1.1792 2  9  9.5e+002 1   KYTFGIAENESLVGIVTGLAYTETGGDILMIESVLIPGKGEIK

 1156 660.5800  2638.2909  2638.3862  -0.0953 1  9  4.6e+002 1   AAMYLAGLIDTLEYRLPLCKPSK + Oxidation (M)

 1172 559.4400  2792.1636  2793.2374  -1.0738 0  9  3.7e+002 1   GENRPVCFPSSNETSIDTYMQFAK + Oxidation (M)

 1208 694.6900  3468.4136  3466.5630  1.8506 1  9  2.6e+002 1   QEAESQPCTSTLPREVGGGHGCTSPPFPQEAR

 1084 765.3000  2292.8782  2291.0793  1.7989 1  9  4.1e+002 1   LCIRWDEEYPNYGIAQHK

 144 390.5100  779.0054  777.3075  1.6979 0  9  5.4e+002 1   EMNGDGR

 777 938.6500  2812.9282  2811.5429  1.3853 1  9  1e+003 1   GTAILAFGTPLAAALAVGERIGATVANMR

 1221 808.9800  4039.8636  4039.9666  -0.1030 2  9  2.3e+002 1   EEDAQLLDLARELPNQWRTIADMMARPAQVCVER + Oxidation (M)

 256 495.8400  989.6654  990.5247  -0.8592 0  9  8.2e+002 1   EVHQTHIK

 1041 558.8200  2231.2509  2232.2010  -0.9501 1  9  5.3e+002 1   KNLFLMIAVLAASPVMGQDAK + Oxidation (M)

 473 662.2000  1322.3854  1321.5755  0.8100 0  9  5e+002 1   CADQVAVMEAGR + Oxidation (M)

 627 871.5800  3482.2909  3482.7246  -0.4337 2  9  1.1e+003 1   CSTNTAAIKDPSLINRASEHVGSQACVIGIDAK
 683 906.2400  1810.4654  1809.8931  0.5723 1  9  1.1e+003 1   KDLADCVVGFGSSTLGGK

 240 477.6100  953.2054  952.4535  0.7519 1  9  4.4e+002 1  MSETVKDK + Oxidation (M)

 1192 751.9400  3003.7309  3004.5367  -0.8058 1  9  3.5e+002 1   HVVITSVTRDDLADGGAQHFADVVNQIK

 1214 911.4000  3641.5709  3641.8326  -0.2617 2  9  2.6e+002 1   GGVGGGGGTKAPKPSFVSYVRPEEIHTDEKEVTEK

 127 376.8600  751.7054  750.3330  1.3724 0  9  4.3e+002 1   QSDVMR + Oxidation (M)

 273 503.5500  1005.0854  1003.5815  1.5040 1  9  6.2e+002 1   IDNFLKVR

 488 450.6600  1348.9582  1348.6293  0.3289 1  9  5.6e+002 1   DKLPDSGDSMLR + Oxidation (M)

 1188 593.3500  2961.7136  2962.5144  -0.8008 1  8  3.6e+002 1   ETGLGGLAATPTGIALKMQIFGQDMSIDK

 283 510.6100  1019.2054  1017.5203  1.6852 1  8  6.3e+002 1   AAEISDTRR

 662 899.9400  1797.8654  1795.8166  2.0489 0  8  6.3e+002 1   GTIYYGFLPDADHGDR

 1193 602.6600  3008.2636  3008.5852  -0.3216 2  8  3.5e+002 1   LKDLEEGIQALMQELEDGSPRVGQILK

 758 620.8200  1859.4382  1858.0789  1.3593 1  8  4.9e+002 1   PGITATSLHVAPGARLAVK

 835 966.6400  2896.8982  2895.4623  1.4359 1  8  1e+003 1   LDIDQWHGLLSGGSPEELMAKAMILR + Oxidation (M)

 328 541.5500  1081.0854  1080.6404  0.4451 1  8  4.9e+002 1   LSGVVKSVHR

 1072 758.0100  2271.0082  2269.0763  1.9318 1  8  5.3e+002 1   YREDGSENPDFVLNKPAYR

 148 392.9200  783.8254  783.4239  0.4015 0  8  4.5e+002 1   SPGGTPIR

 1158 664.7800  2655.0909  2654.1346  0.9563 2  8  4.1e+002 1   YSCGGGGCGACTVMISRYNPESKK + Oxidation (M)

