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Ions score is -10*Log(P), where P is the probability that the observed match is a random event.
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Peptide Summary Report

Error tolerant

Protein hits    : 2::IGG1_HUMAN  Immunoglobulin gamma-1 heavy chain OS=Homo sapiens OX=9606 PE=1 SV=2
2::IGHG3_HUMAN Immunoglobulin heavy constant gamma 3 OS=Homo sapiens OX=9606 GN=IGHG3 PE=1 SV=2
2::TRYP_PIG  Trypsin OS=Sus scrofa OX=9823 PE=1 SV=1
2::IGKC_HUMAN  Immunoglobulin kappa constant OS=Homo sapiens OX=9606 GN=IGKC PE=1 SV=2
2::HV05_CARAU  Ig heavy chain V region 5A OS=Carassius auratus OX=7957 PE=4 SV=1
2::IGL1_HUMAN  Immunoglobulin lambda-1 light chain OS=Homo sapiens OX=9606 PE=1 SV=1
2::HVC05_HUMAN Immunoglobulin heavy variable 3-30-5 OS=Homo sapiens OX=9606 GN=IGHV3-30-5 PE=3 SV=1
2::KRA61_SHEEP Keratin-associated protein 6-1 OS=Ovis aries OX=9940 GN=KRTAP6-1 PE=1 SV=2
2::KN4C_ORYSJ  Kinesin-like protein KIN-4C OS=Oryza sativa subsp. japonica OX=39947 GN=KIN4C PE=2 SV=1
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1. 2::IGG1_HUMAN Mass: 49925    Score: 360    Matches: 39(10)  Sequences: 10(7)  emPAI: 1.02
Immunoglobulin gamma-1 heavy chain OS=Homo sapiens OX=9606 PE=1 SV=2

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 415 581.0700  1160.1254  1160.6223  -0.4969 0  (19) 54 1   K.NQVSLTCLVK.G

 416 581.2100  1160.4054  1160.6223  -0.2169 0  (15) 1.7e+002 1   K.NQVSLTCLVK.G

 417 581.9600  1161.9054  1160.6223  1.2831 0  71  0.0003 1   K.NQVSLTCLVK.G

 418 581.9600  1161.9054  1160.6223  1.2831 0  (52) 0.024 1   K.NQVSLTCLVK.G

 419 581.9700  1161.9254  1160.6223  1.3031 0  (71) 0.00034 1   K.NQVSLTCLVK.G

 420 581.9700  1161.9254  1160.6223  1.3031 0  (49) 0.05 1   K.NQVSLTCLVK.G

 442 593.5300  1185.0454  1185.6394  -0.5939 0  (9) 4.7e+002 1  U    K.GPSVFPLAPSSK.S

 447 594.2700  1186.5254  1185.6394  0.8861 0  66  0.0013 1  U    K.GPSVFPLAPSSK.S

 448 594.2800  1186.5454  1185.6394  0.9061 0  (39) 0.69 1  U    K.GPSVFPLAPSSK.S

 449 594.2800  1186.5454  1185.6394  0.9061 0  (26) 15 1  U    K.GPSVFPLAPSSK.S

 579 661.2900  1320.5654  1320.6708  -0.1053 0  77  0.0001 1   K.STSGGTAALGCLVK.D

 749 839.3600  1676.7054  1676.7947  -0.0893 0  68  0.00071 1  U    K.FNWYVDGVEVHNAK.T

 750 839.3700  1676.7254  1676.7947  -0.0693 0  (45) 0.14 1  U    K.FNWYVDGVEVHNAK.T

 824 904.9700  1807.9254  1806.9992  0.9262 0  (34) 1.6 1   R.VVSVLTVLHQDWLNGK.E

 825 904.9700  1807.9254  1806.9992  0.9262 0  70  0.00047 1   R.VVSVLTVLHQDWLNGK.E

 826 603.6500  1807.9282  1806.9992  0.9289 0  (45) 0.13 1   R.VVSVLTVLHQDWLNGK.E
827 603.9600  1808.8582  1806.9992  1.8589 0  (11) 3.3e+002 7   R.VVSVLTVLHQDWLNGK.E

 828 905.4400  1808.8654  1806.9992  1.8662 0  (31) 3.1 1   R.VVSVLTVLHQDWLNGK.E

 830 603.9700  1808.8882  1806.9992  1.8889 0  (23) 21 1   R.VVSVLTVLHQDWLNGK.E
832 604.0000  1808.9782  1806.9992  1.9789 0  (8) 6.2e+002 5   R.VVSVLTVLHQDWLNGK.E
873 624.9300  1871.7682  1871.9629  -0.1947 1  (10) 3.6e+002 5  U    R.EPQVYTLPPSRDELTK.N
874 624.9400  1871.7982  1871.9629  -0.1647 1  (13) 2.1e+002 2  U    R.EPQVYTLPPSRDELTK.N

 876 625.2500  1872.7282  1872.9146  -0.1864 0  (28) 5.9 1  U    K.TTPPVLDSDGSFFLYSK.L

 877 937.4000  1872.7854  1872.9146  -0.1291 0  (35) 1.2 1  U    K.TTPPVLDSDGSFFLYSK.L

 878 937.4000  1872.7854  1872.9146  -0.1291 0  (17) 73 1  U    K.TTPPVLDSDGSFFLYSK.L

 879 625.2700  1872.7882  1872.9146  -0.1264 0  67  0.00086 1  U    K.TTPPVLDSDGSFFLYSK.L

 880 625.2800  1872.8182  1872.9146  -0.0964 0  (29) 5.4 1  U    K.TTPPVLDSDGSFFLYSK.L
881 625.2800  1872.8182  1872.9146  -0.0964 0  (11) 3.4e+002 2  U    K.TTPPVLDSDGSFFLYSK.L

 882 625.2900  1872.8482  1871.9629  0.8853 1  17  92 1  U    R.EPQVYTLPPSRDELTK.N

 884 937.9200  1873.8254  1872.9146  0.9109 0  (29) 5.7 1  U    K.TTPPVLDSDGSFFLYSK.L
1005 713.5900  2137.7482  2138.0202  -0.2720 0  (5) 9.6e+002 9  U    R.TPEVTCVVVDVSHEDPEVK.F

 1006 713.6300  2137.8682  2138.0202  -0.1520 0  (33) 1.8 1  U    R.TPEVTCVVVDVSHEDPEVK.F

 1007 713.6300  2137.8682  2138.0202  -0.1520 0  (26) 9.2 1  U    R.TPEVTCVVVDVSHEDPEVK.F
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 1010 713.6300  2137.8682  2138.0202  -0.1520 0  (32) 2.1 1  U    R.TPEVTCVVVDVSHEDPEVK.F

 1011 713.6400  2137.8982  2138.0202  -0.1220 0  57  0.0074 1  U    R.TPEVTCVVVDVSHEDPEVK.F

 1204 948.7500  2843.2282  2843.4503  -0.2221 0  37  0.54 1  U    K.THTCPPCPAPELLGGPSVFLFPPKPK.D

 1205 711.8200  2843.2509  2843.4503  -0.1994 0  (18) 42 1  U    K.THTCPPCPAPELLGGPSVFLFPPKPK.D

 1206 712.3000  2845.1709  2843.4503  1.7206 0  (36) 0.67 1  U    K.THTCPPCPAPELLGGPSVFLFPPKPK.D

 1256 834.3800  3333.4909  3333.6349  -0.1440 1  17  50 1  U    K.SCDKTHTCPPCPAPELLGGPSVFLFPPKPK.D

Proteins matching the same set of peptides:
2::IGHG1_HUMAN Mass: 36596    Score: 360    Matches: 39(10)  Sequences: 10(7)
Immunoglobulin heavy constant gamma 1 OS=Homo sapiens OX=9606 GN=IGHG1 PE=1 SV=1

2. 2::IGHG3_HUMAN Mass: 42287    Score: 174    Matches: 15(6)  Sequences: 4(3)  emPAI: 0.35
Immunoglobulin heavy constant gamma 3 OS=Homo sapiens OX=9606 GN=IGHG3 PE=1 SV=2

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
415 581.0700  1160.1254  1160.6223  -0.4969 0  (19) 54 1   K.NQVSLTCLVK.G
416 581.2100  1160.4054  1160.6223  -0.2169 0  (15) 1.7e+002 1   K.NQVSLTCLVK.G
417 581.9600  1161.9054  1160.6223  1.2831 0  71  0.0003 1   K.NQVSLTCLVK.G
418 581.9600  1161.9054  1160.6223  1.2831 0  (52) 0.024 1   K.NQVSLTCLVK.G
419 581.9700  1161.9254  1160.6223  1.3031 0  (71) 0.00034 1   K.NQVSLTCLVK.G
420 581.9700  1161.9254  1160.6223  1.3031 0  (49) 0.05 1   K.NQVSLTCLVK.G
579 661.2900  1320.5654  1320.6708  -0.1053 0  77  0.0001 1   R.STSGGTAALGCLVK.D
824 904.9700  1807.9254  1806.9992  0.9262 0  (34) 1.6 1   R.VVSVLTVLHQDWLNGK.E
825 904.9700  1807.9254  1806.9992  0.9262 0  70  0.00047 1   R.VVSVLTVLHQDWLNGK.E
826 603.6500  1807.9282  1806.9992  0.9289 0  (45) 0.13 1   R.VVSVLTVLHQDWLNGK.E
827 603.9600  1808.8582  1806.9992  1.8589 0  (11) 3.3e+002 7   R.VVSVLTVLHQDWLNGK.E
828 905.4400  1808.8654  1806.9992  1.8662 0  (31) 3.1 1   R.VVSVLTVLHQDWLNGK.E
830 603.9700  1808.8882  1806.9992  1.8889 0  (23) 21 1   R.VVSVLTVLHQDWLNGK.E
832 604.0000  1808.9782  1806.9992  1.9789 0  (8) 6.2e+002 5   R.VVSVLTVLHQDWLNGK.E

 905 635.5900  1903.7482  1903.9349  -0.1868 1  22  21 1  U    R.EPQVYTLPPSREEMTK.N

3. 2::TRYP_PIG Mass: 25078    Score: 64     Matches: 3(1)  Sequences: 2(1)  emPAI: 0.13
Trypsin OS=Sus scrofa OX=9823 PE=1 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 217 422.0400  842.0654  841.5022  0.5633 0  20  37 1  U    R.VATVSLPR.S
 1047 737.6400  2209.8982  2210.0967  -0.1986 0  64  0.0013 1  U    R.LGEHNIDVLEGNEQFINAAK.I

 1048 737.6700  2209.9882  2210.0967  -0.1086 0  (29) 4.9 1  U    R.LGEHNIDVLEGNEQFINAAK.I

Proteins matching the same set of peptides:
1::Trypsin Mass: 25078    Score: 64     Matches: 3(1)  Sequences: 2(1)
Trypsin - Sus scrofa (Pig).

4. 2::IGKC_HUMAN Mass: 11929    Score: 59     Matches: 8(0)  Sequences: 4(0)  emPAI: 0.66
Immunoglobulin kappa constant OS=Homo sapiens OX=9606 GN=IGKC PE=1 SV=2

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 688 751.3500  1500.6854  1501.7512  -1.0657 0  33  2.2 1  U    K.DSTYSLSSTLTLSK.A

 689 751.8500  1501.6854  1501.7512  -0.0657 0  (30) 5.2 1  U    K.DSTYSLSSTLTLSK.A

 816 899.4000  1796.7854  1796.8880  -0.1025 0  23  23 1  U    K.SGTASVVCLLNNFYPR.E

 885 625.9200  1874.7382  1874.9197  -0.1815 0  (36) 0.94 1  U    K.VYACEVTHQGLSSPVTK.S

 886 625.9400  1874.7982  1874.9197  -0.1215 0  42  0.26 1  U    K.VYACEVTHQGLSSPVTK.S
930 649.2800  1944.8182  1945.0197  -0.2015 0  (22) 22 2  U    R.TVAAPSVFIFPPSDEQLK.S

 931 649.2900  1944.8482  1945.0197  -0.1715 0  (16) 1e+002 1  U    R.TVAAPSVFIFPPSDEQLK.S

 932 649.3000  1944.8782  1945.0197  -0.1415 0  24  17 1  U    R.TVAAPSVFIFPPSDEQLK.S

5. 2::HV05_CARAU Mass: 12970    Score: 59     Matches: 3(1)  Sequences: 2(1)  emPAI: 0.60
Ig heavy chain V region 5A OS=Carassius auratus OX=7957 PE=4 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 569 659.2200  1316.4254  1317.5659  -1.1405 0  62  0.0025 1  U    R.AEDTAVYYCAR.-

 572 659.7000  1317.3854  1317.5659  -0.1805 0  (33) 1.8 1  U    R.AEDTAVYYCAR.-

 608 676.8300  1351.6454  1351.6918  -0.0463 0  39  0.66 1   K.NTLYLQMNSLR.A

Proteins matching the same set of peptides:
2::HVC33_HUMAN Mass: 13152    Score: 59     Matches: 3(1)  Sequences: 2(1)
Immunoglobulin heavy variable 3-30-3 OS=Homo sapiens OX=9606 GN=IGHV3-30-3 PE=1 SV=1
2::HV333_HUMAN Mass: 13237    Score: 59     Matches: 3(1)  Sequences: 2(1)
Immunoglobulin heavy variable 3-33 OS=Homo sapiens OX=9606 GN=IGHV3-33 PE=1 SV=2
2::HV353_HUMAN Mass: 12932    Score: 59     Matches: 3(1)  Sequences: 2(1)
Immunoglobulin heavy variable 3-53 OS=Homo sapiens OX=9606 GN=IGHV3-53 PE=1 SV=2
2::HV366_HUMAN Mass: 12918    Score: 59     Matches: 3(1)  Sequences: 2(1)
Immunoglobulin heavy variable 3-66 OS=Homo sapiens OX=9606 GN=IGHV3-66 PE=3 SV=1
2::HV374_HUMAN Mass: 13002    Score: 59     Matches: 3(1)  Sequences: 2(1)
Immunoglobulin heavy variable 3-74 OS=Homo sapiens OX=9606 GN=IGHV3-74 PE=3 SV=1

6. 2::IGL1_HUMAN Mass: 23101    Score: 55     Matches: 3(1)  Sequences: 1(1)  emPAI: 0.15
Immunoglobulin lambda-1 light chain OS=Homo sapiens OX=9606 PE=1 SV=1

Check to include this hit in error tolerant search or archive report
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Peptide matches not assigned to protein hits: (no details means no match)

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
1045 737.3600  2209.0582  2210.1446  -1.0864 0  (5) 1.1e+003 6  U    K.ATLVCLISDFYPGAVTVAWK.A

 1049 737.6900  2210.0482  2210.1446  -0.0964 0  50  0.034 1  U    K.ATLVCLISDFYPGAVTVAWK.A

 1050 738.0200  2211.0382  2210.1446  0.8936 0  (42) 0.26 1  U    K.ATLVCLISDFYPGAVTVAWK.A

Proteins matching the same set of peptides:
2::IGLC1_HUMAN Mass: 11512    Score: 55     Matches: 3(1)  Sequences: 1(1)
Immunoglobulin lambda constant 1 OS=Homo sapiens OX=9606 GN=IGLC1 PE=1 SV=1
2::IGLC2_HUMAN Mass: 11458    Score: 55     Matches: 3(1)  Sequences: 1(1)
Immunoglobulin lambda constant 2 OS=Homo sapiens OX=9606 GN=IGLC2 PE=1 SV=1
2::IGLC3_HUMAN Mass: 11430    Score: 55     Matches: 3(1)  Sequences: 1(1)
Immunoglobulin lambda constant 3 OS=Homo sapiens OX=9606 GN=IGLC3 PE=1 SV=1
2::IGLL5_HUMAN Mass: 23391    Score: 55     Matches: 3(1)  Sequences: 1(1)
Immunoglobulin lambda-like polypeptide 5 OS=Homo sapiens OX=9606 GN=IGLL5 PE=2 SV=2

7. 2::HVC05_HUMAN Mass: 13110    Score: 33     Matches: 2(0)  Sequences: 2(0)  emPAI: 0.59
Immunoglobulin heavy variable 3-30-5 OS=Homo sapiens OX=9606 GN=IGHV3-30-5 PE=3 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 535 645.7300  1289.4454  1289.5598  -0.1143 0  24  18 1  U    R.AEDTAVYYCAK.-

608 676.8300  1351.6454  1351.6918  -0.0463 0  39  0.66 1   K.NTLYLQMNSLR.A

Proteins matching the same set of peptides:
2::HV323_HUMAN Mass: 12745    Score: 33     Matches: 2(0)  Sequences: 2(0)
Immunoglobulin heavy variable 3-23 OS=Homo sapiens OX=9606 GN=IGHV3-23 PE=1 SV=2
2::HV330_HUMAN Mass: 13110    Score: 33     Matches: 2(0)  Sequences: 2(0)
Immunoglobulin heavy variable 3-30 OS=Homo sapiens OX=9606 GN=IGHV3-30 PE=1 SV=2

8. 2::KRA61_SHEEP Mass: 8935     Score: 32     Matches: 2(0)  Sequences: 2(0)  emPAI: 0.39
Keratin-associated protein 6-1 OS=Ovis aries OX=9940 GN=KRTAP6-1 PE=1 SV=2

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 511 632.2100  1262.4054  1262.5350  -0.1295 0  21  72 1  U    R.SLCGSGYGYGSR.S

 695 764.2300  1526.4454  1525.6078  0.8376 0  32  2.1 1  U    R.LGCGYGCGYGYGSR.S

9. 2::KN4C_ORYSJ Mass: 144215   Score: 24     Matches: 1(0)  Sequences: 1(0)  emPAI: 0.02
Kinesin-like protein KIN-4C OS=Oryza sativa subsp. japonica OX=39947 GN=KIN4C PE=2 SV=1

Check to include this hit in error tolerant search or archive report

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 1225 721.2900  2881.1309  2880.2726  0.8583 2  24  10 1  U    K.EEMASFLARGSSSRATGSTNMNSQSSR.S + 2 Oxidation (M)

Query  Observed  Mr(expt)  Mr(calc)   Delta Miss Score Expect Rank Unique  Peptide
 360 537.1800  1072.3454  1070.5971  1.7483 0  34  2.1 1   LAGLEEALQK

 462 606.6500  1211.2854  1211.6146  -0.3291 0  29  4 1   LENILDNPER

 1143 628.2800  2509.0909  2508.3548  0.7361 1  28  4.8 1   VEDALNATRAGVEEGIVAGGGVALLK

 855 618.0700  1851.1882  1851.0441  0.1441 2  28  5.2 1   GLLGFFVGQIMKQTKGK

 322 495.7100  989.4054  990.5386  -1.1331 0  28  9.8 1   ADYPLITAK

 925 481.0200  1920.0509  1917.8565  2.1944 1  28  7 1   AQRGPLEGDSEFNDNNR

 752 560.7200  1679.1382  1679.8600  -0.7218 1  27  6.8 1   HMTLPLVTNAKHMR + 2 Oxidation (M)

 829 603.9700  1808.8882  1810.0022  -1.1140 1  26  10 1   ILLLAEVMDLKANPDR

 577 660.7800  1979.3182  1978.1251  1.1930 1  26  27 1   ISRVIDLIPSSIVTFYR

 203 409.1800  816.3454  815.4290  0.9165 0  26  17 1   GLEWVGR

 352 528.3300  1054.6454  1053.5502  1.0953 1  26  12 1   NRMGGAVPPR

 188 396.8700  1583.4509  1583.7362  -0.2853 0  26  36 1   AHSCISLGETPADAR

 1069 750.6200  2248.8382  2249.2307  -0.3926 2  25  10 1   QIEGFPKEGISFKDITTVLK

 930 649.2800  1944.8182  1944.0853  0.7329 1  24  15 1   KTIDTVDLMLIVIEPTK + Oxidation (M)

 969 676.1200  2025.3382  2025.1218  0.2164 2  24  12 1   KEGNLLRTLELVDELQR

 970 676.2100  2025.6082  2025.0426  0.5656 1  24  12 1   QTVVGTGAAEKSQVQHMVR

 849 612.5100  1834.5082  1833.9697  0.5385 0  24  14 1   TVNALEVELQAQHNLR

 222 424.0800  1692.2909  1691.9392  0.3517 1  24  52 1   MRALLALGSYLSEIR

 346 524.8900  1047.7654  1048.5342  -0.7687 0  23  23 1   FGSPFIPER

 776 571.6400  1711.8982  1712.8477  -0.9496 0  23  22 1   STIGGQIMFLTGMVDK + Oxidation (M)

 376 551.4400  1100.8654  1101.6393  -0.7739 2  23  22 1   ALLGSKKEEK

 600 672.2600  1342.5054  1342.6769  -0.1714 1  23  24 1   KQFSTVDEYVK

 1191 544.0800  2715.3636  2713.3963  1.9673 2  22  19 1   TLKELGLEEYYPDNVTKYIGGGVR

 1126 481.6200  2403.0636  2401.2675  1.7961 2  22  20 1   LETRIAELAEMGLELERFGPK

 968 675.7300  2024.1682  2025.1218  -0.9536 2  22  24 1   KEGNLLRTLELVDELQR

 599 672.2600  1342.5054  1342.7456  -0.2402 1  22  28 1   DDKINVVNSLVK

 468 611.9000  1221.7854  1220.5898  1.1957 1  22  29 1   ATRVAFDGDNR

 618 455.2100  1362.6082  1363.7745  -1.1663 2  22  31 1  MKLSKDTTALLK + Oxidation (M)

 325 497.8000  993.5854  991.4981  2.0873 2  22  33 1   ATGERMRR + Oxidation (M)

 1116 587.4100  2345.6109  2345.1420  0.4689 2  22  19 1   EKNLDEAPIVTREEVEEAMK + Oxidation (M)

 699 772.3400  1542.6654  1542.7572  -0.0918 2  22  33 1   EAHAEKSRLMESR

 1185 676.5200  2702.0509  2702.3625  -0.3116 2  22  18 1   NLTMYKIPDLIFEKDNSIAYGNK + Oxidation (M)

 529 643.7600  1285.5054  1286.7016  -1.1962 0  22  34 1   GEIGVIMINVSR

 362 538.1500  1611.4282  1609.7691  1.6591 0  21  78 1   ESLILMMEEQLSR + 2 Oxidation (M)
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 513 632.6400  1263.2654  1261.6303  1.6352 1  21  28 1   GKDIGSGTDVWK

 1179 889.7700  2666.2882  2664.3428  1.9454 2  21  24 1   GVAMAEEEVKLAAGAGYGESIKAEIR + Oxidation (M)

 253 444.9000  1331.6782  1330.6551  1.0231 0  21  99 1   QGISLPGNTAMDK

 1173 661.2700  2641.0509  2640.4268  0.6241 2  21  20 1   NTEEIVRAILDANRNALMLLDLK + Oxidation (M)

 729 813.1100  2436.3082  2434.3981  1.9101 2  21  68 1   EMKPILTLGIGVAPGRAKITPEK + Oxidation (M)

 653 720.4600  2158.3582  2158.1481  0.2100 0  21  75 1   TVSTSDDQQTLLISAQKPVK

 1157 638.7000  2550.7709  2551.1981  -0.4272 1  21  20 1   IQEMASMGIGNQPFMDVKPRDR + 2 Oxidation (M)

 1127 603.9700  2411.8509  2411.2471  0.6038 1  21  21 1   IDFPEPVISLAIEPATKADEEK

 516 635.2700  1268.5254  1267.6997  0.8258 1  21  35 1   SVGHAVTRNTVK

 335 511.5900  2042.3309  2042.0619  0.2690 1  21  98 1   APIPNPTDSNFRCVLTLK

 465 407.0300  1218.0682  1216.6411  1.4270 1  21  33 1   QQQSSSLPSKK

 754 560.9100  1679.7082  1677.8012  1.9070 1  21  36 1   FGGEGSSGFRHYHIK

 543 649.6500  1297.2854  1296.5950  0.6904 0  21  91 1   MALLAMVMGVDM + Oxidation (M)

 65 582.4500  581.4427  580.2969  1.1458 0  21  24 1   AEHPK

 1058 745.0000  2231.9782  2232.1720  -0.1939 0  21  33 1   VASYITPVPGGVGPMTIAMLMK

 413 577.4700  1152.9254  1152.4904  0.4351 0  21  31 1   TDMVNMDVGR + Oxidation (M)

 575 660.6700  1319.3254  1319.6214  -0.2959 0  21  35 1   GLSVMQIGCDPK + Oxidation (M)

 570 439.8400  1316.4982  1314.7255  1.7726 1  20  45 1   ISQLAAVNRESK

 887 625.9600  1874.8582  1874.0737  0.7844 1  20  42 1   ILLDGHAIGDIALRELR

 1259 559.7200  3352.2763  3351.8483  0.4281 2  20  20 1   RLGANGILGVSIHTNMSATMILVTAAGTAVKLR + Oxidation (M)

 965 670.3100  2007.9082  2005.9891  1.9190 1  20  41 1   NGEVVLIDEFTGRMTPGR + Oxidation (M)

 664 366.4100  1461.6109  1461.6808  -0.0699 1  20  50 1   SGSADSRSGSNPVNK

 954 663.1400  1986.3982  1984.9677  1.4305 2  20  33 1   YTDSVINKDTCWKISR

 519 638.1900  2548.7309  2547.2580  1.4729 1  19  1.1e+002 1   ELGYTYLDSGAMYRALAWALQR

 455 603.6400  2410.5309  2410.2777  0.2532 1  19  1.3e+002 1   KAMLEDIATLTGGLVISEEVGHK

 713 524.8600  1571.5582  1569.7093  1.8489 0  19  45 1  MINSAPQSESYATR + Oxidation (M)

 1196 689.7000  2754.7709  2755.3203  -0.5494 0  19  29 1   FAFILYDYFVENGMALELLNSDR + Oxidation (M)

 784 575.6900  1724.0482  1722.6751  1.3731 1  19  50 1   AKNSAEANENSCDANE

 745 558.7900  1673.3482  1673.8341  -0.4860 1  19  43 1   ICRPALVDECRTGK

 1100 574.5000  2293.9709  2293.4150  0.5559 2  19  41 1   GIPLKNIKHLAGVPLIGWVLR

 741 834.3600  2500.0582  2500.1436  -0.0855 1  19  1.2e+002 1  MRYSPHSPTEVEEMLFSIGMK + 2 Oxidation (M)

 1102 575.0800  2296.2909  2295.2045  1.0864 0  19  46 1   NFISATNNNLYGNVLMLLLR + Oxidation (M)

 774 855.5300  3418.0909  3418.7528  -0.6619 1  19  1.1e+002 1   HGAELIADNARVLTHCNAGALATGGYGTALGVIR

 654 481.0400  1440.0982  1439.7330  0.3651 0  19  48 1  MVVVVSDGYLQSK + Oxidation (M)

 705 780.3100  1558.6054  1556.6889  1.9166 2  19  57 1   YRENEKDDVSMR + Oxidation (M)

 605 675.2800  2022.8182  2022.2023  0.6158 1  19  1.5e+002 1   ISGVLICLSAPIVKGNIIR

 910 954.7100  3814.8109  3813.1367  1.6741 1  19  1e+002 1   TSAIIAMLIAVAAIAGLLGLLIPVLMSPLTTMGRAMR + 4 Oxidation (M)

 1001 530.6000  2118.3709  2117.1065  1.2644 2  19  43 1   DLARMRHAFQQLPEIHR

 307 488.6100  975.2054  973.5080  1.6975 0  19  64 1   LTAEVENAK

 701 778.2200  3108.8509  3109.5866  -0.7357 1  19  1.2e+002 1   EVDNSATRPPGMAAVPASVPTNFKDLVQAK

 340 518.0200  2068.0509  2066.9989  1.0520 2  19  1.7e+002 1   LLCRKCNNYIGNASQEK

 898 632.7100  1895.1082  1895.0629  0.0453 1  19  56 1   IIDIFGADHKLISGQLR

 261 449.6400  897.2654  895.5127  1.7528 1  19  47 1   EPAPAGVKK

 1121 477.1000  2380.4636  2379.0610  1.4026 0  19  41 1   LSMELEGNDGLSFIMSNFESK + 2 Oxidation (M)

 737 551.2900  1650.8482  1648.7913  2.0569 1  19  63 1   AGDAVAKAMMGQLGGEK + Oxidation (M)

 440 593.2100  1184.4054  1182.5591  1.8464 0  19  60 1   QLLMTDDYGK

 324 496.8500  991.6854  990.5974  1.0880 2  19  75 1   LTKRFGAAK

 679 743.5800  1485.1454  1485.7147  -0.5692 2  19  1.3e+002 1   TSFLRRFCEDR

 760 562.2700  1683.7882  1682.8298  0.9584 1  18  65 1  MRNFIVTGTDTEVGK + Oxidation (M)

 1180 893.7500  2678.2282  2678.3299  -0.1018 2  18  45 1   GEIYIEKQDFLNLNKEQEAQNR

 926 642.5700  1924.6882  1922.8871  1.8011 1  18  48 1   VEYIDGASQASYRHGDR

 875 624.9500  1871.8282  1869.9850  1.8432 1  18  63 1   RVSWETLVAHGPSLYR

 769 847.8100  2540.4082  2539.3291  1.0791 1  18  1.3e+002 1  MVSELFLSPLSHIPGPKLAACTR + Oxidation (M)

 756 560.9400  1679.7982  1677.8297  1.9685 0  18  68 1   NFSVNMWNAITPLR + Oxidation (M)

 845 913.1400  2736.3982  2736.5282  -0.1300 0  18  1.3e+002 1  MTALAILIPPALVLTGSAIALLCDAGR + Oxidation (M)

 356 529.3800  1056.7454  1055.5472  1.1983 2  18  77 1   EPKRDAQGR

 812 598.0700  1791.1882  1790.8720  0.3162 2  18  57 1   TPSVLKEGMNKEDAEK + Oxidation (M)

 1016 536.8900  2143.5309  2143.0891  0.4418 0  18  48 1   FAEAFKPVNFPPGASVFYR

 835 604.2900  1809.8482  1809.9294  -0.0813 2  18  71 1   KASVLFVEANMNSEKK + Oxidation (M)

 1240 594.2000  2965.9636  2966.4881  -0.5245 1  18  38 1   IAQLIEFYAVLMGQPGNVDSCKQELK + Oxidation (M)
 652 719.8600  2156.5582  2155.0141  1.5440 2  18  1.8e+002 1   KHSDSPASDSEGAQSSPVKNK

 384 559.1500  1674.4282  1674.8611  -0.4329 1  18  1.8e+002 1   KAGDIIALGGDEMITR + Oxidation (M)

 763 562.5900  1684.7482  1685.8308  -1.0826 2  18  78 1   NHKKMPVPPGAPQGGGD

 780 573.4300  1717.2682  1717.8531  -0.5850 2  18  61 1   SLHMKSTMGPPPKLY + 2 Oxidation (M)

 329 505.3900  2017.5309  2016.0779  1.4530 0  18  1.8e+002 1   FPALITETVLEDVLAETR

 924 480.9900  1919.9309  1920.9536  -1.0227 1  18  73 1   LKESGSLEVPMTMENIK + Oxidation (M)

 439 592.7900  1183.5654  1182.6972  0.8683 1  18  87 1   KNLETAGILPK

 811 598.0600  1791.1582  1790.8720  0.2862 2  18  66 1   TPSVLKEGMNKEDAEK + Oxidation (M)

 1252 526.3700  3152.1763  3150.5734  1.6029 2  17  37 1   DGQEAIYYITADTTAAARHSPQLEVFRK

 1275 888.7600  3551.0109  3548.8391  2.1718 2  17  35 1   LIHRWLSPHSLAYWYMYSGVKTSSGDIILR

 976 679.9600  2036.8582  2037.0239  -0.1657 0  17  65 1   AQESGPADRPEALGNSLAVR

 949 659.1200  1974.3382  1975.0296  -0.6914 1  17  57 1   DSVIMTNAKIGDNVIIEK + Oxidation (M)

 1066 449.6500  2243.2136  2243.1694  0.0442 0  17  69 1   APMQICFPPLIITTNVDVAK + Oxidation (M)

 357 530.3500  1058.6854  1058.5583  0.1272 0  17  1e+002 1   LWQMPLQK + Oxidation (M)

 210 416.1900  830.3654  829.3752  0.9902 0  17  1.3e+002 1   DNMVSHK

 545 649.6600  1297.3054  1295.8176  1.4878 0  17  65 1   AEALLILVSIVR

 1023 721.6400  2161.8982  2161.1275  0.7706 1  17  65 1   LMILGSDGVGKSVIWDALCK

 896 632.5600  1894.6582  1893.9407  0.7175 2  17  63 1   KLYVPWVEDKNSNMR + Oxidation (M)

 254 889.4600  888.4527  886.4872  1.9655 1  17  1.2e+002 1   NDLKEIR

 354 528.3700  1054.7254  1052.5376  2.1878 2  17  82 1   HHRERYR

 792 582.0200  1743.0382  1744.0247  -0.9865 2  17  83 1   KFNVKIIGATIDAINK
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 864 622.4500  1864.3282  1864.8998  -0.5716 1  17  63 1   AVREAMCFLMDPQIGK

 923 640.9300  1919.7682  1919.0074  0.7608 0  17  70 1  MDLGGSGVGEIAVYPVLVK + Oxidation (M)