 288 513.0400  1024.0654  1024.6505  -0.5851 1  8  5e+002 1   VAAIGIRVAR

 394 602.1400  1202.2654  1202.5639  -0.2985 1  8  6.3e+002 1   EEAQRSAQER

 493 680.7500  1359.4854  1358.7378  0.7476 2  8  6.5e+002 1   AKISGQNSSVRGR

 678 603.0700  1806.1882  1806.9992  -0.8111 0  8  5.3e+002 1   LLWQTSAVIQGLVDHK
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 1122 619.8300  2475.2909  2474.2588  1.0321 1  8  5.5e+002 1   EVTHGTTGLDLFREKPTTAVMR + Oxidation (M)

 743 462.3200  1845.2509  1845.8969  -0.6460 1  8  5.1e+002 1   TLEEAIRSDTSGHFQR

 297 520.4800  1038.9454  1039.5186  -0.5731 0  8  5e+002 1   YASSTASALVA

 352 566.0500  1130.0854  1128.6186  1.4669 2  8  6.4e+002 1   DPLAVRRMR + Oxidation (M)

 606 567.1000  1698.2782  1698.8424  -0.5643 1  8  5.2e+002 1   KQAQDQPETSEPTLK

 1206 850.8600  3399.4109  3400.5446  -1.1337 2  8  3e+002 1   SKDLNSCEEKVQVVTGSAYTQPCQTCQQR

 227 468.7900  935.5654  936.4811  -0.9156 2  8  8.1e+002 1  MNASSKKR + Oxidation (M)

 477 665.6300  1329.2454  1328.7048  0.5406 1  8  6e+002 1   VEILNGEQRGSK

 1168 555.1100  2770.5136  2770.3306  0.1830 0  8  4.8e+002 1   GWDILGAVIGTECGTLESGSSMVFLR + Oxidation (M)

 189 435.7400  869.4654  867.5542  1.9113 0  8  7.2e+002 1   LSPLAVLR

 1066 756.0400  2265.0982  2265.1140  -0.0158 0  8  6e+002 1   WTPDVYAGAPAPMATFLATAAK + Oxidation (M)

 237 476.3500  950.6854  951.4774  -0.7919 0  8  7e+002 1   ASAPAADPPR

 633 582.9100  1745.7082  1746.8280  -1.1199 2  8  6.5e+002 1   KYAQQTTSMKDGMVK + 2 Oxidation (M)

 1143 643.2500  2568.9709  2569.3111  -0.3402 2  8  4.3e+002 1   DLKVVMDLVVNHTSTEHKWFR + Oxidation (M)

 122 370.9300  739.8454  740.3891  -0.5436 1  8  3.8e+002 1   VMKGYK + Oxidation (M)

 418 625.8900  1249.7654  1249.6094  0.1561 1  8  7.8e+002 1   MMPGRMVGVTR + Oxidation (M)

 839 967.7100  2900.1082  2900.5582  -0.4500 2  8  1.2e+003 1   EPARTVSTPAFMEPAPVSKKPLPPPTR

 1127 829.5000  2485.4782  2484.2755  1.2027 2  8  4.9e+002 1   NHSGGAGTGAIMGSKNLKAIAVEGTK + Oxidation (M)

 427 633.1500  1264.2854  1264.6313  -0.3458 1  8  5.9e+002 1   RNPAFAADTFR

 47 554.8200  553.8127  554.3176  -0.5049 0  8  3.4e+002 1   PVPSR

 821 640.2300  1917.6682  1916.0149  1.6533 1  8  5.3e+002 1   IIIQRDSEQQMISIAR + Oxidation (M)

 431 636.0800  1905.2182  1904.8761  0.3421 1  8  1.8e+003 1   NMPWDDVKDCVEIIR + Oxidation (M)

 745 462.5800  1846.2909  1844.9857  1.3052 2  8  5.5e+002 1   NFLAGSKDNVIRQLDR

 936 1005.0800  3012.2182  3011.4772  0.7409 2  8  1.3e+003 1   TMDIGGDKELPYLDLPKEMNPFLGFR + Oxidation (M)

 340 555.8900  1109.7654  1107.5747  2.1908 0  8  6.4e+002 1   VFVLEAQMR + Oxidation (M)