 764 563.9900  1688.9482  1686.7697  2.1785 1  17  90 1   VISKGDDGDPLDGDER

 364 539.6500  1077.2854  1076.6315  0.6539 2  17  82 1   RRKPHLDR

 531 644.2400  1286.4654  1286.7194  -0.2540 0  17  89 1   VLENASSVIVTR

 668 736.7600  2207.2582  2207.1231  0.1350 1  17  2e+002 1   FPQRYVMLAIVADHGMVTK + 2 Oxidation (M)

 889 943.1600  1884.3054  1884.0615  0.2440 1  17  65 1  MITLLLRGNNLTGSIPR + Oxidation (M)

 1171 658.0300  2628.0909  2628.4052  -0.3143 1  17  56 1   QMLISLPQGMELLNMGLLNELKK + Oxidation (M)

 493 621.5900  2482.3309  2483.2214  -0.8905 1  17  2.2e+002 1   ISIKYGADTVMDLSTGGDLNEIR + Oxidation (M)

 522 639.2900  1276.5654  1274.6513  1.9141 2  17  1e+002 1   DNRRIMTDVR

 421 582.3000  2325.1709  2326.3511  -1.1802 0  17  2.7e+002 1   LIIAPEGILVGEEIAIGPNAPIK

 380 555.7500  1109.4854  1110.4950  -1.0096 0  17  2.3e+002 1   CCITAAPYR

 1062 746.9700  2237.8882  2237.1660  0.7222 2  17  64 1   RYQEVTLCLQTMEGLLRK

 407 571.6100  2282.4109  2282.9420  -0.5311 0  17  2.3e+002 1   LGEVHDGASTMDFMEQEAER + 2 Oxidation (M)

 746 838.0700  2511.1882  2511.2686  -0.0804 2  17  1.9e+002 1   ETPADADIVSHQLMLRAGMIRR + 2 Oxidation (M)

 1084 756.4000  2266.1782  2266.1276  0.0505 1  17  78 1   YNPSIAHMVDPQAAAELQRR

 220 423.0000  843.9854  842.4610  1.5244 0  17  1.1e+002 1   LGAPAGTTR

 1019 537.4200  2145.6509  2145.1178  0.5331 1  17  63 1   AGLEIGRIEDVTPIPHDGTR

 32 528.4000  527.3927  527.3431  0.0496 1  17  64 1   PGVKK

 383 556.5400  2222.1309  2223.0890  -0.9581 1  17  2.2e+002 1   VPIDLTMIEFMLWCRDGK

 1151 844.8400  2531.4982  2530.1983  1.2999 2  17  63 1   SPAEGNATVRYVGHALEADDMRR + Oxidation (M)

 1094 762.0000  2282.9782  2282.1399  0.8383 1  17  71 1   FIGTAGAASTMMNPKNSISQIK + Oxidation (M)

 814 599.3700  1795.0882  1794.7883  0.2999 1  17  85 1   QAGEDKEAAYYTMYR

 306 487.6300  973.2454  973.5305  -0.2850 1  17  2.8e+002 1   RTVQQASGK

 1220 574.8900  2869.4136  2868.4262  0.9874 2  17  66 1   DMARALKLVSGNDAAMVWHAETELPK + Oxidation (M)

 118 651.6200  650.6127  651.4068  -0.7941 0  17  87 1   VPLAPR

 514 632.7200  1263.4254  1264.6122  -1.1867 0  17  2.3e+002 1   YLNGPAECTIK

 997 527.3100  2105.2109  2103.9506  1.2603 0  17  84 1   TMLWNIHTGEWDADLMR + Oxidation (M)

 1031 726.2800  2175.8182  2174.0505  1.7677 2  17  67 1   FDRAEFSNFGKASVNQTTR

 277 460.4500  918.8854  917.5447  1.3408 2  17  99 1   YGVKRPKA

 1250 622.7400  3108.6636  3107.7829  0.8807 0  17  61 1   LVQKPSPLMALMIILWIPVGFLLACLR + Oxidation (M)

 424 582.9500  1163.8854  1163.5063  0.3791 1  16  88 1   DTKHTMEMR + Oxidation (M)

 298 483.4500  964.8854  963.4848  1.4007 0  16  83 1   VCAYGPGLK

 866 622.6800  1865.0182  1864.8600  0.1582 1  16  96 1   GIDYWKAHKPMCSEK + Oxidation (M)

 720 529.4000  1585.1782  1585.7155  -0.5373 0  16  80 1   NPTAQSQVMNTDHK + Oxidation (M)

 1083 756.3700  2266.0882  2264.1875  1.9007 1  16  86 1   KVGDTVEFGGLLGYAPVMAVNK

 1175 666.1100  2660.4109  2659.2035  1.2074 1  16  75 1   SLGEDVTNAMIMAECMKLCPTIK + 3 Oxidation (M)

 979 683.0700  2046.1882  2047.0157  -0.8275 1  16  88 1   GPGPDSLMATLYSRTQTPR

 120 654.3400  653.3327  653.3860  -0.0533 0  16  74 1   APPLTR

 501 625.6400  2498.5309  2499.1271  -0.5962 0  16  2.6e+002 1   QYFNCTGGALPGQNVCAGLSETR

 943 656.9100  1967.7082  1966.0847  1.6235 2  16  75 1   GDQEALKAAAALLKTQPNK

 859 464.7800  1855.0909  1855.7862  -0.6953 1  16  97 1   MSAMDNATRNAGEMVDK + Oxidation (M)

 431 586.4600  1756.3582  1756.0022  0.3560 0  16  2.5e+002 1   LVLEVSPLFGELAIEK

 1136 617.7500  2466.9709  2465.2915  1.6794 0  16  68 1   LVPVFVGGVTVTNATLHNEDEVR

 1177 888.7800  2663.3182  2663.2391  0.0791 0  16  79 1   DDVLSYYTNPSDLYFPSGNIDLR

 525 641.3000  1280.5854  1278.5775  2.0079 1  16  2.9e+002 1   GMWGRISSDDR

 650 479.7700  1436.2882  1435.7428  0.5454 2  16  87 1   KLFCNCPTKIR

 813 449.6300  1794.4909  1792.8560  1.6349 0  16  81 1   AQACVSAGNTGALMALSR + Oxidation (M)

 983 685.2600  2052.7582  2053.0224  -0.2642 0  16  77 1   IETGTFLVAAAMAGGEVLCK + Oxidation (M)

 1072 564.2300  2252.8909  2251.1631  1.7278 2  16  77 1   VLRSNGSGTMSDVVKGVEFAAK

 521 638.6800  1275.3454  1273.6383  1.7071 2  16  1e+002 1   APRAMNRMPAK + 2 Oxidation (M)

 917 638.6900  1913.0482  1913.9166  -0.8684 2  16  1e+002 1   KRTQPHEAYAGADMPAR + Oxidation (M)

 722 538.1300  1611.3682  1609.7883  1.5799 0  16  88 1   ALQFNGVTGTVCSTR

 1054 555.6700  2218.6509  2218.0286  0.6223 0  16  72 1   LAMGGAQEYFGVTPDMTTLGK + 2 Oxidation (M)

 386 559.8200  2235.2509  2234.1769  1.0740 2  16  3.2e+002 1   QCQYKDTLPKEVFPVLAAK

 921 480.7800  1919.0909  1918.0598  1.0311 0  16  1e+002 1   TLGLAVLMAQSGLFVAAEK

 565 657.0300  1312.0454  1310.7670  1.2784 1  16  2.7e+002 1   SLLRGLTPAQQK

 734 822.5500  3286.1709  3286.5540  -0.3831 0  16  2.2e+002 1   AGVSAYPQDVTWQMVENFLAGGAAINVFCR + Oxidation (M)

 909 636.6000  1906.7782  1907.9166  -1.1384 1  16  97 1   WKDAGDINTQTPFPYR

 870 624.0000  1868.9782  1868.9493  0.0289 2  16  1.1e+002 1   SSFANRDVISVRDFTR
 1181 896.0700  2685.1882  2684.3843  0.8039 2  16  78 1   VAVMAYQSLEDKIVKAEFAAATASR + Oxidation (M)

 98 317.1400  632.2654  631.3541  0.9114 0  16  2.1e+002 1   TVDGLK

 731 544.1100  1629.3082  1627.9270  1.3811 1  16  93 1   LLLLGAPGGHGGPASRR

 285 473.7400  1890.9309  1890.9687  -0.0378 0  16  3.7e+002 1   EAATIVAASVSNPGTFTAGK

 802 588.4300  1762.2682  1761.9600  0.3082 0  16  87 1   GLLLLVACFGVPSNFR

 782 573.5500  1717.6282  1717.8094  -0.1812 1  16  98 1   SGNIAGSYVTDGMFKR + Oxidation (M)

 596 670.8300  2009.4682  2008.9814  0.4868 0  16  2.9e+002 1   GEVLSDDSQQQIPVGANPR

 768 565.3400  1692.9982  1690.8501  2.1481 1  16  1.2e+002 1   EQWDGPFMLKGVIR + Oxidation (M)

 255 446.6800  1337.0182  1336.7463  0.2719 0  16  3.5e+002 1   SAAAGALGSPGLPLR

 435 589.3100  1764.9082  1763.8182  1.0900 1  16  3.6e+002 1   SMPARLAGEVMDAAEGK + 2 Oxidation (M)

 755 560.9300  1679.7682  1679.8267  -0.0585 1  16  1.2e+002 1   GYKTGHIAADGSVYNK

 328 502.7000  1003.3854  1004.4676  -1.0821 0  16  3.5e+002 1   FHQTSSGNK

 1041 733.3100  2196.9082  2195.1660  1.7422 2  16  91 1   ILVTDKEYDMPFSKGLLAR

 1029 544.5400  2174.1309  2175.0313  -0.9004 2  16  1.1e+002 1  MFIQEGNVNYASMTARRR + 2 Oxidation (M)

 554 651.7400  2602.9309  2602.2333  0.6976 1  16  2.9e+002 1  MFDIGVNLTSSQFESDRDAVISR + Oxidation (M)

 337 512.5900  1023.1654  1023.4693  -0.3039 1  16  96 1   SGSSSSSGGRR

 913 637.6000  1909.7782  1909.0493  0.7288 2  16  1e+002 1   EAVSNAVRHAKASTLTVR

 547 650.3700  1948.0882  1948.0234  0.0648 2  16  3.4e+002 1   GLMMLTRVTADGLGVKDR + Oxidation (M)

 953 994.1400  2979.3982  2977.6886  1.7096 2  16  2.1e+002 1   VLIVDDVISTGGTMVAIIKALEKAGAHIK + Oxidation (M)

 505 629.9300  2515.6909  2516.2064  -0.5155 1  16  3.2e+002 1   DSTELVAISVDVRNMHETELDK + Oxidation (M)

 347 525.3600  1048.7054  1049.5393  -0.8339 0  16  1.5e+002 1   FLEGAASIDK
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 427 585.7700  2339.0509  2337.1304  1.9205 1  16  3.3e+002 1   SLSPSLSSVDMRMTSSPSSIPR + Oxidation (M)

 558 653.6500  1305.2854  1305.6677  -0.3823 0  16  1.1e+002 1   GLNAVTNFDISR

 194 401.2900  1601.1309  1600.7556  0.3753 0  16  4.1e+002 1   CLVDTVYGSDLGFR

 409 573.0800  1144.1454  1142.6124  1.5330 0  16  3.2e+002 1   IPNLPFWEK

 873 624.9300  1871.7682  1871.9914  -0.2232 0  16  1.1e+002 1   IDTMIVQAIGLLDDLDK

 747 559.3700  1675.0882  1675.8603  -0.7721 1  16  1.1e+002 1  MLVDLWAIDETARK + Oxidation (M)

 795 876.1500  3500.5709  3501.6690  -1.0981 2  15  2.5e+002 1   MAVSHMKSMRGTGNTSTDGAYKPSFLTEQELK

 1065 747.7000  2240.0782  2239.1572  0.9210 2  15  1.1e+002 1   VWVFKGEILAHDPMAQDKR

 284 473.2300  1416.6682  1414.7528  1.9153 1  15  4.5e+002 1   DITRIDATVNAAR

 773 570.3600  1708.0582  1707.6756  0.3826 0  15  1.2e+002 1   CLSDMPYDSANYEK + Oxidation (M)

 820 601.4700  1801.3882  1800.8208  0.5674 1  15  97 1   LAAYESCMEAMEIRK

 1188 678.2000  2708.7709  2708.3888  0.3821 2  15  71 1   GHSTQMARLRQSLSQALNQNAELR

 821 602.0800  1803.2182  1803.8859  -0.6677 0  15  1e+002 1  MEIALGPLENGGAMTIR + 2 Oxidation (M)

 224 851.9300  850.9227  849.4014  1.5213 0  15  1.1e+002 1   VNTMNQK + Oxidation (M)

 263 449.6500  897.2854  895.4988  1.7867 1  15  1e+002 1   RHGLSAQK

 928 648.5300  1942.5682  1940.9704  1.5977 1  15  93 1   DIELGYTHTGPQRADLR

 918 638.7300  1913.1682  1913.9418  -0.7736 2  15  1.1e+002 1   FEQKSTESFRCLVQR

 257 449.1900  896.3654  896.4426  -0.0771 0  15  1.1e+002 1   LYMGASQK

 341 519.5600  2074.2109  2072.9693  1.2416 0  15  3.5e+002 1   GMLGSMVQMFLGNSSLVDR + 2 Oxidation (M)

 289 476.7600  951.5054  949.4869  2.0186 0  15  1.4e+002 1   DEALFVTR

 587 665.9900  1994.9482  1996.0088  -1.0606 1  15  3.2e+002 1   VSDNLFKNSMGVFVPGTGK

 534 645.5300  1289.0454  1288.6598  0.3857 0  15  1.2e+002 1   SAINPIFMQPR + Oxidation (M)

 1022 540.6500  2158.5709  2156.6958  1.8751 0  15  89 1   EEPMGAGEMGGMGGMGGMGGMM + 6 Oxidation (M)

 987 692.1600  2073.4582  2073.2132  0.2449 2  15  91 1   AVFVLSCLLKGRTVEILR

 1229 577.9900  2884.9136  2883.4549  1.4587 1  15  70 1  MGRQLQNLVVTDETEFDHIVAVTPR + Oxidation (M)

 314 490.6300  979.2454  979.4281  -0.1826 0  15  1.2e+002 1  MDSEGAVQK + Oxidation (M)

 375 551.2200  1100.4254  1101.6142  -1.1887 1  15  1.6e+002 1   NQNSLAKSIK

 1147 630.7000  2518.7709  2519.2552  -0.4843 2  15  80 1   YINKNGGQSPYFIGMLISMDKK + Oxidation (M)

 1184 676.2700  2701.0509  2700.2530  0.7979 2  15  80 1  MIVGAGGGADMNARGAMGRYGETLAAR + 3 Oxidation (M)

 623 686.7800  2057.3182  2055.8262  1.4919 1  15  3.3e+002 1   HYGGGKELDCGTDMEDTR + Oxidation (M)

 772 850.3600  1698.7054  1698.9628  -0.2574 2  15  2.8e+002 1   RGIIDSKVSLVEGAQK

 292 479.6500  957.2854  956.5767  0.7088 1  15  1.4e+002 1   RIIIATDR

 693 755.4600  1508.9054  1506.8518  2.0537 2  15  1.4e+002 1   HLEATGQLPAKKSK

 959 667.5900  1999.7482  1998.1084  1.6398 2  15  1e+002 1   VIVAPKRCYEPQALLNK

 999 705.2500  2112.7282  2112.1408  0.5874 2  15  97 1   DQVERIICSLRPAMRLR

 1139 620.7700  2479.0509  2477.1679  1.8830 1  15  97 1   VGNVAQRDVWVESCITGMTPDK + Oxidation (M)

 445 593.8400  2371.3309  2371.0321  0.2988 1  15  3.9e+002 1   DSDLMEAFHCNQTQVNRYK + Oxidation (M)

 533 644.3000  1286.5854  1285.7329  0.8526 2  15  1.7e+002 1   RAMPLSVAWKK

 964 1003.4100  4009.6109  4008.8946  0.7163 2  15  2.3e+002 1   RYSDFIAHPIRMAVERPGSDDSEPTTEVQTLNSMK + 2 Oxidation (M)

 538 647.4000  2585.5709  2585.3734  0.1975 1  15  3.6e+002 1   VEMESISTGSLGLDIALGIGGLPKGR + Oxidation (M)

 874 624.9400  1871.7982  1871.9485  -0.1503 0  15  1.3e+002 1   ICSISSLLAPLDATMHK + Oxidation (M)

 939 654.7300  1961.1682  1962.2102  -1.0420 2  15  1.3e+002 1   KLILTTNQPNVRVLVVR

 958 667.5600  1999.6582  1998.1010  1.5571 1  15  1e+002 1   SYGVQVARLAGLPEAVVNR

 786 576.5700  1726.6882  1726.8634  -0.1752 0  15  1.3e+002 1   IQPAMQLPPDVDMIK + 2 Oxidation (M)

 1114 585.0500  2336.1709  2336.1366  0.0343 1  15  1.2e+002 1   NGQERSVPLPQSCPACGGPVVK

 546 433.6200  1297.8382  1296.6422  1.1960 1  15  1.4e+002 1   DPAAQPSAKEQR

 1160 856.3500  2566.0282  2566.3000  -0.2719 1  15  90 1   TPPTTHQKPKTHATQTNAHTNQK

 272 455.5200  1363.5382  1364.7156  -1.1774 1  15  4e+002 1   MTTKNAIIMAAGK + Oxidation (M)

 377 551.4400  1100.8654  1101.5553  -0.6899 0  15  1.4e+002 1   ALLPESETDK

 295 481.1000  1920.3709  1921.0958  -0.7249 1  15  3.7e+002 1   VIMLIFASSTGTILPSKK + Oxidation (M)

 1150 843.1300  2526.3682  2525.2207  1.1475 0  15  1.1e+002 1   GGEDLGVMTVDAFTALLEEQISSK + Oxidation (M)

 191 398.5000  794.9854  794.3480  0.6374 0  15  4.1e+002 1   DDMAISK + Oxidation (M)

 972 676.6300  2026.8682  2025.0782  1.7899 0  15  1.2e+002 1   DSSDPVLFDGPKPLNAILK

 1236 726.2900  2901.1309  2901.5634  -0.4325 1  15  78 1  MATTYRIAVLAGDGIGPEITAVALDVLR + Oxidation (M)

 791 435.9100  1739.6109  1738.9478  0.6631 2  15  1.1e+002 1   TLRRVLDDPAWEIR

 219 422.9900  843.9654  844.4515  -0.4860 2  15  1.7e+002 1   KGRAEER

 641 709.4900  2833.9309  2833.4102  0.5207 1  15  3.2e+002 1  MIAQCSGLEFHEISNATLKQVLSGGK + Oxidation (M)

 434 588.6200  2350.4509  2349.1345  1.3164 1  15  3.9e+002 1   AEATSQEKMSGVTAGMPLPPGFK + Oxidation (M)

 1203 711.3700  2841.4509  2839.3474  2.1035 1  15  1e+002 1   APDVELKAEDFIVDVINVDYGMEDK + Oxidation (M)

 355 528.3900  1054.7654  1055.6451  -0.8796 2  15  1.3e+002 1   INVKAKDLR
 476 613.4400  1224.8654  1223.6510  1.2144 2  15  1.3e+002 1   KSEFKGGTSGVK

 827 603.9600  1808.8582  1809.8965  -1.0383 2  15  1.5e+002 1   EASVDDVMKVLMASRK + 2 Oxidation (M)

 1251 624.6700  3118.3136  3117.4859  0.8277 2  15  78 1   MRGEDVVYVCGTDEHGVPITLTAEREGK

 242 435.3700  868.7254  867.3830  1.3424 0  15  1.1e+002 1   SMGLDAMK + Oxidation (M)

 479 615.8300  1229.6454  1227.7703  1.8751 1  15  1.8e+002 1   VIFGVKVPTIR

 951 661.0000  1979.9782  1980.1044  -0.1262 2  15  1.4e+002 1   DGSKYGVRLYGLLEAIVK

 1036 732.6300  2194.8682  2195.1660  -0.2978 2  15  1.1e+002 1   ILVTDKEYDMPFSKGLLAR

 396 565.2000  1692.5782  1691.8844  0.6938 1  15  3.7e+002 1   EKEILTYFIYMVK + Oxidation (M)

 714 789.4000  1576.7854  1575.7439  1.0416 1  15  1.6e+002 1   MHMSRHPFYVQK + Oxidation (M)

 1037 732.6400  2194.8982  2194.1018  0.7963 2  15  1.1e+002 1   VKFDNTEIALKTHHPDDSK

 645 712.2000  2844.7709  2844.4725  0.2984 2  15  3.1e+002 1   DAKLSISDIDDVILVGGQTRMPMVQK + Oxidation (M)

 897 632.5800  1894.7182  1895.8717  -1.1535 1  15  1.2e+002 1   AMMAEGTKSVEGADGSSLR

 123 660.2900  659.2827  659.3854  -0.1027 0  15  2.8e+002 1   ATDIIK

 139 343.7300  1370.8909  1370.7016  0.1893 1  15  4.9e+002 1   RFSSCYIPTLK

 620 683.4600  2047.3582  2045.9701  1.3880 2  15  3.4e+002 1   DTASGFQATFTSARMQRR + Oxidation (M)

 278 461.8800  921.7454  922.4257  -0.6802 1  15  1.3e+002 1   ARDENYR

 1025 722.3100  2163.9082  2165.0746  -1.1665 2  15  1.2e+002 1   LQTMIRTTDKVSDDINSGR + Oxidation (M)

 1097 763.1800  2286.5182  2285.0531  1.4651 0  15  1e+002 1   YLVSTIPCPQECAPCVPPTP

 936 651.5400  1951.5982  1949.8499  1.7483 1  15  1.1e+002 1   AMMVEDAESYNKYLDR + Oxidation (M)

 900 950.3300  2847.9682  2846.4410  1.5271 1  15  2.5e+002 1   QQAPVNKNDVVEVTIEDLTHDGAGVAK

 1090 570.5700  2278.2509  2276.1636  2.0873 2  15  1.3e+002 1   KWRGWFENQMALLSNAGIR
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 660 727.9800  2180.9182  2180.0936  0.8246 1  15  3.5e+002 1   MANKDQNLTLWYDQLLSK

 1081 566.5100  2262.0109  2260.1885  1.8224 2  15  1.3e+002 1  MGGSVIVIDSKAAWDAQLAKGK + Oxidation (M)

 1183 675.7900  2699.1309  2699.4130  -0.2821 0  15  99 1   QTVAAEQLFDISLGLSDLPLVNNSR

 398 566.3000  1695.8782  1695.8726  0.0055 1  14  4.9e+002 1   KGMDTGLTAIHPLNGR + Oxidation (M)

 637 707.0500  2118.1282  2118.0705  0.0577 2  14  3.7e+002 1   KADGNGAAIAEQVFQNTKEK

 916 637.8900  1910.6482  1909.9897  0.6584 1  14  1.2e+002 1   NSLYLSDYPSRLDIVR

 353 528.3700  1054.7254  1053.5607  1.1647 1  14  1.5e+002 1   RELFFSQK

 627 700.6600  1399.3054  1397.6319  1.6735 0  14  1.4e+002 1   TGMESQPFLNMK + Oxidation (M)

 683 745.9800  2234.9182  2232.9894  1.9288 1  14  3.6e+002 1   TMADVYGAFFDFSCMLKSK + Oxidation (M)

 559 654.1300  2612.4909  2611.2992  1.1917 0  14  3.6e+002 1   LTAVMQGVHDNYDIDLFQYLLK + Oxidation (M)

 944 656.9200  1967.7382  1967.1098  0.6284 2  14  1.2e+002 1   LSDVLRQLMNLSPRGIR

 1060 559.0900  2232.3309  2233.0078  -0.6769 2  14  1.3e+002 1   CTWEGCTKSFNVKSNMLR + Oxidation (M)

 426 585.5500  1169.0854  1168.4675  0.6179 0  14  1.3e+002 1   TACNLMGNLC + Oxidation (M)

 478 614.7300  2454.8909  2455.3468  -0.4559 1  14  4e+002 1   LLENAASDMAIISGQKPLITKAR + Oxidation (M)

 672 494.2800  1479.8182  1477.7334  2.0848 0  14  1.7e+002 1   AVDGEMITITVEGK + Oxidation (M)

 231 429.9700  857.9254  857.4355  0.4899 0  14  1.9e+002 1   ISSGTHTR

 1148 632.1100  2524.4109  2523.3405  1.0704 2  14  1.2e+002 1   LTDPVGQVIDGQRLDSGLSLERR

 643 710.7300  2129.1682  2128.9636  0.2045 0  14  3.8e+002 1   SQPGFESHPMVGEAWDALR + Oxidation (M)

 840 608.2200  1821.6382  1822.0061  -0.3679 2  14  1.3e+002 1   SVNEALKHGGLKNAASVK

 1227 961.9600  2882.8582  2884.0382  -1.1800 1  14  89 1   REQMAEDMANGGYDATQDDDDDMEF + Oxidation (M)

 537 646.3600  1290.7054  1288.6888  2.0167 1  14  4.8e+002 1   GEPGPPGARGLPGK

 1070 751.5700  2251.6882  2252.1471  -0.4589 1  14  1.1e+002 1   VKDITVTSTCEHHLVTIDGK

 1073 564.2300  2252.8909  2251.2286  1.6623 1  14  1.2e+002 1   MYIVIDQGNTILKIGLFEGK

 563 656.2500  1965.7282  1964.0149  1.7132 2  14  3.8e+002 1   ELVNAYVGMRKLGEDVR + Oxidation (M)

 967 1010.0800  4036.2909  4034.8637  1.4272 1  14  3e+002 1   TAVVLAAFSALMALARAQSPLASMGGGGSPMGMGMGMGMNR + 5 Oxidation (M)

 391 562.2400  2244.9309  2246.0790  -1.1481 1  14  4.6e+002 1   WNWVLDGMVETKALSPNDR + Oxidation (M)

 610 679.0300  2034.0682  2033.0946  0.9736 2  14  4.1e+002 1   LKTTVFQDETRIFNPPK

 718 528.3700  1582.0882  1581.8739  0.2142 2  14  1.4e+002 1   VHELALDFARRQK

 1075 752.3000  2253.8782  2252.0896  1.7886 0  14  1.2e+002 1  MLEVHFVGDDDVLNHILDR + Oxidation (M)

 334 510.6400  1019.2654  1020.4624  -1.1970 0  14  1.8e+002 1   DNAQAAEFR

 1163 646.2300  2580.8909  2581.2694  -0.3785 0  14  1e+002 1   VMGIVDEILTEPIGGAQADHQSASK + Oxidation (M)

 498 623.7500  1245.4854  1243.6343  1.8512 1  14  2e+002 1   AKESGMALPQGR

 839 608.0600  1821.1582  1819.8934  1.2648 2  14  1.5e+002 1   DAAVFRTMNRMAHLR + 2 Oxidation (M)

 677 743.0400  2226.0982  2225.0833  1.0148 2  14  3.9e+002 1   EGMIKGLWKNHSHESMAVR + Oxidation (M)

 466 610.4700  1218.9254  1217.7053  1.2201 1  14  4e+002 1   LVSVIMLDGKK + Oxidation (M)

 576 660.6900  1979.0482  1980.0276  -0.9795 1  14  4.2e+002 1   GLTGKDAADGLDHIGVTVNK

 757 560.9400  1679.7982  1677.7305  2.0677 0  14  1.8e+002 1   FEGDGQMVNPGDDVAK

 861 465.0300  1856.0909  1855.9098  0.1811 0  14  1.7e+002 1  MEDLNQEILTTLHGAR + Oxidation (M)

 941 655.4800  1963.4182  1962.0166  1.4016 1  14  1.2e+002 1   MRELLETLMELDQVVK + Oxidation (M)

 367 544.0800  1086.1454  1084.4681  1.6773 0  14  1.7e+002 1   LADFANCMK + Oxidation (M)

 626 698.6800  1395.3454  1395.7946  -0.4492 2  14  4.1e+002 1   IKKHTAISTNQR

 725 539.8100  1616.4082  1614.7525  1.6556 1  14  1.4e+002 1   EEDSDFISGRIYGK

 895 632.2900  1893.8482  1893.1160  0.7322 2  14  1.7e+002 1   RTSPINKPIVVLGKDTR

 517 636.6300  1271.2454  1270.7285  0.5169 1  14  1.6e+002 1   LESLPKNFVPK

 801 586.9100  1757.7082  1756.9220  0.7862 2  14  1.6e+002 1   ALPEPLYEVRGRDSR

 684 748.6200  2242.8382  2241.1728  1.6653 1  14  3.8e+002 1   MLKFLTPTAYASHHVTPATR

 686 749.7400  2246.1982  2246.2530  -0.0548 0  14  3.9e+002 1   ENALMSLHMLPLLLLSLNPK

 1026 542.3200  2165.2509  2164.9776  0.2733 0  14  1.5e+002 1   QFEFDDFVVSVFDDMIGR

 1255 641.6200  3203.0636  3201.5513  1.5123 2  14  83 1   DDLELRLGDQPAKGFASHGESWSMALSLR + Oxidation (M)

 735 550.9300  1649.7682  1650.7962  -1.0280 0  14  1.8e+002 1   GSISSTWNQTGTVTGR

 212 418.0100  834.0054  833.3668  0.6387 0  14  5e+002 1   AGHGYDSK

 403 569.1200  1136.2254  1135.6098  0.6157 1  14  1.6e+002 1   AGLSVSRYQR

 682 745.0400  1488.0654  1486.8429  1.2226 1  14  1.6e+002 1   MAPITLSTIDGKLK

 541 432.6400  1294.8982  1295.6721  -0.7739 1  14  1.6e+002 1   SQKAYVTGEVSK

 838 910.9600  2729.8582  2728.2295  1.6286 0  14  3.7e+002 1   SLGPMLGQFQSMLGGGGPNQEDMFAK + 2 Oxidation (M)

 1012 713.9600  2138.8582  2136.9456  1.9126 1  14  1.4e+002 1  MAQTKSSYDYEDLLACAR + Oxidation (M)

 343 521.4500  1040.8854  1040.5655  0.3200 2  14  1.5e+002 1   FKGDGVKYK

 1133 614.8900  2455.5309  2455.1714  0.3595 1  14  1.2e+002 1   DQQGNTSSFLLSEQTTLDKSEK

 788 578.1800  1731.5182  1729.9727  1.5455 1  14  1.5e+002 1   TKFQPTQGNLLAVVSK

 1005 713.5900  2137.7482  2137.0772  0.6709 1  14  1.3e+002 1  MLPNTGRLAGCTVFITGASR + Oxidation (M)

 1187 677.5100  2706.0109  2706.4129  -0.4020 1  14  1.1e+002 1   RLQNDAEHLSDIGITAVWIPPAYK

 787 865.5500  1729.0854  1727.8916  1.1938 2  14  3.6e+002 1   IGDYNKKVFEAMGLK + Oxidation (M)

 798 877.0500  3504.1709  3503.8776  0.2933 2  14  3.7e+002 1   YPSPAVLRLEGDATSASYFLAAAGIKGVPVTGIGR

 1099 574.3800  2293.4909  2293.9294  -0.4385 1  14  1.2e+002 1   QNWQEDSRWTPDMDDAER + Oxidation (M)

 474 613.0200  1224.0254  1223.6921  0.3334 2  14  1.5e+002 1   RGRQLPPICK

 893 632.2600  1893.7582  1892.9917  0.7665 1  14  1.6e+002 1   EAIIMLEVEGYVEVRK + Oxidation (M)

 946 657.2500  1968.7282  1967.9636  0.7646 1  14  1.4e+002 1   KNVLGHMQQGGSPTPFDR

 379 553.8900  1105.7654  1106.5390  -0.7735 2  14  2.1e+002 1   RETDAEMKK

 568 658.2700  2629.0509  2628.2209  0.8300 1  14  4.9e+002 1  MGPLGVFSMLPGFSAEMMPQGREK + 2 Oxidation (M)

 940 654.9800  1961.9182  1962.0067  -0.0885 1  14  1.8e+002 1   MIPYRMPVINDDITLR + Oxidation (M)

 759 561.9900  1682.9482  1683.0294  -0.0813 2  14  2e+002 1   KGDVLTVAKIASILGAK

 1101 574.7500  2294.9709  2295.2667  -0.2958 2  14  1.5e+002 1  MDGRVQLMKALLAGPLRPAAR + 2 Oxidation (M)

 397 565.7100  1129.4054  1129.5801  -0.1747 0  13  2.2e+002 1   QPELAANLMK + Oxidation (M)

 1120 595.1600  2376.6109  2375.1436  1.4673 2  13  1.3e+002 1   AGKIINPEFMVKCPAGCQDPK + Oxidation (M)

 681 496.3500  1486.0282  1483.8663  2.1618 2  13  1.8e+002 1   QKKIVTFWGIHK

 766 846.8900  3383.5309  3384.6410  -1.1101 0  13  4.2e+002 1   LYSSFACMLHYQLGSFSSLYILEEQASLK

 429 586.1800  2340.6909  2339.0310  1.6599 1  13  4.6e+002 1  MYSRPSNYAPSKDVYGGEMR + 2 Oxidation (M)

 1210 713.2600  2849.0109  2847.4121  1.5988 2  13  1.1e+002 1   MYYALVGYGVSNKALCEKLISMGHK + Oxidation (M)