 789 943.0500  2826.1282  2825.5386  0.5896 0  8  1.4e+003 1   SGSLSIDTQIIQQLIPGLTSGASLDIAK

 1220 802.1300  4005.6136  4005.1114  0.5022 1  8  2.3e+002 1   GVFLDRFEGALYPESGVEVLLPYDLPLMILSHFLR

 459 654.2600  1306.5054  1304.6837  1.8218 2  8  7.4e+002 1   HKDHAAEIEKK

 467 660.2500  1318.4854  1318.6629  -0.1775 1  8  7.6e+002 1   GDAFEIVAGERR

 1183 725.2200  2896.8509  2896.2796  0.5712 0  8  3.9e+002 1   TFAGQASDDETCLYHAGVPIFHEGMK + Oxidation (M)

 109 351.2700  700.5254  701.3820  -0.8566 1  8  1.1e+003 1   TSKGGPR

 319 531.8500  1061.6854  1059.5747  2.1108 0  8  9.2e+002 1   ELVLGLGMGR + Oxidation (M)

 524 736.6100  1471.2054  1470.7565  0.4489 0  8  6.3e+002 1   LPDLNATSIEAAEK

 860 973.5000  1944.9854  1943.0146  1.9708 0  8  7.2e+002 1   TSLGNGPMVSAAISQNGLVK

 487 674.3100  1346.6054  1345.7452  0.8602 2  8  8.7e+002 1   SAKLEEKTAELK

 1184 580.4800  2897.3636  2896.3120  1.0516 0  8  5e+002 1   VCVFGDQHHLDEAAAGNIPAMSADDLK + Oxidation (M)

 1224 756.8100  4534.8163  4535.2650  -0.4486 1  8  1.8e+002 1  MAAAAATAVGPGAGSAGVAGPGGAGPCATVSVFPGARLLTIGDANGEIQR + Oxidation (M)

 791 630.7200  1889.1382  1886.9408  2.1974 2  8  6.9e+002 1   ETSSCVREYKSILTSK

 401 607.0400  1212.0654  1212.6172  -0.5518 0  8  6.3e+002 1  MPPAEALEALR + Oxidation (M)

 152 395.5400  789.0654  787.4916  1.5739 2  8  9.2e+002 1   GIKKAGSK

 985 708.3100  2121.9082  2122.0663  -0.1582 2  8  6.5e+002 1   KMGNGMADFVVNGELTGVRK

 416 621.3700  1240.7254  1238.6843  2.0411 2  7  8.8e+002 1   EKASRPGRNPK

 1211 906.4000  3621.5709  3619.8516  1.7193 2  7  3.4e+002 1   SPTTDRIAVVGGSISGLTAALMLRDAGVDVDVYER + Oxidation (M)

 155 397.8500  793.6854  792.3436  1.3419 0  7  6.6e+002 1   DGLEMGR + Oxidation (M)

 845 970.7600  2909.2582  2909.5936  -0.3354 1  7  1.4e+003 1   KDHILNVVNIVPLTPMALVPPEEVEK + Oxidation (M)

 37 528.3200  527.3127  526.2136  1.0991 0  7  5.6e+002 1   AQGHD

 496 683.3200  1364.6254  1362.7507  1.8748 1  7  8.6e+002 1   YQKLQAPTLSSK

 510 707.6700  1413.3254  1411.7684  1.5570 2  7  6.8e+002 1   GKIGTHSGRFPQK

 620 862.6400  1723.2654  1721.9386  1.3269 2  7  6.1e+002 1  MKENLTNLFEKVIK + Oxidation (M)

 133 379.1700  756.3254  754.3167  2.0087 1  7  9.2e+002 1   EKMSGTS + Oxidation (M)

 567 787.9700  1573.9254  1573.8087  0.1168 0  7  8.7e+002 1   VELTIEVEAEEVSK

 1120 615.4100  2457.6109  2455.4099  2.2010 1  7  5.1e+002 1  MILFYVFVVLALVSGAMVIRAK + Oxidation (M)

 1195 607.9600  3034.7636  3033.5739  1.1897 2  7  4.4e+002 1   RRINMGLMQAGVTIIDPETTYIDATVR

 211 454.4400  906.8654  905.5222  1.3432 1  7  7.4e+002 1   ELSIKVAF

 51 561.3100  560.3027  559.2966  1.0062 0  7  1.5e+003 1   GGLEGK

 371 580.4300  1158.8454  1157.6153  1.2302 1  7  9e+002 1   GDVRGSVEALR

 235 948.1500  947.1427  945.4628  1.6799 0  7  8.5e+002 1   NSGTLQGNR

 977 696.0600  2085.1582  2083.9673  1.1909 1  7  7.5e+002 1   MEGEGFARSSINPFLFPGE

 434 637.2300  1272.4454  1272.6721  -0.2266 2  7  8.6e+002 1   GQKSRSGPGIMR

 672 900.1100  3596.4109  3595.8311  0.5798 2  7  1.6e+003 1   HDIPVYINEPKQFGSKAAYEQHLVTLLNEDK
 364 577.4200  1152.8254  1151.6121  1.2133 1  7  7.2e+002 1   CRLQFLTSK