 84 606.0700  605.0627  605.3173  -0.2546 0  13  2.3e+002 1   PQSFK

 651 719.5100  2155.5082  2154.9905  0.5176 1  13  4.1e+002 1   MFRNQYDGDVTVWSPQGR

 232 430.1700  1716.6509  1714.8923  1.7585 0  13  6.9e+002 1   GDIQNPVLSSINAIMK + Oxidation (M)
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 934 488.7400  1950.9309  1948.9663  1.9646 0  13  1.9e+002 1   EVGGISALTALEMLSADEK + Oxidation (M)

 960 668.7300  2003.1682  2004.0251  -0.8569 2  13  1.8e+002 1   INGSFYKTMRTIASYPR

 1209 712.6500  2846.5709  2844.5572  2.0137 1  13  1.4e+002 1   AELHTLLGGLSFLLLLMSGQGAKGGSFK

 649 717.1800  1432.3454  1430.7493  1.5962 1  13  1.7e+002 1   KCFVFDLPIHR

 515 633.0400  1896.0982  1895.0701  1.0281 2  13  5.1e+002 1   ISLGSGAARVVNGPVTKNR

 955 664.6800  1991.0182  1988.8828  2.1354 1  13  1.9e+002 1   LCADKGMEMVVCQSFAK + Oxidation (M)

 841 608.5500  1822.6282  1822.0247  0.6035 1  13  1.6e+002 1   TALRCLPAQIVQTPVR

 490 620.7400  1239.4654  1238.6844  0.7811 2  13  1.9e+002 1   SVSRSPTPPRR

 751 560.0500  1677.1282  1675.9443  1.1838 2  13  1.7e+002 1   GLIGQKLGMTRLFDK

 580 661.3100  1320.6054  1320.7289  -0.1234 1  13  2.3e+002 1   KGDAILTIYAEK

 1253 795.1600  3176.6109  3174.5339  2.0770 1  13  1.3e+002 1   QTLVNDVFHSVASRYDLMNDLMSGGLHR

 305 485.6600  969.3054  967.5451  1.7604 1  13  1.7e+002 1   SLRGPDVPK

 1221 718.7200  2870.8509  2871.4674  -0.6165 2  13  1.1e+002 1   NHIATVTLATRANPYRNHPHNLSMK + Oxidation (M)

 761 842.9300  3367.6909  3368.6241  -0.9333 1  13  4.6e+002 1   HKVDAPSGTAIGMGEAIAHAMGNQLSDVAVYAR + 2 Oxidation (M)

 1059 559.0700  2232.2509  2232.1862  0.0647 2  13  1.8e+002 1   GRVLKEPVNLDGDDASLIHGK

 819 900.8900  2699.6482  2700.5726  -0.9244 0  13  4.1e+002 1  MFLTLIAGLISLLLTALIMPHFIK + 2 Oxidation (M)

 858 928.4500  1854.8854  1856.0050  -1.1195 2  13  4.6e+002 1   ANNAINEMVKQRLISR

 382 556.5000  1110.9854  1111.4638  -0.4783 1  13  4.9e+002 1   TRMADMEDK + Oxidation (M)

 308 488.9600  1951.8109  1951.9058  -0.0949 1  13  6.2e+002 1   VMVEASTDEDAQRFAQR

 1039 549.9500  2195.7709  2195.9973  -0.2264 1  13  1.4e+002 1  MMNGENGNTTEMVPLNKIR + 3 Oxidation (M)

 984 685.4900  2053.4482  2054.1272  -0.6791 0  13  1.5e+002 1   SDAAKPLLGHDAVIQALAHK

 1008 713.6300  2137.8682  2139.0192  -1.1511 1  13  1.6e+002 1   DDSGVVQAIVEHKDASDAQR

 1032 546.0000  2179.9709  2181.1398  -1.1689 2  13  1.8e+002 1   SPFVTSGIRIGTAAMTTRGMK

 1158 642.0700  2564.2509  2564.2291  0.0218 2  13  1.7e+002 1   FKAFETMRQDLDYEIDGMVIK + Oxidation (M)

 1260 840.2100  3356.8109  3354.7578  2.0531 2  13  1.1e+002 1   VLNAKHHDKEAEIIAQAGRPGAVTIATNMAGR + Oxidation (M)

 957 499.8100  1995.2109  1993.0667  2.1442 2  13  1.8e+002 1   QMREFVTDGGSLIGLVKK + Oxidation (M)

 797 584.9000  1751.6782  1751.7924  -0.1142 0  13  1.8e+002 1   TACYDIDVEVDDPLK

 1107 462.8200  2309.0636  2308.1984  0.8652 1  13  1.8e+002 1   KPKDMAVVSEIAGIVTYAGESK + Oxidation (M)

 743 557.8100  1670.4082  1669.6171  0.7910 0  13  1.7e+002 1   GGGAPAGGGMPGGMGDMDF + 2 Oxidation (M)

 566 658.1700  1314.3254  1314.5519  -0.2264 0  13  1.9e+002 1   GAMVYTPNMCR + Oxidation (M)

 717 528.3100  1581.9082  1580.7803  1.1279 0  13  2.2e+002 1   ALAYMDLRPGTAMR + Oxidation (M)

 195 402.4300  802.8454  802.4086  0.4368 0  13  2.6e+002 1   VHTGSFR

 1176 666.6200  2662.4509  2663.1700  -0.7191 2  13  1.6e+002 1   ILAMCSTFCDGSGVVREMKEDDK + Oxidation (M)

 147 351.3000  700.5854  698.4075  2.1779 0  13  6.6e+002 1   ISIGPGR

 1109 772.3000  2313.8782  2312.0123  1.8659 0  13  1.5e+002 1   DMDLTFIEVMPMGDIGNENR + Oxidation (M)

 702 779.7600  3115.0109  3115.5662  -0.5553 1  13  4.9e+002 1   YDHHLPKAAIVRPVYAANSGFVTAMDTR + Oxidation (M)

 1009 713.6300  2137.8682  2138.1219  -0.2537 1  13  1.7e+002 1   EEGSLLNVLYGRGTSTTITK

 1089 760.3600  2278.0582  2276.3045  1.7537 2  13  1.9e+002 1   GFIVGAAVAYELGVGFVPVRKK

 1279 620.3100  3715.8163  3714.8749  0.9414 1  13  1.1e+002 1   EYMAIEQLAERVPGVLLLTATPEQLGMESHFAR + Oxidation (M)

 150 355.1700  1416.6509  1416.7395  -0.0886 1  13  7.5e+002 1   ETGVTLMRIEPR + Oxidation (M)

 319 494.8900  987.7654  988.4825  -0.7171 0  13  2.6e+002 1   QVAQSEAEK

 862 621.7300  1862.1682  1861.7836  0.3846 0  13  1.9e+002 1   TVFGDNCAPCHGSGGAGAK

 948 987.2700  1972.5254  1973.0330  -0.5076 0  13  3.7e+002 1   DSNVTHKPKPIVPEEQR

 1043 1103.1800  4408.6909  4407.2711  1.4198 2  13  3.5e+002 1   LARLGVETELVKQGAEPGASVTIGNVSFDWEPQTPAGVDLTR

 330 507.1900  1518.5482  1518.6845  -0.1363 2  13  5.8e+002 1  MDRKNDGSAQEPR + Oxidation (M)

 213 420.1400  838.2654  836.4140  1.8514 0  13  1.9e+002 1   SSNLNFR

 227 429.3500  856.6854  855.4702  1.2153 0  13  2.5e+002 1   VDVDALPK

 518 637.7000  1273.3854  1272.7037  0.6817 1  13  2.1e+002 1   EIAQTIAKSANK

 613 680.2700  1358.5254  1357.6594  0.8660 1  13  2.4e+002 1   MLVNSRMEHNK

 218 422.1400  1263.3982  1261.7367  1.6615 2  13  6.3e+002 1   TIRAPHGNKLR

 738 551.9500  1652.8282  1653.8256  -0.9975 2  13  2.3e+002 1   AKAAMLDAHDEARQK

 669 736.7700  1471.5254  1469.6425  1.8830 1  13  2.1e+002 1  MGQTMLAEMRDR + 2 Oxidation (M)

 1076 564.6800  2254.6909  2255.1321  -0.4412 0  13  1.5e+002 1   IEEGAYTVLGGTNYSIQVDVK

 530 643.7700  1285.5254  1286.7194  -1.1940 0  13  2.6e+002 1   SGVVLLTDQSLR

 781 573.4700  1717.3882  1715.8811  1.5071 2  13  1.8e+002 1   DAMSRAPAVKLPSAMR + Oxidation (M)

 463 607.8500  2427.3709  2425.2489  2.1220 1  13  6.2e+002 1   AELPEVAELDLVRHYTELSNK

 548 650.5300  2598.0909  2596.0593  2.0316 1  13  5.2e+002 1   ANRYGSGAGGGADDGNNACGTTGEDPR

 696 510.3200  1527.9382  1528.8573  -0.9191 1  13  2.4e+002 1   TLLRIASTEGNNLK

 471 612.9000  1223.7854  1222.6492  1.1362 2  13  2.3e+002 1   CHVVPQKKEV

 393 562.7200  1123.4254  1122.5492  0.8763 0  13  2.2e+002 1   NHPMTPEAVK
 456 603.9500  1205.8854  1205.6325  0.2529 2  13  2.2e+002 1   DKKEMADLLK + Oxidation (M)

 291 477.6100  953.2054  953.4679  -0.2624 1  13  1.7e+002 1   RGENDHVK

 922 640.9200  1919.7382  1918.9757  0.7625 2  13  1.8e+002 1   MTRALMDSLGPEWRLK + Oxidation (M)

 90 310.2000  1236.7709  1234.5910  2.1798 1  13  9.2e+002 1   AVMDVANGRMR + Oxidation (M)

 506 420.5300  1258.5682  1258.5789  -0.0108 0  13  2.9e+002 1   TENTPGTSAPER

 869 623.3500  1867.0282  1865.8643  1.1639 0  13  2.2e+002 1   VQADETGNYSGSDVSPLK

 899 633.2100  1896.6082  1895.9371  0.6711 1  13  1.7e+002 1   VSMASTIRSATTEVTNGR + Oxidation (M)

 1149 843.0100  2526.0082  2526.1058  -0.0977 2  13  1.5e+002 1   EKSVCFMPCRHLAVCTECSR

 703 779.9000  1557.7854  1556.6572  1.1282 1  13  2.7e+002 1  MNSCNGTFGNAGRR + Oxidation (M)

 460 605.0600  1208.1054  1207.5251  0.5803 0  13  1.9e+002 1   DASSNLTACNR

 592 668.3000  1334.5854  1332.7514  1.8341 1  13  6.6e+002 1   TYQQAGRVAVIK

 647 475.8400  1424.4982  1422.8922  1.6060 2  13  2.1e+002 1   IRKIITEAVPGVK

 851 613.1700  1836.4882  1835.8366  0.6515 0  13  1.8e+002 1   GYANDEVDAFGFYIQK

 732 546.0100  1635.0082  1635.9494  -0.9412 0  13  2.4e+002 1   MVLILNGPNLNLLGR

 1287 664.9300  3983.5363  3981.9340  1.6024 2  13  79 1   DAQDNTLTESVDLLMPGVGEIVGGSMRIWKFDELSK + 2 Oxidation (M)

 667 490.3800  1468.1182  1467.7061  0.4120 1  13  2e+002 1   KGEMLAVTGSMGSGK + Oxidation (M)

 612 453.2900  1356.8482  1354.7708  2.0774 0  13  2.7e+002 1   EEVLGILDQIVK

 1020 539.1300  2152.4909  2150.9991  1.4917 1  13  1.7e+002 1   RGYVMNSFFAYYMVMIK + 2 Oxidation (M)

 450 594.7500  1187.4854  1185.7631  1.7223 2  13  3e+002 1   VMRLVKLLSK

 998 1055.3300  3162.9682  3163.2911  -0.3229 2  13  3.7e+002 1   GMSGSEGGMSGSEGGMSESGMSGSGGGKHKIGGGK + 3 Oxidation (M)

 1142 625.6800  2498.6909  2499.2190  -0.5281 1  13  1.5e+002 1   GNPPPVPPPRNVTAHNGSFQNMR + Oxidation (M)
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 807 592.7800  1775.3182  1775.9325  -0.6143 2  12  1.9e+002 1   NQGRIGAAHAPMELRR

 1013 713.9900  2138.9482  2140.0735  -1.1253 1  12  2.1e+002 1   NAEPLAKGVWNVPASNCSVK

 401 567.6100  1133.2054  1131.6070  1.5984 1  12  2.3e+002 1   ARINVVMSDK

 394 563.6900  1125.3654  1123.5298  1.8356 0  12  2.1e+002 1   QSHLDSFYK

 642 709.7400  1417.4654  1416.7837  0.6817 1  12  2.3e+002 1   SGERIFVNGAVLR

 1115 586.3700  2341.4509  2341.1042  0.3467 1  12  1.7e+002 1   ATLGDDNDSGTLMNLVMQFRK + Oxidation (M)

 560 654.3400  1306.6654  1307.6404  -0.9750 1  12  2.7e+002 1   HPDARIDMPTR

 871 624.6000  1870.7782  1868.8363  1.9419 1  12  2.3e+002 1   DFPAECQKYAADLEGR

 527 643.2100  1926.6082  1924.8924  1.7158 1  12  5.6e+002 1   LDSEAMNHFMRVFANK + Oxidation (M)

 662 365.4200  1457.6509  1458.6198  -0.9689 0  12  2.8e+002 1   GCHDEPGIDFANK

 950 660.1200  1977.3382  1976.0942  1.2439 1  12  1.8e+002 1   KLGYSLVTITGVDTRPEK

 549 650.5600  1299.1054  1298.6830  0.4224 0  12  5.9e+002 1   QDAATVLLEPSR

 736 826.0800  1650.1454  1649.9174  0.2280 2  12  5.3e+002 1   KEVPIPPMTPLEKR + Oxidation (M)

 467 610.9100  1219.8054  1218.5928  1.2127 1  12  2.8e+002 1   NMIRGGGFDPR

 942 655.7900  1964.3482  1964.9659  -0.6177 2  12  1.8e+002 1   VLMGAERRSMVISDEEK + Oxidation (M)

 1085 568.5600  2270.2109  2271.0222  -0.8113 0  12  2.2e+002 1   LTEMSYGVDNGPVPLGSCTMK + Oxidation (M)

 366 542.2900  1082.5654  1082.5655  -0.0000 2  12  2.7e+002 1   VKYMTNRR + Oxidation (M)

 562 655.6500  1309.2854  1308.6673  0.6181 0  12  6e+002 1   EAAAESPAPLPTR

 1098 764.6800  2291.0182  2290.9583  0.0599 1  12  2.1e+002 1  MRSAWYSSDDGGESGLECLR + Oxidation (M)

 339 518.0000  1033.9854  1032.5161  1.4693 0  12  2.4e+002 1   IAPSMLEEK + Oxidation (M)

 988 693.0000  2075.9782  2076.9721  -0.9940 0  12  2.3e+002 1   VCLTNGSWSGTTPSCVPVR

 582 662.1800  1322.3454  1320.6615  1.6840 0  12  2.1e+002 1   ALAYAFSHQWK

 975 679.0600  2034.1582  2033.0391  1.1191 1  12  2.3e+002 1   MSDKTFLVEIGTEELPPK

 1144 839.6900  2516.0482  2516.1999  -0.1517 1  12  1.7e+002 1   DNLNGIIAADCQQVDETMLPKR + Oxidation (M)

 239 433.0100  864.0054  863.4609  0.5446 0  12  2.5e+002 1   GLLMMVGK + Oxidation (M)

 604 674.2000  1346.3854  1344.5834  1.8021 0  12  2.3e+002 1   DDVGEASYNTFK

 639 707.7300  2120.1682  2118.0748  2.0933 1  12  6.1e+002 1   VSLSVGGGVGMGVPMTMPVRR + 2 Oxidation (M)

 621 456.5700  1366.6882  1365.8456  0.8426 1  12  2.8e+002 1   TLLRVLALSPGAR

 937 651.6100  1951.8082  1950.8098  0.9983 2  12  2.2e+002 1   MMRGMGNMQSMMKQMK + 2 Oxidation (M)

 1212 713.6300  2850.4909  2848.3789  2.1120 2  12  1.8e+002 1   QCPGNELLNSIFMFGRDFGRSFLK + Oxidation (M)

 1082 756.0300  2265.0682  2265.1535  -0.0854 2  12  2.3e+002 1  MGTPGTSAGALFLSSASAPSRKR + Oxidation (M)

 609 678.2700  2709.0509  2708.4250  0.6259 2  12  6.1e+002 1   MVMLMTDAKSIRDVLLFPTMRPK + Oxidation (M)

 405 570.7300  1139.4454  1138.7186  0.7269 1  12  2.5e+002 1   LLNLELRIR

 938 977.7700  2930.2882  2928.5226  1.7656 2  12  4.6e+002 1   DSEGRDPLTIAMETANADIVTLLRLAK + Oxidation (M)

 1044 736.4300  2206.2682  2206.1053  0.1629 1  12  2.2e+002 1   DGEPHVSSAKVVLVDGVPGCGK

 1164 646.4300  2581.6909  2581.3726  0.3182 2  12  1.5e+002 1   RFPPARATPPLLGFEEIMTPPTK + Oxidation (M)

 1286 792.4600  3957.2636  3957.1058  0.1578 1  12  90 1   QTIASLNNFIQSIDATPLASSNTALVKSIDASLNQLAK

 117 649.9800  648.9727  647.3755  1.5972 0  12  2.9e+002 1   FGGLVR

 503 418.1700  1251.4882  1252.6346  -1.1464 1  12  2.6e+002 1   QNRIPMEPPR + Oxidation (M)

 658 724.8000  1447.5854  1448.7367  -1.1512 1  12  2.8e+002 1   ADMKEQVQILMK + Oxidation (M)

 748 838.8000  2513.3782  2513.1566  0.2215 1  12  5.5e+002 1   IMKNADFEGMVETSDEWIVQR + Oxidation (M)

 368 544.0900  1086.1654  1086.6033  -0.4378 1  12  2.6e+002 1   EINISVKER

 1017 536.9100  2143.6109  2143.0568  0.5541 1  12  1.8e+002 1   HPTWKHVNCPICAAPSLR

 1046 553.3900  2209.5309  2208.9191  0.6118 0  12  1.8e+002 1   GEMDDDAVYESVPELHEMK + Oxidation (M)

 1122 597.4700  2385.8509  2386.1621  -0.3112 2  12  1.7e+002 1   GMKVALVEMQDFAQGTSSRSTK + Oxidation (M)

 1178 667.1000  2664.3709  2662.2520  2.1189 0  12  2e+002 1   SGPGHTPVFTCTVELAGMTFTGNPGK

 345 524.4500  1046.8854  1046.5244  0.3611 1  12  2.6e+002 1   DGKELEGTAK

 927 647.2400  1938.6982  1936.9854  1.7128 2  12  2e+002 1   TDNKNLQTLIDDYTKR

 977 680.8000  2039.3782  2040.0963  -0.7182 2  12  1.9e+002 1   SATALLGEIDKSRQAPLDR

 1216 715.4900  2857.9309  2856.3727  1.5582 2  12  1.4e+002 1  MLVTQFEVADARRMFPGWDEPAFK + Oxidation (M)

 152 358.1400  1428.5309  1426.7317  1.7992 2  12  9.3e+002 1   SQRKYFGTDGIR

 809 893.9300  2678.7682  2679.1541  -0.3859 2  12  5.7e+002 1  MNEYIESCQQEKRTYDEEGVR + Oxidation (M)

 437 590.1400  1178.2654  1177.5775  0.6880 0  12  2.4e+002 1   QQTIHQMHR

 1105 577.7800  2307.0909  2306.1073  0.9836 2  12  2.3e+002 1   RTASALWDLSDVMNGEVRDR + Oxidation (M)

 422 582.4200  1162.8254  1161.6982  1.1272 1  12  2.8e+002 1   SGVVLHRAVPK

 985 688.1700  2061.4882  2060.8247  0.6635 1  12  1.9e+002 1  MQKMCDCVMSGGPHTFK + 3 Oxidation (M)

 1281 620.7700  3718.5763  3717.7650  0.8114 2  12  1.1e+002 1   THTMLGSAAEPGVMYLTMLDLFKCIDEIKEEK + 3 Oxidation (M)

 904 635.5800  1903.7182  1903.0163  0.7019 1  12  2.1e+002 1   AEVIAKNNSFVNEIISR

 1078 565.2600  2257.0109  2257.1486  -0.1377 1  12  2.2e+002 1   LIEQMRQIFLEMGFTEIK + 2 Oxidation (M)

 744 836.8300  2507.4682  2506.3326  1.1356 2  12  5.6e+002 1   IAGEILGMQLKTHQTGPEGQKVR + Oxidation (M)
 815 599.7900  1796.3482  1794.9372  1.4110 1  12  2e+002 1  MLGIKTPMIDQFLTR + 2 Oxidation (M)

 832 604.0000  1808.9782  1807.9800  0.9981 2  12  2.7e+002 1   ASRVPVMLAAYRLMAK + 2 Oxidation (M)

 952 496.3300  1981.2909  1982.0935  -0.8026 1  12  2e+002 1   ALLEIAKDIGGDEAVEIVK

 993 701.2300  2100.6682  2100.1805  0.4877 2  12  1.9e+002 1   VIELKALKLYINSFMYR

 1186 677.2600  2705.0109  2703.2210  1.7899 1  12  1.6e+002 1   WWKHMGDVMPSNPDFSPVSADLR + 2 Oxidation (M)

 978 680.8100  2039.4082  2038.0444  1.3638 1  12  1.9e+002 1   LSGGDQLHTGTVVGKLEGDR

 385 559.8100  1117.6054  1115.6411  1.9644 2  12  3.6e+002 1   ILSRAKEGSR

 982 684.7600  2051.2582  2050.0657  1.1925 1  12  2.2e+002 1   KVAVFLVDTGDVMSPELSK + Oxidation (M)

 1226 721.2900  2881.1309  2879.5868  1.5441 1  12  1.6e+002 1   DAGLIAGLNVLRIINEPTAAAIAYGLDR

 915 637.8900  1910.6482  1908.8445  1.8037 0  12  2.1e+002 1   AEIMDSEAVDDVVVDMR + Oxidation (M)

 789 579.6400  1735.8982  1734.7068  1.1914 0  12  2.9e+002 1   NEIGADTEAEEGEEDK

 947 658.2300  1971.6682  1970.8238  0.8444 0  12  2e+002 1   CDDFDMAEDAGVVEVVGK + Oxidation (M)

 500 417.2000  1248.5782  1248.6033  -0.0252 2  12  3.3e+002 1   GHGGGGYMKGKGK + Oxidation (M)

 1161 645.3800  2577.4909  2578.2962  -0.8053 2  12  2e+002 1   NNLSHIELLGRKSFDEVASFMR + Oxidation (M)

 711 523.8100  1568.4082  1567.7916  0.6166 1  12  2.3e+002 1   GLVEGNIFKMESTK + Oxidation (M)

 252 444.7900  887.5654  885.4556  2.1099 0  12  4.3e+002 1   VDLPADTR

 245 437.3100  872.6054  872.4716  0.1339 0  12  4.2e+002 1   VNNQSLAK

 961 669.1900  2004.5482  2004.9865  -0.4383 1  12  2.1e+002 1   DTLGGAAWLSAVRSETESR

 112 645.2400  644.2327  642.3159  1.9168 0  12  5.3e+002 1   MDIHK

 228 429.3600  856.7054  857.4971  -0.7916 0  12  3.1e+002 1   VILDSGVR

 399 566.6800  1131.3454  1131.5448  -0.1994 0  12  3e+002 1   GDEETFPIPK
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 805 590.2600  1767.7582  1765.8201  1.9381 0  12  2.7e+002 1   LWDEDIGAMLVSMMR

 836 604.4800  1810.4182  1809.9485  0.4696 2  12  2.2e+002 1   NIQPWLQRKNEAGEK

 911 637.5400  1909.5982  1909.0302  0.5679 2  12  2.1e+002 1  MASRGITITTNKAITTSK + Oxidation (M)

 1211 713.3000  2849.1709  2849.5545  -0.3836 2  12  1.7e+002 1   QLRLVSGGTDNHLMLIDLRSVNLTGK

 767 847.3400  2538.9982  2537.2261  1.7721 0  12  5.8e+002 1   FMLGNLFDFNPETDAVPVNELR

 779 573.0800  1716.2182  1714.9002  1.3179 2  12  2.4e+002 1   KKTVLFDSNHVDGQK

 796 876.2300  2625.6682  2625.1575  0.5107 1  12  5.4e+002 1   DDKEDVIVWMEGSTDQEVIMDR + Oxidation (M)

 1261 840.4500  3357.7709  3356.6769  1.0940 2  12  1.6e+002 1   KRELEQQLSTIMEENEQLQGLVEELQDK

 561 654.9500  2615.7709  2616.4163  -0.6454 2  12  7.1e+002 1   GEYLGKTVQVIPHITDEIKSYVK

 1249 613.5300  3062.6136  3063.6214  -1.0078 2  12  1.9e+002 1   LPSSAVTPRAPHPSHTSQPVAKTTAAPTTR

 268 453.0000  903.9854  904.5606  -0.5752 0  12  3.1e+002 1   HLAKPLAR

 723 538.3600  1612.0582  1610.7576  1.3006 0  12  2.7e+002 1   EFALSNEHYSLSSK

 765 564.2200  1689.6382  1689.9778  -0.3396 1  12  2.6e+002 1   TGAQVAGPIPLPTVKNK

 1190 679.5300  2714.0909  2712.4026  1.6883 2  12  1.8e+002 1  MLLRLLHSCSLIERHPVNFMSK + 2 Oxidation (M)

 771 566.9600  1697.8582  1698.7514  -0.8932 0  12  3.1e+002 1   LIDMMEAEGMISEAK + 2 Oxidation (M)

 1080 754.4000  2260.1782  2261.1263  -0.9481 1  12  2.6e+002 1   LSPFAGMKHLDVAGGTGDVAFR + Oxidation (M)

 1111 772.3500  2314.0282  2315.2235  -1.1953 0  12  2.5e+002 1  MQLEIQVALNFIISYLYNK + Oxidation (M)

 333 510.6200  1019.2254  1019.5288  -0.3033 1  12  3.1e+002 1   TDFEPVKGK

 842 608.5500  1822.6282  1823.0703  -0.4421 2  12  2.3e+002 1  MLGIPKEKVLPGLLSGR + Oxidation (M)

 381 555.8600  1109.7054  1108.5625  1.1429 1  12  3e+002 1   SSVGGRDLYR

 1091 761.3400  2280.9982  2279.0530  1.9451 2  12  2.4e+002 1  MIKGINSTSEMRSFMNMVR + 3 Oxidation (M)

 1004 712.7900  2135.3482  2136.0335  -0.6853 0  12  2.2e+002 1   SVNFSGNQIEITPSDSSNLK

 369 544.0900  1086.1654  1084.4608  1.7047 0  12  2.9e+002 1  MAGGGGYGGASGK + Oxidation (M)

 1079 565.9900  2259.9309  2259.1872  0.7437 2  12  2.3e+002 1   STIPRSADHPPKLYHSALNR

 1257 668.0400  3335.1636  3333.6670  1.4966 1  12  1.4e+002 1   KVPDGLPSALEQLYLEHNNVFSVPDSYFR

 179 782.3500  781.3427  781.3759  -0.0331 0  12  2.6e+002 1   YPPYSR

 441 593.2900  2369.1309  2369.1620  -0.0311 0  12  9.4e+002 1   SSGHCHPDVATMLNILALVYR + Oxidation (M)

 571 659.6200  1317.2254  1315.7169  1.5085 1  12  2.8e+002 1   MVAAGKSDLSLPK

 704 520.4700  1558.3882  1557.7457  0.6425 1  12  2.6e+002 1   DPNDDKNVIMEIR

 446 594.2500  1186.4854  1185.6427  0.8427 0  12  3.8e+002 1   MLALLAADPSGK

 715 790.7700  3159.0509  3159.4066  -0.3557 0  12  6.6e+002 1   ENSYMHIAYAISLDGNWLTAAWSDSCGK

 778 573.0500  1716.1282  1714.7742  1.3540 2  12  2.7e+002 1   CGHEMVYKMGRYGK

 603 449.6100  1345.8082  1344.7626  1.0456 2  11  3.6e+002 1   RELGRVFGGVQK

 1138 619.7500  2474.9709  2475.3142  -0.3433 2  11  2.1e+002 1   IMEGVTVKISGEDVIVTGIDKEK + Oxidation (M)

 1064 746.9900  2237.9482  2236.1845  1.7637 2  11  2.5e+002 1  MSRILLITSSPRSTDSLSTR + Oxidation (M)

 848 916.2600  3661.0109  3660.8082  0.2027 2  11  5.5e+002 1   CGMYFINQRWTGGILTNFHSIQSRIDYLVR + Oxidation (M)

 1197 558.8000  2788.9636  2788.3127  0.6510 2  11  1.7e+002 1   FKDDVTEVREGFECGIGIGYNDIR

 392 562.3100  1122.6054  1120.5625  2.0429 0  11  3.4e+002 1   NLNGYQLGSR

 721 793.7400  1585.4654  1583.8420  1.6235 1  11  6.7e+002 1   LAKQLEQWQLDGR

 484 618.7700  1235.5254  1236.7078  -1.1823 0  11  3.4e+002 1   ENPSPLAIVLGK

 719 792.3600  1582.7054  1580.8311  1.8744 1  11  3.2e+002 1   TLADAVAFLEGRYR

 806 592.2800  1773.8182  1772.9607  0.8575 0  11  3.3e+002 1   INGAAMSIPFINQILR + Oxidation (M)

 881 625.2800  1872.8182  1870.9022  1.9159 1  11  3.1e+002 1   IPPSEMFLSETDKYSK

 215 421.4900  840.9654  839.3998  1.5656 0  11  2.4e+002 1   QGGGTAGHR

 316 492.3100  982.6054  983.5148  -0.9094 1  11  3.1e+002 1   QPVREAER

 863 622.3300  1863.9682  1865.0258  -1.0577 2  11  3.1e+002 1   SIGKGATAFAKTTGTEVVK

 974 677.2100  2028.6082  2029.7382  -1.1300 0  11  2.3e+002 1   EESAPAMPGGMGGMGGMEGMM + Oxidation (M)

 451 596.6300  1786.8682  1787.8876  -1.0194 2  11  8.4e+002 1   QEYMEYGSKIIQRK + Oxidation (M)

 803 588.7900  1763.3482  1762.9227  0.4255 2  11  2.5e+002 1   TRLQSPQGFNKAGGFR

 1015 1072.6800  2143.3454  2144.0399  -0.6945 1  11  4.8e+002 1   IGKGNGEDPHLFSSNNFVGR

 1093 761.9500  2282.8282  2281.3773  1.4509 1  11  2.1e+002 1   WSQTLALVELAITLKLTLLR

 387 560.8800  1119.7454  1118.5567  1.1887 1  11  3.9e+002 1   ASETAQAAKDK

 888 628.7200  1883.1382  1883.9384  -0.8003 2  11  2.8e+002 1   RGRVDGMEAHGTSQIVR + Oxidation (M)

 370 546.2300  1090.4454  1091.5975  -1.1520 1  11  4e+002 1   KFEELVTAR

 692 755.2900  3017.1309  3016.5341  0.5968 2  11  6.8e+002 1   ALVDAHEKGEAHPMRGPFLSYALGLGHK + Oxidation (M)

 1104 1154.4300  4613.6909  4614.0926  -0.4017 2  11  4.2e+002 1   TVCMGGMAKGSGMIHPNMATMLGVVTCDADVTPEVWRNITSR + 4 Oxidation (M)

 671 740.1100  1478.2054  1478.6534  -0.4479 1  11  2.6e+002 1   YGMAKSMTGQFDK + Oxidation (M)

 1291 847.8000  4233.9636  4232.0805  1.8831 2  11  1.1e+002 1   RTIGRCMIFDGPVSFDMLQGLLVHLAWCQYHSRPR + Oxidation (M)

 279 462.3000  1845.1709  1845.0220  0.1488 2  11  9.7e+002 1   RALGSSPSIQAPPSPPRK

 1141 833.1800  2496.5182  2496.2754  0.2427 2  11  2.2e+002 1   KSSGSAVGGKGIAPASPMLGNASNPNK
 892 632.2400  1893.6982  1893.9796  -0.2814 0  11  2.5e+002 1   SNTAGVIQSATSGFSNILK

 1285 965.7100  3858.8109  3858.1342  0.6767 2  11  1.4e+002 1   RLLISMGFLILAGTDSYGISLPNLGIFTHILRNSR

 790 580.3500  1738.0282  1738.8811  -0.8529 1  11  3.1e+002 1   LENKDLYSLMEQLK + Oxidation (M)

 837 906.4500  1810.8854  1808.9785  1.9070 0  11  7.4e+002 1   ADLEISPNLWAGVGLVR

 1258 670.8000  3348.9636  3349.8643  -0.9007 2  11  1.5e+002 1   QAVPTLIADKPLVGTGMEKTVAVDSGVTVVAKR

 1159 642.2600  2565.0109  2564.3819  0.6290 2  11  2.1e+002 1   RCDVIIDTTPVGMAPGIKGGPVIAK

 1140 623.4700  2489.8509  2488.0603  1.7905 1  11  2e+002 1   AMFQCQEDSTCISLPRVCDR + Oxidation (M)