 1227 809.2000  4849.1563  4847.4310  1.7254 2  7  1.9e+002 1   RLVDGVVAGIAGYGNCVGVPTVAGETNFHKGYNGNILVNAMCVGLAK + Oxidation (M)

 95 677.9600  676.9527  676.3140  0.6387 0  7  8.9e+002 1   GAEASSR

 490 677.3300  1352.6454  1350.6714  1.9740 0  7  9.1e+002 1   CSVLAAANSVFGR

 1169 694.6900  2774.7309  2775.5080  -0.7771 1  7  4.9e+002 1   RALTIAIGGMVLPFLIGAAFSFSMHR

 596 559.1000  1674.2782  1672.8003  1.4778 1  7  6.9e+002 1   SETTATSTTTTKTTDK

 1225 762.2900  4567.6963  4567.1465  0.5498 1  7  2e+002 1   VTSLFTPVMMKTTDMLDTSLEPVTTSPPSMNITSDESLATSK + 4 Oxidation (M)

 546 761.5900  1521.1654  1519.7567  1.4087 1  7  6.9e+002 1   MKWFAYLLSMSK + Oxidation (M)

 1092 776.3500  2326.0282  2326.1780  -0.1498 0  7  6.8e+002 1   SLNVSMGEQIHIAAWPIYPGK + Oxidation (M)

 88 642.7500  641.7427  641.3497  0.3931 0  7  5.9e+002 1   TSGIHK

 723 918.4200  1834.8254  1835.0741  -0.2486 1  7  8.4e+002 1   LTLPKAGQSSSLRPKPR

 869 979.1500  3912.5709  3912.1046  0.4663 2  7  1.5e+003 1   VMGLGLFLLVFMLGLGLTPPTLAQDNSRYRDFLTK + Oxidation (M)

 605 850.0400  1698.0654  1696.9117  1.1538 1  7  7.8e+002 1   MHIAQGVMKVINVNK + Oxidation (M)

 974 690.3600  2068.0582  2068.9499  -0.8917 1  7  8e+002 1   YWVHNAWVTMSGEKMSK + Oxidation (M)

 1180 712.3200  2845.2509  2843.3577  1.8932 0  7  5.6e+002 1   LTAYELMQAGVDVTLICDNMASAVMK

 1199 783.0500  3128.1709  3127.6911  0.4798 1  7  4.2e+002 1   VSKSGIVAGGLLAGGIGAAIGGLSASSIQNEMVK + Oxidation (M)

 294 518.4600  1034.9054  1034.5846  0.3209 1  7  8e+002 1   HSLRNRPR

 1079 762.1700  2283.4882  2282.0523  1.4359 1  7  5.7e+002 1   RNNEGIGGEGVANSPPDDTQQK

 793 631.2400  1890.6982  1889.0258  1.6724 1  7  7e+002 1   NVGKLVSEEIYINGGVAK

 642 883.8000  1765.5854  1763.8366  1.7488 1  7  6.8e+002 1   DEARTGSTYIFFTEK

 677 903.2700  2706.7882  2707.3020  -0.5138 1  7  1.6e+003 1   TAGMTMVSKVGGASGPLYGTAFLNMSK + 2 Oxidation (M)
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 151 788.1900  787.1827  785.5011  1.6817 1  7  1.1e+003 1   VEVAKIK

 970 689.3000  2064.8782  2065.0449  -0.1667 1  7  7.7e+002 1   MRQQASFLPATLTMTVDR

 979 698.4500  2092.3282  2093.0827  -0.7545 1  7  6.7e+002 1   TTGEIEAGKPGVDIYRLMK + Oxidation (M)

 1167 690.3200  2757.2509  2756.2549  0.9960 1  7  6.4e+002 1   FCSASLEMPMWHPYKVDVTWTR + Oxidation (M)

 216 458.0700  914.1254  913.5345  0.5910 0  7  9.1e+002 1   AALVLNASR

 941 671.2700  2010.7882  2009.9510  0.8371 1  7  7.1e+002 1   IVDSMRAGADMSVVESGVR + 2 Oxidation (M)

 86 639.9600  638.9527  637.2927  1.6600 0  7  4.7e+002 1   MASAMK

 583 820.5700  1639.1254  1637.9028  1.2226 1  7  7.4e+002 1   NELIAEYIFKLTGK

 365 578.8600  1155.7054  1155.6611  0.0443 1  7  1.1e+003 1   DANNALKALVK

 111 355.1700  708.3254  708.3919  -0.0664 0  7  9.3e+002 1   ATPAPPR

 1134 844.9900  2531.9482  2531.3101  0.6381 1  7  5.7e+002 1   HMHRHSATIVGGALTLADLIMSGK + Oxidation (M)

 519 724.7200  1447.4254  1447.7895  -0.3641 2  7  8e+002 1   ANDRTLAGRFLSK

 547 762.3200  1522.6254  1522.8692  -0.2437 2  7  9.1e+002 1   RTLPAVLRQDQAR

 685 606.5400  1816.5982  1814.8543  1.7439 0  7  7.3e+002 1   VIYGGGSSEMAMAVGLNK + 2 Oxidation (M)

 1147 646.2100  2580.8109  2580.3509  0.4600 2  7  5.4e+002 1   VLVEKFGIGGITNVEDDLKMFLGA + Oxidation (M)

 129 377.9000  753.7854  752.3566  1.4289 0  7  5.3e+002 1   QTHPDR

 708 910.9600  1819.9054  1819.0389  0.8665 2  7  9.5e+002 1   KIVSLEMGSLLAGAKFR

 1096 780.0200  2337.0382  2338.1376  -1.0994 0  7  7.6e+002 1   FTNSGTEANLMALTAALHFTGR + Oxidation (M)

 136 764.7400  763.7327  763.3422  0.3905 0  7  9.3e+002 1   GEIMGEL + Oxidation (M)

 967 688.2600  2061.7582  2061.0387  0.7195 1  7  6.9e+002 1   YPSMARIHSMTIEAPITK + Oxidation (M)

 439 640.1400  1278.2654  1276.6524  1.6131 0  7  8.2e+002 1   DPDLHRPAAASK

 1095 584.8500  2335.3709  2334.1024  1.2685 0  6  7.6e+002 1   ETLMAAALGTGPMADVFYAAFR + 2 Oxidation (M)

 1152 652.2900  2605.1309  2605.3547  -0.2238 1  6  6.9e+002 1   VHIIGNSMGGHSAVAFALANPSRVGK + Oxidation (M)

 296 520.4400  1038.8654  1039.6138  -0.7484 1  6  7.6e+002 1   EPILRSLGR

 523 734.7700  1467.5254  1468.6703  -1.1449 2  6  8.8e+002 1   DMMGFWKRNER

 241 477.8200  953.6254  952.4726  1.1528 0  6  9.5e+002 1   HPSTQVER

 234 472.1600  942.3054  940.5454  1.7601 2  6  1.1e+003 1   NSHKKVTK

 455 651.7700  1301.5254  1302.5986  -1.0732 1  6  1.2e+003 1   AKMNEHAGTSNK + Oxidation (M)

 554 769.7700  1537.5254  1538.6559  -1.1305 0  6  8.6e+002 1   EGVFGVCDDEVEGK

 746 462.5800  1846.2909  1847.1245  -0.8336 1  6  8e+002 1   VVPVTVIKAGPNVVTQVK

 345 560.5100  1119.0054  1117.4860  1.5194 0  6  1e+003 1   NNNNNNSTAR

 1222 719.9400  4313.5963  4313.2219  0.3744 2  6  3e+002 1   AVEITNFLAELKANAFEGELKENEILVTSDTIVWHQNK

 173 417.6100  833.2054  832.4477  0.7578 0  6  1.3e+003 1   LVADMIR + Oxidation (M)

 176 837.5700  836.5627  835.4626  1.1001 0  6  1.2e+003 1   CFAVVIK

 214 456.5900  911.1654  910.4733  0.6922 1  6  7.6e+002 1   IEGHGSRR

 220 459.6000  917.1854  917.4277  -0.2422 0  6  1.2e+003 1   LACDPNTK

 453 650.5100  1299.0054  1298.6329  0.3725 0  6  9.5e+002 1   GWLTMSSLFNK + Oxidation (M)