 487 620.2900  1238.5654  1239.6823  -1.1168 0  11  3.5e+002 1   INIAIDGPSGVGK

 551 650.8100  1299.6054  1299.6895  -0.0841 1  11  3.9e+002 1   IVATVGEGDQRR

 244 435.8600  869.7054  868.4403  1.2652 1  11  2.9e+002 1   KSSFTSGR

 1040 733.1100  2196.3082  2196.9932  -0.6850 0  11  2.7e+002 1   LYEMSMGPLDESRPWNTR + Oxidation (M)

 583 662.2100  1322.4054  1321.6184  0.7871 0  11  2.8e+002 1   TLGTNMGSVSDPK + Oxidation (M)

 1189 679.2700  2713.0509  2711.4931  1.5578 2  11  1.9e+002 1   LTIELPRDYPLSVPAMNLDKAIVK + Oxidation (M)

 1202 708.2800  2829.0909  2830.2765  -1.1856 2  11  1.9e+002 1   NFFGFEHSMEKMGMKQYTQTTLK + 3 Oxidation (M)

 287 474.6700  947.3254  947.5804  -0.2549 1  11  4.2e+002 1   KGQYLVLK

 956 665.0900  1992.2482  1992.9840  -0.7358 1  11  2.7e+002 1   VQNAMTPTSVNYHFTRK

 1055 743.9300  2228.7682  2228.2066  0.5616 0  11  2.3e+002 1   DALAAVAIPFVELHVSNVHAR

 846 610.6600  1828.9582  1830.0727  -1.1145 2  11  3.3e+002 1   GLRTSSGSPLVKPKLYK

 436 589.4600  1176.9054  1176.6390  0.2664 0  11  7.9e+002 1   FVSLGPSTLEK

 524 641.2500  1280.4854  1279.5979  0.8875 1  11  3.3e+002 1   EVRDACDFLR

 556 435.8400  1304.4982  1303.7248  0.7733 1  11  3.7e+002 1   RTSQFPLNTLK
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 163 372.7300  743.4454  744.4017  -0.9563 0  11  5.2e+002 1   NESLAVL

 777 572.9000  1715.6782  1715.8600  -0.1818 1  11  3.1e+002 1   IRVDAMHGVMGPYVR + Oxidation (M)

 1110 772.3400  2313.9982  2313.1641  0.8341 1  11  2.7e+002 1   DYTKNANLATFQNELAPYIK

 567 439.1300  1314.3682  1313.7343  0.6339 1  11  3.1e+002 1   KAIELKPDWSK

 894 632.2700  1893.7882  1893.9149  -0.1267 1  11  3e+002 1   DRYYPSFIVSDLYEK

 646 712.8100  1423.6054  1421.7626  1.8428 1  11  8e+002 1   LIEAAEARGHEVK

 481 412.2800  1233.8182  1231.6633  2.1549 2  11  3.8e+002 1   LTLRESDRSR

 176 386.4100  1156.2082  1154.5866  1.6215 0  11  9.8e+002 1   VHLGQNVGMGK + Oxidation (M)

 831 603.9900  1808.9482  1808.0057  0.9425 1  11  3.5e+002 1   VPSVEQVTQIHRFIR

 607 451.3400  1350.9982  1351.6844  -0.6862 1  11  2.9e+002 1   VPTGETEAGKHAR

 785 576.0200  1725.0382  1723.8352  1.2030 0  11  3.3e+002 1   YGMIHPAQSTTFTVR + Oxidation (M)

 963 669.2600  2004.7582  2005.8914  -1.1332 0  11  2.7e+002 1   VYPSMISSCTIDWYER

 294 481.0700  960.1254  959.4131  0.7124 0  11  3.7e+002 1   HQSCDVSK

 867 622.7600  1865.2582  1863.9009  1.3572 2  11  2.6e+002 1   NYDEAGNQRRIQCLK

 590 667.7500  1333.4854  1334.6176  -1.1322 1  11  3.6e+002 1   YQKVSFSDMSK + Oxidation (M)

 358 355.6600  1063.9582  1064.5145  -0.5563 2  11  3.1e+002 1   GRSEARSMR + Oxidation (M)

 589 666.2000  1330.3854  1329.7980  0.5875 2  11  3.2e+002 1   TIKRALISVSDK

 371 546.7500  1091.4854  1091.6199  -0.1345 0  11  4.3e+002 1   KPNHGLSLAR

 528 643.4000  1284.7854  1282.6153  2.1701 1  11  4e+002 1   LDASDQSKTYR

 283 469.3000  936.5854  936.4552  0.1302 0  11  3.9e+002 1   ALEFGGSEK

 868 622.9800  1865.9182  1863.9367  1.9815 2  11  3.4e+002 1   FDFSHPKSVSSEELKK

 336 512.5800  1023.1454  1022.6237  0.5218 1  11  2.9e+002 1   KGVGTALLHK

 458 604.5800  1207.1454  1207.5754  -0.4300 0  11  9.1e+002 1   EQCTLLTSEK

 833 604.0800  1809.2182  1809.9155  -0.6974 2  11  2.8e+002 1   RGPASSRCQLTLSYSK

 971 676.3400  2025.9982  2026.1535  -0.1553 2  11  3.4e+002 1   LKPSTKQTSTVKANPLASR

 1271 577.9200  3461.4763  3461.6806  -0.2043 2  11  1.7e+002 1   NNWQHFFNNPVDLSEHLKKPYFRFDNR

 1030 435.8500  2174.2136  2175.0994  -0.8857 1  11  3.2e+002 1   NLQAQFEKELQNLELCAK

 338 512.6200  1023.2254  1022.4339  0.7916 1  11  3e+002 1   DENGDKMSK

 919 638.7300  1913.1682  1913.9781  -0.8100 1  11  3.2e+002 1   EVHSSAGVLLPSPMRYR + Oxidation (M)

 992 700.6700  2098.9882  2098.0365  0.9517 1  11  3.4e+002 1  MQAPSLTVTAPASPSPDERK + Oxidation (M)

 1071 751.5800  2251.7182  2251.1889  0.5293 0  11  2.4e+002 1   FFGLDLDSGLFSAPTVPLSIR

 404 570.7000  1139.3854  1137.5276  1.8579 1  11  3.2e+002 1   GPGQGGGGNRGPQ

 883 469.2300  1872.8909  1873.7856  -0.8947 1  11  3.7e+002 1  MTAMDNASKNASDMIDK + 2 Oxidation (M)

 1239 732.4400  2925.7309  2923.5399  2.1910 2  11  2.1e+002 1   HTLDVIEKADMILKGPVGETAMDVVVK + Oxidation (M)

 61 574.1400  573.1327  572.2554  0.8773 0  11  7.1e+002 1   HSSDK

 432 586.7600  1171.5054  1169.5209  1.9845 0  11  4.5e+002 1   LFCMGDVNAK + Oxidation (M)

 698 512.5600  1534.6582  1533.6810  0.9772 0  11  3.9e+002 1   FGMEFGELNEYAK

 625 698.1900  2788.7309  2787.1984  1.5325 1  11  7.8e+002 1   HDVTARDWDVYIEFADHHMTGGAE + Oxidation (M)

 1169 654.6700  2614.6509  2615.3934  -0.7425 1  11  2.2e+002 1   KFSFFTGSCLIIIAGLAVANYAPR

 622 685.6200  2053.8382  2055.0207  -1.1825 1  11  9e+002 1   FTINLINGRNSDIYEMR

 1228 721.7900  2883.1309  2881.4610  1.6699 2  11  2.1e+002 1   LWFEQKLLGINNFEKNSTATNGTEK

 240 433.9000  865.7854  865.4909  0.2945 0  11  2.9e+002 1   TALFTVSK

 507 630.6100  1259.2054  1259.6544  -0.4489 1  11  3.5e+002 1  MNTLLSKLTSH + Oxidation (M)

 1034 729.2900  2184.8482  2183.1699  1.6783 1  11  2.8e+002 1   AQVVGFHDEKTILSLIGNSR

 1167 647.2500  2584.9709  2584.3988  0.5721 1  11  2.3e+002 1   FNRWFLTGMTLAGVVLLGSLFSR

 678 743.3400  1484.6654  1484.7471  -0.0817 1  11  4.2e+002 1   RLLEGGPDAVTDSGV

 1218 717.9800  2867.8909  2867.4963  0.3946 1  11  2.1e+002 1   GPNIMNGYLRVEKPGVLEVPTAENVR + Oxidation (M)

 350 526.8800  1051.7454  1050.5644  1.1810 1  11  3.4e+002 1   RCLLAYQK

 675 494.9300  1481.7682  1480.7859  0.9823 2  11  4e+002 1   QQPGTPNGRVGKSR

 912 637.5400  1909.5982  1910.0672  -0.4690 2  11  2.8e+002 1   HIRMSAVYDLLPARLR

 208 415.5900  829.1654  828.4817  0.6837 0  11  4.4e+002 1   TALAAVAGR

 229 429.3600  856.7054  854.5225  2.1829 1  11  4.2e+002 1   AIEKGIPK

 1086 758.5900  2272.7482  2271.0630  1.6852 1  11  2.5e+002 1   LMEEGYGFGAEGDWKAAGLVR + Oxidation (M)

 844 608.8700  1823.5882  1822.9425  0.6457 1  11  2.9e+002 1   DGIVNLISTSFTKGESR

 1165 646.7200  2582.8509  2582.0829  0.7680 1  11  2.3e+002 1   SFSMYVPEGSEPKSEEMDFENK + Oxidation (M)

 1238 730.9600  2919.8109  2918.4345  1.3764 0  11  2.1e+002 1   LTAHGDHENLGMDPHHLIEDVAISLGK

 309 489.3600  976.7054  974.5032  2.2022 1  11  4.8e+002 1   LDLDESKR

 1193 682.9600  2727.8109  2726.5015  1.3094 2  11  2.2e+002 1   LRLHECGIPKEMALVLYSPFLIK

 980 684.4200  2050.2382  2051.0179  -0.7798 1  10  3.2e+002 1   IMFEIAGVSEEIAREAMR

 1156 850.4500  2548.3282  2549.2148  -0.8866 1  10  3.1e+002 1   DYKFPVGAMDVIEIVGADEYYR
 594 670.6500  2678.5709  2678.2898  0.2811 0  10  9.3e+002 1   GQTEVFSSMYVGTYVAVQDLNNIK + Oxidation (M)

 99 317.1400  632.2654  633.3334  -1.0679 0  10  7.2e+002 1   TGDTIK

 509 631.1600  1260.3054  1258.6755  1.6299 2  10  3.6e+002 1   RHHGAGRVQNK

 617 682.2300  1362.4454  1362.6238  -0.1783 1  10  3.6e+002 1   DEPWMDATKVR + Oxidation (M)

 629 701.3100  2801.2109  2799.5972  1.6137 1  10  1.1e+003 1   SFQQNFLLASILIPMADLKIIALPK + Oxidation (M)

 1247 758.2900  3029.1309  3027.4172  1.7137 1  10  2e+002 1   AGDLAGVPDDSDGAGMPLFSFVDENIFKK + Oxidation (M)

 349 526.8500  1051.6854  1051.6026  0.0829 2  10  4e+002 1   LTGKKYSQK

 1035 731.6900  2192.0482  2191.1307  0.9175 0  10  3.5e+002 1   LMAPILDGPPTAATPSTPQAAR + Oxidation (M)

 1112 773.8000  2318.3782  2319.1205  -0.7424 1  10  3.1e+002 1   VMGTFGYLAPEYAQSGKLTDR + Oxidation (M)

 1130 812.1300  2433.3682  2434.1787  -0.8105 2  10  3.1e+002 1   ARHFGMALAPWDVMGGGRFQSK + Oxidation (M)

 271 453.0700  904.1254  902.5297  1.5957 2  10  4.3e+002 1   RKQLSGSK

 902 951.5300  1901.0454  1900.0934  0.9520 0  10  8.3e+002 1   VYLTLRPAPIDAGIVFR

 783 574.8700  1721.5882  1720.8818  0.7064 1  10  3.3e+002 1   GAIERALTYMGLEPGK + Oxidation (M)

 1282 755.5200  3772.5636  3771.0359  1.5277 2  10  1.5e+002 1   LELFTPIGGQGIKLLHGGRIQAPIDSEIEINWEK

 852 614.4500  1840.3282  1839.9335  0.3947 2  10  3e+002 1   ALMQAREARMYILDK + 2 Oxidation (M)

 907 635.9400  1904.7982  1904.9302  -0.1320 0  10  3.7e+002 1   SIAFALPGAVEMDEAAAAR + Oxidation (M)

 378 553.8800  1105.7454  1104.4870  1.2585 0  10  4.8e+002 1  MEQAAGEPTR + Oxidation (M)

 708 783.3400  1564.6654  1563.7529  0.9126 1  10  4.1e+002 1   EPDIAKYTESQQR

 1033 1091.5800  3271.7182  3271.7162  0.0019 1  10  7.5e+002 1   YEVVPDILTSAKALGNGFPIGAMLTTHEIAK + Oxidation (M)

 388 561.2600  1120.5054  1121.6094  -1.1039 2  10  5e+002 1   WRAPPPRDK

 1068 749.6500  2245.9282  2246.0677  -0.1396 1  10  3.2e+002 1   YSGGMFVDADRLEGSPYAALK
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 1201 706.9300  2823.6909  2822.4172  1.2737 1  10  2.5e+002 1   AEGLPHNVLNARQHEQEAQIVADAGR

 981 684.6900  2051.0482  2052.0449  -0.9967 1  10  3.8e+002 1  MNKTTEYIDALPLTVAEK + Oxidation (M)

 1254 640.3300  3196.6136  3197.6226  -1.0090 2  10  2.5e+002 1  MFQGVRGEINFLNRAGQLLSPMYQLQR + 2 Oxidation (M)

 1088 760.2700  2277.7882  2275.9442  1.8440 2  10  2.7e+002 1   LMGMEYCGEGDEECLRRR + Oxidation (M)

 733 548.5000  1642.4782  1641.7709  0.7073 0  10  3.4e+002 1   FAFSLSQDCELPTK

 794 584.3100  1749.9082  1748.9170  0.9912 0  10  4.3e+002 1   GAVDVSPVIGTQQVHSR

 209 831.0400  830.0327  828.5069  1.5259 1  10  5.2e+002 1   EAVAALKK

 192 400.4900  798.9654  798.5076  0.4579 1  10  3.6e+002 1   VLAVGKGR

 860 465.0200  1856.0509  1854.9489  1.1020 1  10  4.2e+002 1   REPSPEPLGHPTFVHR

 290 477.2600  952.5054  951.4080  1.0975 1  10  4.2e+002 1  MSDNEGRK + Oxidation (M)

 1129 811.1400  2430.3982  2431.1954  -0.7972 1  10  3.2e+002 1   LEYGGMGHEVQVEHIKAYVTR + Oxidation (M)

 1155 850.1800  2547.5182  2548.2236  -0.7055 1  10  2.9e+002 1  MRITAATSCFSGIVLGACLDAYR + Oxidation (M)

 45 550.5100  549.5027  549.2758  0.2269 0  10  4.8e+002 1   AASSSK

 510 631.9400  1261.8654  1262.6540  -0.7886 1  10  4.6e+002 1   DIQTMAVKDVK + Oxidation (M)

 539 647.6700  1939.9882  1938.0873  1.9008 2  10  1e+003 1   VFTNRLIGTFRMVLQK + Oxidation (M)

 775 571.1500  1710.4282  1709.8584  0.5698 1  10  3.2e+002 1   YSIRLDSNSVLDSNK

 908 953.8000  2858.3782  2856.3712  2.0070 1  10  7.9e+002 1   DEATDGEIREMHGVPVVYLSQLNER

 475 613.3400  1224.6654  1223.6332  1.0322 1  10  4.6e+002 1   NKELHPMDLK

 657 483.4900  1447.4482  1445.7110  1.7372 0  10  3.7e+002 1   IQGSAGEIATSQER

 1123 797.1400  2388.3982  2388.0867  0.3115 1  10  3.3e+002 1   MVMGSMIGGIKETQEMIDMAGK + 2 Oxidation (M)

 929 648.9600  1943.8582  1944.9793  -1.1211 0  10  4e+002 1   VLQEASGSTQGVDIWLDK

 472 612.9400  1223.8654  1224.6424  -0.7769 1  10  3.8e+002 1   EAFGLLKTLSM + Oxidation (M)