 1161 889.5800  2665.7182  2664.2007  1.5175 0  6  6.3e+002 1   VSGMSVTMPDESQNESALLNSPSPR + 2 Oxidation (M)

 517 717.0200  1432.0254  1431.6870  0.3384 0  6  9.8e+002 1   AGMVWQGWGWVR

 172 823.5500  822.5427  822.4157  0.1270 0  6  1.2e+003 1   TTMDVIK + Oxidation (M)

 392 598.5600  1195.1054  1195.7037  -0.5983 1  6  8.4e+002 1   LVVPSPRSVSR

 141 774.4900  773.4827  772.4331  1.0497 0  6  1.8e+003 1   IIGETLQ

 229 469.3600  936.7054  936.5029  0.2026 0  6  9.8e+002 1   GLEAPPTPR

 617 858.5800  1715.1454  1714.9539  0.1916 0  6  9.5e+002 1   SLLTVLELALEMVER

 410 617.0700  1232.1254  1230.6503  1.4752 1  6  1e+003 1   VQIRGCAATQK

 276 505.1100  1008.2054  1006.4641  1.7414 0  6  9.4e+002 1   DAEIGIMDK + Oxidation (M)

 518 720.0000  1437.9854  1437.6122  0.3732 0  6  9.8e+002 1   EYNFMTVDEFK + Oxidation (M)

 1212 729.1100  3640.5136  3639.7768  0.7368 2  6  4.6e+002 1   QGPETGAMPASMSALGINGKKSMAELLMSHPPLEK + 2 Oxidation (M)

 222 462.3600  922.7054  920.5192  2.1863 0  6  1e+003 1   LHQAPTVR

 164 804.1200  803.1127  802.3973  0.7154 0  6  1.4e+003 1   IGGENWK

 1182 720.6100  2878.4109  2878.3663  0.0446 2  6  8.5e+002 1   CLDSLASDYPSIKFAKICSSVAGMSR + Oxidation (M)

 1207 573.7000  3436.1563  3436.6054  -0.4491 1  6  5.1e+002 1   AVTLSGPDGYIYDPEGITTEEKINYMLEMR + 2 Oxidation (M)

 202 445.3400  888.6654  889.5233  -0.8578 1  6  1.7e+003 1   LQSKVSTK

 182 854.7500  853.7427  852.4202  1.3225 1  6  8.2e+002 1   GGGRTSYR

 432 636.5100  1271.0054  1271.6366  -0.6311 1  6  1.1e+003 1   MKHMTPGLTEK

 499 687.7100  1373.4054  1373.7766  -0.3711 1  6  1.1e+003 1   IIKQITTEDVSK

 145 390.5500  779.0854  778.3895  0.6960 1  5  1.1e+003 1   LKEDMK + Oxidation (M)

 396 603.6100  1205.2054  1204.6274  0.5780 0  5  1.1e+003 1  MLSVHVVGYGK + Oxidation (M)

 507 700.3000  1398.5854  1399.7533  -1.1679 0  5  1.4e+003 1   HLFIQMLQIIE + Oxidation (M)

 408 614.8900  1227.7654  1226.5246  1.2408 0  5  1.5e+003 1  MQVPFGCNMK + Oxidation (M)
 681 604.0700  1809.1882  1809.9164  -0.7283 2  5  1e+003 1   VGTLLCGMRMFDRVR

 451 647.7200  1293.4254  1293.6533  -0.2279 1  5  1.1e+003 1  MVSLMESRLGR + Oxidation (M)

 611 857.3600  1712.7054  1712.9607  -0.2552 1  5  1.2e+003 1   SLENLIRLGACINLK

 239 477.5900  953.1654  953.4791  -0.3137 1  5  9.4e+002 1   GGDRGSHLR

 317 1060.7400  1059.7327  1058.5291  1.2036 1  5  1.7e+003 1   NAQMRPKTN

 56 577.6200  576.6127  575.2663  1.3464 1  5  1.3e+003 1   DSQRA

 1216 733.2200  3661.0636  3659.7388  1.3248 1  5  5.9e+002 1   DYHLFFAWSGLNSINEDRVAAASLMSGMIDSVK + Oxidation (M)

 236 475.1300  948.2454  946.4832  1.7622 1  5  1.4e+003 1   RGDIGNTSK

 246 486.4300  970.8454  970.5634  0.2821 0  5  1.4e+003 1  MIVNILPR + Oxidation (M)

 515 712.7000  1423.3854  1421.6503  1.7351 1  5  1.1e+003 1   NAACGPMRSSSLR + Oxidation (M)

 573 796.3000  1590.5854  1589.0028  1.5826 2  5  1.2e+003 1   TVIVRAPKLVNIVPA

 482 667.2900  1332.5654  1330.6517  1.9137 0  5  1.6e+003 1   IFQELNSEHSK

 115 715.9100  714.9027  715.4228  -0.5201 1  5  1.6e+003 1   AADKIAK

 230 471.3900  940.7654  941.4355  -0.6701 0  5  1.2e+003 1   DVDFGHPR

 444 643.2200  1284.4254  1282.6129  1.8126 0  5  1.4e+003 1  MAQVVFSSWGR + Oxidation (M)

 67 600.4200  599.4127  600.2867  -0.8740 0  5  1.6e+003 1   DVDPR

 105 693.4300  692.4227  693.3302  -0.9075 0  4  2e+003 1   MAGMLR + Oxidation (M)

 429 633.6200  1265.2254  1263.5587  1.6667 0  4  1.3e+003 1   GNAAQPAMEMTK + Oxidation (M)

 204 449.0200  896.0254  895.4044  0.6210 0  4  1.1e+003 1   GWISMMR + Oxidation (M)

 464 658.2100  1314.4054  1313.5930  0.8124 0  4  1.5e+003 1   VAGDMAMVFMAR + Oxidation (M)

 522 732.4700  1462.9254  1462.7027  0.2227 0  4  1.7e+003 1   WFNGAMIGSEVPR
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 508 704.3200  1406.6254  1407.6816  -1.0562 0  4  1.9e+003 1   EILDSMHEGHIK

 697 910.4800  1818.9454  1818.0040  0.9415 1  4  1.7e+003 1   WITVSGGQAAFIKEAIK

 388 593.7700  1185.5254  1183.6019  1.9235 1  4  2.2e+003 1   TYRSQVTMAK

 42 539.6700  538.6627  537.2435  1.4192 0  4  9e+002 1   IFGDS

 93 671.5200  670.5127  670.3398  0.1729 0  4  1.6e+003 1   AGSPPSR

 208 453.6000  905.1854  904.4225  0.7629 0  4  1.9e+003 1   TGGHFVCK

 132 379.1700  756.3254  756.3766  -0.0512 0  4  2.1e+003 1   AHIDSSK

 29 506.7000  505.6927  505.2020  0.4907 0  4  1.8e+003 1   DGVSE

 74 615.4000  614.3927  613.3184  1.0744 0  3  2.9e+003 1   RPASPS

 153 790.0900  789.0827  789.3439  -0.2612 0  3  2.4e+003 1   TEHMTR + Oxidation (M)

 560 774.6300  1547.2454  1545.7709  1.4746 0  3  1.8e+003 1   IETGDTLISHSMVK + Oxidation (M)

 159 797.2300  796.2227  796.4555  -0.2328 2  3  1.7e+003 1   AKHVKTN

 82 314.2000  626.3854  626.3612  0.0242 1  3  1.6e+003 1   ARGAPR

 184 859.7700  858.7627  857.5195  1.2432 2  3  2.8e+003 1   RRKPSSK

 49 559.8100  558.8027  557.2809  1.5218 0  3  3.5e+003 1   AVSQPG

 166 809.2000  808.1927  808.4443  -0.2516 0  3  2.2e+003 1   GVYLTTR

 130 755.5700  754.5627  753.3657  1.1970 0  3  1.8e+003 1   TSTGFNK

 57 579.3100  578.3027  578.2734  0.0293 0  3  2.7e+003 1   QLSTM

 54 568.9900  567.9827  568.3333  -0.3506 0  2  1.1e+003 1   IPSPR

 87 641.7600  640.7527  641.3609  -0.6082 1  2  1.3e+003 1   KTTHR

 97 680.0000  678.9927  679.3211  -0.3284 0  2  2.4e+003 1   GTIDMK + Oxidation (M)

 112 711.5300  710.5227  708.4031  2.1196 0  2  2e+003 1   GVGHLAR

 404 612.7400  1223.4654  1222.5686  0.8969 0  2  2.7e+003 1   EMLMTAAEGVR + Oxidation (M)

 78 621.4200  620.4127  621.3347  -0.9220 0  2  3.6e+003 1   GGHVPR

 25 481.4400  480.4327  478.2540  2.1787 1  2  1.5e+003 1   FAKGG

 92 661.6800  660.6727  659.3425  1.3303 1  2  3.8e+003 1   LMRSPG

 108 700.3900  699.3827  699.3010  0.0817 0  1  3.9e+003 1   DGMHPK + Oxidation (M)

 135 764.7200  763.7127  763.4010  0.3117 1  1  3.2e+003 1   CSTLRK

 61 589.9900  588.9827  589.3071  -0.3244 0  1  5.5e+003 1   AVNVST

 124 744.2900  743.2827  742.3181  0.9647 0  0  6.3e+003 1   DAGMGHR

 198 881.6500  880.6427  881.4760  -0.8332 0  0  3.9e+003 1   GPHFTPVK

 1 307.0400  306.0327  

 2 333.6100  332.6027  

 3 337.8700  336.8627  

 4 357.8100  356.8027  

 5 370.9600  369.9527  

 6 376.0800  375.0727  

 7 378.8200  377.8127  

 8 379.1400  378.1327  

 9 384.6900  383.6827  

 10 387.3500  386.3427  

 11 389.9300  388.9227  

 12 391.6100  390.6027  

 13 402.2400  401.2327  

 14 406.3100  405.3027  

 15 419.1200  418.1127  

 16 421.7000  420.6927  

 17 427.8500  426.8427  

 18 443.7300  442.7227  

 19 444.7100  443.7027  

 20 448.6300  447.6227  

 21 449.5800  448.5727  

 22 462.3200  461.3127  

 23 462.4800  461.4727  

 24 467.3800  466.3727  

 27 498.3300  497.3227  

 28 504.7100  503.7027  

 30 507.6900  506.6827  

 31 508.5900  507.5827  

 32 509.6500  508.6427  
 33 510.6800  509.6727  

 34 522.8500  521.8427  

 35 523.4400  522.4327  

 39 536.8200  535.8127  

 40 537.2400  536.2327  

 41 539.1500  538.1427  

 44 544.0900  543.0827  

 45 547.0000  545.9927  

 46 553.8700  552.8627  

 48 555.0300  554.0227  

 58 580.9600  579.9527  

 59 582.3900  581.3827  

 60 584.8800  583.8727  

 62 592.2800  591.2727  

 63 593.0600  592.0527  

 64 594.2300  593.2227  

 65 595.8200  594.8127  

 66 596.7200  595.7127  

 68 601.6700  600.6627  

 69 603.0300  602.0227  

 71 604.2500  603.2427  
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Search Parameters

Type of search         : MS/MS Ion Search
Enzyme                 : Trypsin
Fixed modifications    : Carbamidomethyl (C)
Variable modifications : Oxidation (M)
Mass values            : Monoisotopic
Protein Mass           : Unrestricted
Peptide Mass Tolerance : ± 1.2 Da (# 13C = 1)
Fragment Mass Tolerance: ± 0.5 Da
Max Missed Cleavages   : 2
Instrument type        : ESI-TRAP
Number of queries      : 1227

 72 611.4400  610.4327  

 73 614.2700  613.2627  

 75 618.2700  617.2627  

 76 619.5800  618.5727  

 81 627.1200  626.1127  

 83 629.2100  628.2027  

 84 631.6700  630.6627  

 85 638.7600  637.7527  

 89 657.7900  656.7827  

 96 679.2600  678.2527  

 98 680.2400  679.2327  

 99 681.9500  680.9427  

 101 687.7500  686.7427  

 103 691.6300  690.6227  

 107 694.6000  693.5927  

 113 712.3400  711.3327  

 114 713.5500  712.5427  

 117 722.6800  721.6727  

 118 729.6200  728.6127  

 123 743.0600  742.0527  

 134 761.5800  760.5727  

 137 767.6400  766.6327  

 143 776.1400  775.1327  

 147 782.2400  781.2327  

 149 787.0100  786.0027  

 150 787.8300  786.8227  

 157 795.8800  794.8727  

 160 801.3400  800.3327  

 161 803.5900  802.5827  

 165 809.1700  808.1627  

 169 816.8300  815.8227  

 177 839.0500  838.0427  

 242 957.6000  956.5927  

 315 1057.3000  1056.2927  

 449 645.5600  1289.1054  

Mascot: http://www.matrixscience.com/
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