 264 449.6500  897.2854  898.4695  -1.1840 1  10  3.5e+002 1   LHAMGDKK

 856 618.1200  1851.3382  1849.9435  1.3947 2  10  3.2e+002 1   DLQNGFSGPERKFSLR

 1207 712.3400  2845.3309  2845.5185  -0.1876 1  10  3.1e+002 1   KPIATIVGKPIRVEENPNPSSEEVDK

 584 662.6500  1323.2854  1322.6547  0.6308 2  10  3.5e+002 1   RTMEGIRSAMR + Oxidation (M)

 499 624.8700  1247.7254  1246.6452  1.0803 2  10  5.3e+002 1   SEEKMAQLRR

 697 510.6600  1528.9582  1529.8467  -0.8885 1  10  4.6e+002 1   LLHEAFLRQTFR

 659 727.2900  1452.5654  1451.7593  0.8062 1  10  4.3e+002 1   RPTGEERNGALPR

 740 833.6100  2497.8082  2496.1525  1.6556 1  10  8.3e+002 1   MSPPLEASDPYSNDPMRHPALR + Oxidation (M)

 408 572.0700  1142.1254  1142.6547  -0.5292 0  10  4.1e+002 1   NILVEVESLK

 793 583.7700  1748.2882  1747.8967  0.3915 2  10  3.5e+002 1   TEKEFKAYVSLFMR

 1053 555.4000  2217.5709  2217.0843  0.4866 1  10  3e+002 1   IMVCLSGGKDSYTMLEILR + 2 Oxidation (M)

 1095 572.1000  2284.3709  2284.0940  0.2769 2  10  3.4e+002 1   TLAEDRGIRCLTLDYDAMR + Oxidation (M)

 301 484.1400  966.2654  966.4658  -0.2004 0  10  3.7e+002 1   DTAEAYLGK

 331 508.6300  1015.2454  1015.5960  -0.3506 2  10  4.6e+002 1   KQIRVNMK

 1124 598.6300  2390.4909  2391.0849  -0.5940 1  10  3e+002 1   TAGGFKLDMTGDHHQSNLCFR

 550 650.6300  1299.2454  1298.6579  0.5876 2  10  3.9e+002 1   HERKLSSESQV

 762 562.4600  1684.3582  1684.7257  -0.3675 2  10  3.6e+002 1   SDVSRSDMSRSDMGR

 1056 558.8400  2231.3309  2232.0804  -0.7495 2  10  3.6e+002 1   NGTQNTENIDLNEIRKMDK

 1003 711.8800  2132.6182  2133.1555  -0.5374 2  10  3.2e+002 1   GHKVRLAVGSGLRPDTWER

 730 542.9800  1625.9182  1626.8109  -0.8928 1  10  4.8e+002 1   ELKAGQVGYMALGMK + 2 Oxidation (M)

 1000 705.2700  2112.7882  2111.9616  0.8266 1  10  3.4e+002 1   RMNEPDPVPTPEQQAEMK + Oxidation (M)

 739 552.9100  1655.7082  1655.8011  -0.0929 0  10  4.5e+002 1   SYGVQAMLVGESLMR + Oxidation (M)

 1214 713.9600  2851.8109  2850.1690  1.6419 2  10  2.5e+002 1   FRRQHMDSGSSSSGNPNYCNQMMK + 2 Oxidation (M)

 260 449.6400  897.2654  897.4014  -0.1360 0  10  3.6e+002 1   GMDYLGSR

 184 394.4500  786.8854  786.4348  0.4507 0  10  5.7e+002 1   AANATLAR

 249 441.7100  881.4054  880.4953  0.9102 2  10  4.5e+002 1   RKFGVMK + Oxidation (M)

 1246 753.6700  3010.6509  3008.5403  2.1106 2  10  2.9e+002 1   MDHVPGALFSVNPTTARGVPGLFARNER

 994 701.2500  2100.7282  2099.1891  1.5390 0  10  3.3e+002 1   VTNPGSLPPVLLVIPNAWGR

 280 463.8400  925.6654  926.4457  -0.7803 0  10  4.1e+002 1   RPDDAPEK

 374 549.4700  1096.9254  1095.5381  1.3874 2  10  3.6e+002 1   SSSRSSSRSR

 281 929.1100  928.1027  926.5661  1.5366 2  10  4.5e+002 1   GSVPGVKKR

 81 601.9000  600.8927  599.3279  1.5648 0  10  6.2e+002 1   TPTPGK

 1057 744.9700  2231.8882  2231.2381  0.6501 2  10  3.5e+002 1   LICPKLTTLMLQQNSSLKK + Oxidation (M)

 414 579.0500  1156.0854  1154.5680  1.5175 0  10  4.3e+002 1   THEQTIAAER

 906 635.9300  1904.7682  1904.6905  0.0776 1  10  4.1e+002 1   KDAPAMPGGMGGMGGMDMM + 4 Oxidation (M)

 395 564.2800  1126.5454  1125.7121  0.8333 2  10  5.4e+002 1   KKVPVIDVTK

 1270 691.7700  3453.8136  3451.6137  2.2000 1  10  2.5e+002 1   IMDWADRGTCVLFGDGAGAVILEAAEGAGTAADR + Oxidation (M)

 581 661.4300  1320.8454  1320.7249  0.1206 2  10  5.1e+002 1   SATKDQTTTIKK
 359 536.1600  1070.3054  1068.6179  1.6876 1  10  4.3e+002 1   IVPEDIKQK

 595 670.6700  1339.3254  1338.7521  0.5734 1  10  3.9e+002 1   AIPRGVGTAGVWR

 492 621.3400  1240.6654  1240.7074  -0.0419 0  10  5.4e+002 1   RPVSAAMIAAVR

 661 486.1300  1455.3682  1454.6929  0.6753 0  10  4e+002 1   DDFAALLEESFAK

 1061 1118.4900  2234.9654  2233.0247  1.9407 1  10  7.6e+002 1   TENTPGTSAPERFDPATADTR

 1045 737.3600  2209.0582  2210.1228  -1.0646 1  10  4.2e+002 1   KKPSCTIIGAAPGYWISSMK + Oxidation (M)

 1235 726.0600  2900.2109  2899.5152  0.6957 2  10  2.8e+002 1   GPDEGVGAAVPAGGALAAAIAVAVHEKARSTS

 588 444.4600  1330.3582  1328.7088  1.6493 0  10  4.3e+002 1   AGVEVVIASGHYK

 1092 571.6200  2282.4509  2283.1343  -0.6834 1  10  3.3e+002 1   QPSKSSVQGLPAGPNSDTSLDAK

 1224 721.0200  2880.0509  2878.6644  1.3865 2  10  2.6e+002 1   ILASLGQGGFGEVKLASHLLTQTKVAIK

 174 385.1900  768.3654  768.3290  0.0365 0  10  4e+002 1   GYSGEEK

 443 593.7600  1185.5054  1185.5560  -0.0506 1  10  6e+002 1   CVARSTNEHL

 800 878.5800  3510.2909  3508.7294  1.5615 1  10  8.9e+002 1   LDGAQMVAGMPLALTLGMGGKTPLPMVTAMVMSR + 4 Oxidation (M)

 962 669.2400  2004.6982  2002.9782  1.7199 0  10  3.6e+002 1   NAQDVIMEVVFPNEVGAR + Oxidation (M)

 1168 652.2400  2604.9309  2605.4448  -0.5139 2  10  2.9e+002 1   VNIKVRQPLQCIMIPVVDEVQK

 648 713.5600  1425.1054  1423.6375  1.4680 1  10  4e+002 1   NMQGSGNGGRFSGR

 808 595.1900  1782.5482  1780.6058  1.9424 0  10  3.7e+002 1   DMPMPGGMGGMGGMGGMY + 3 Oxidation (M)

 389 561.3300  1120.6454  1119.5342  1.1112 1  9  6e+002 1   EEAMQNRVK + Oxidation (M)

 406 570.9100  1139.8054  1137.6441  2.1614 0  9  4.5e+002 1   ICPGRPLAVR

 890 630.1100  1887.3082  1887.9802  -0.6721 1  9  3.7e+002 1   VTSNLLASYSNERHGIK

 1074 752.0400  2253.0982  2253.9738  -0.8756 1  9  4.3e+002 1  MDLYNMSGSPSTRAVMMTAK + 4 Oxidation (M)
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 400 567.1600  1132.3054  1130.6044  1.7011 1  9  4.8e+002 1   QVLSRGSQEK

 865 622.6800  1865.0182  1864.1145  0.9036 2  9  4.8e+002 1   VVEGIEEAKKVGLRPLK

 1146 630.7000  2518.7709  2519.3020  -0.5311 1  9  3e+002 1   FGVEEFVSDNVVILRNVLEGER

 1132 613.4300  2449.6909  2450.2706  -0.5797 2  9  3.1e+002 1   AYYPSSQQALKLYDLLREHR

 411 576.1300  1150.2454  1148.5859  1.6595 0  9  4.3e+002 1   LSADVAMASLR + Oxidation (M)

 564 656.5000  2621.9709  2620.1824  1.7885 1  9  1.1e+003 1   NLDFSQHRGSDTTEAEQMSQPVK + Oxidation (M)

 903 635.5500  1903.6282  1902.9912  0.6370 2  9  3.7e+002 1   YHIVRGTLDTSGVSDRK

 804 884.1800  3532.6909  3531.6587  1.0322 0  9  9.9e+002 1   VSAPECGMQMFLYLTLAGSEFFLLATMAYDR

 489 620.7300  1859.1682  1857.9618  1.2064 1  9  1.2e+003 1   RAMEIIEELNVDGLTR

 1108 1155.6500  3463.9282  3462.5505  1.3776 2  9  7.9e+002 1   IDVPLCSTYSTVCMKTYYTEPFNCWRR + Oxidation (M)

 1153 847.2700  2538.7882  2539.1894  -0.4012 0  9  3e+002 1   DLTAAANQTSAAMVATAAEVVSMER + 2 Oxidation (M)

 1200 469.4900  2810.8963  2811.3837  -0.4873 1  9  2.8e+002 1  MTLAFFHTMRISDSHIDVLSFVGR + 2 Oxidation (M)

 300 483.6800  965.3454  963.4998  1.8456 1  9  5.2e+002 1   RVHDPANR

 1194 683.4500  2729.7709  2728.4548  1.3161 1  9  2.9e+002 1   GDFVALALSSPDGNALFEVPRSVLVR

 1067 748.8200  2243.4382  2243.1256  0.3126 0  9  3.5e+002 1   SPHLMDFLNNLTIDTDLIR + Oxidation (M)

 327 499.3000  996.5854  996.4988  0.0866 2  9  5.1e+002 1   SYSNDKKR

 1266 570.4900  3416.8963  3417.7425  -0.8461 1  9  2.6e+002 1   AVQGNMDPSLLLAPWNVIEEHVKGILDQGMK + Oxidation (M)

 296 481.2500  960.4854  959.5076  0.9778 0  9  7.2e+002 1   IPWSSGSVK

 996 526.3800  2101.4909  2101.0296  0.4613 2  9  3.6e+002 1   EMLAGAKAMDEATRVHDLK + Oxidation (M)

 532 644.2600  1286.5054  1285.6738  0.8316 1  9  5.8e+002 1   VRISAPGNTSER

 593 670.4000  1338.7854  1337.6688  1.1167 1  9  5.6e+002 1   DDGERTPPAKPR

 523 641.1800  1280.3454  1278.6199  1.7255 1  9  4.2e+002 1   DMVMKIEEVLG + Oxidation (M)

 410 575.2600  1148.5054  1147.5006  1.0048 1  9  6.4e+002 1   DYGEERHSR

 313 490.5900  979.1654  977.5658  1.5997 1  9  4.7e+002 1   AVSRSAFIK

 1014 714.5900  2140.7482  2139.1358  1.6124 1  9  3.6e+002 1   AILRHLGLESTCDDSIIVK

 1231 963.4500  2887.3282  2886.4878  0.8404 2  9  3.5e+002 1   HLPNVMSGMGIAIVSTSRGIMTDKLAR + 2 Oxidation (M)

 198 811.7200  810.7127  810.3000  0.4127 0  9  3.3e+002 1   MDEMNR + Oxidation (M)

 700 776.2700  1550.5254  1548.8889  1.6366 1  9  1e+003 1   HVYLISPPQLRAR

 843 608.7400  1823.1982  1822.9690  0.2292 1  9  4.2e+002 1   FNANIGYRVLVTVSDR

 293 480.5500  959.0854  958.5448  0.5407 0  9  5.7e+002 1   SLGITDVVR

 106 640.0500  639.0427  639.3340  -0.2913 0  9  2.7e+002 1   AEAPPR

 1295 878.5800  4387.8636  4388.8999  -1.0363 1  9  1.5e+002 1   ESLKDVMTDLGMTEGFDVGMEMSGVPMAFTSMLESMNNGGK + Oxidation (M)

 317 492.8500  983.6854  983.5652  0.1203 1  9  5.2e+002 1   DAVKGVPIVS

 1125 600.8200  2399.2509  2399.2631  -0.0122 2  9  4.5e+002 1   EKMLDQLYKGVPLTQRPDPR + Oxidation (M)

 586 444.1400  1329.3982  1330.5533  -1.1552 0  9  4.9e+002 1   TMTMEDGVEYR

 694 756.7700  2267.2882  2267.1402  0.1480 1  9  1.2e+003 1   SDMGGAATVTGALAFAIMRGLNK + Oxidation (M)

 973 677.0400  2028.0982  2028.9824  -0.8842 2  9  5e+002 1   RANITREQNEVAEENEK

 1119 592.6700  2366.6509  2367.3063  -0.6554 0  9  3.5e+002 1   AVLALQHGVVPQNLHFTALPDK

 1137 824.9200  2471.7382  2471.2081  0.5301 1  9  3.3e+002 1   NGNIFSDIWKTFTSAGETTNIR

 342 521.3800  1040.7454  1041.4186  -0.6731 0  9  5.1e+002 1   SFQCNDSGK

 470 612.8900  1223.7654  1221.5626  2.2029 0  9  5.6e+002 1   NGFSLDDGELR

 1117 784.4900  2350.4482  2351.2168  -0.7687 0  9  3.8e+002 1  MFLNGQGGQRPPTVASPPLNVR + Oxidation (M)

 1021 718.5600  2152.6582  2151.1735  1.4847 1  9  3.8e+002 1   LRPGTVMGARAHVGNFVELK

 243 435.8400  869.6654  868.5130  1.1524 1  9  5e+002 1   HVLKTGSK

 799 878.4000  1754.7854  1752.7948  1.9906 1  9  5.4e+002 1  MARLGSTSGEESDLER + Oxidation (M)

 1087 570.2300  2276.8909  2277.0509  -0.1600 2  9  3.8e+002 1   LEDDEHRAEVTESSEKTFR

 854 616.4300  1846.2682  1845.0360  1.2322 1  9  4.2e+002 1   VADVLKATATNIVEFVR

 574 660.6500  2638.5709  2638.2652  0.3057 1  9  1.4e+003 1  MSKIIGIDLGTTNSCVAVMEGGEPK + 2 Oxidation (M)

 818 600.7100  1799.1082  1796.9097  2.1985 1  9  5e+002 1   ASIYIYVKDPDNPFR

 1038 732.9200  2195.7382  2195.9220  -0.1839 1  9  3.7e+002 1   AKMAGGAQMFSFASNNDMMR + 2 Oxidation (M)

 614 681.3500  1360.6854  1360.7576  -0.0721 0  9  6.5e+002 1   TTIVHAGGLTHVR

 933 650.8700  1949.5882  1950.0101  -0.4219 2  9  3.9e+002 1   QKVTGGLMVKMDQAIMGK + Oxidation (M)

 1276 712.2600  3556.2636  3556.6571  -0.3935 2  9  2.2e+002 1   SAAAMMRDGEVPGGPGRLSNVVFMGMGEPLANYK + 3 Oxidation (M)

 428 585.9500  1169.8854  1168.5733  1.3122 1  9  5.2e+002 1   FKQAAGMCIK + Oxidation (M)

 644 710.7400  1419.4654  1417.5966  1.8688 0  9  4.9e+002 1   GQPGDMGPSGPAGMK + 2 Oxidation (M)

 205 411.6400  821.2654  820.4113  0.8542 0  9  6.4e+002 1   LGTGGMAAK + Oxidation (M)

 1213 713.6400  2850.5309  2850.4148  0.1161 1  9  3.9e+002 1   SPGVTLRPDVYGEKGLDISYNVSDNR

 425 585.3900  1168.7654  1169.6703  -0.9048 1  9  5.7e+002 1   VIRAPAAGIMR + Oxidation (M)

 1219 479.1700  2868.9763  2869.5120  -0.5356 2  9  3e+002 1   EKVDSQYPPVQRLMTPKPVSIATNR + Oxidation (M)

 365 539.6700  1077.3254  1075.5696  1.7559 1  9  5.6e+002 1   GVVVSNKMDK
 676 742.2800  1482.5454  1480.8362  1.7093 2  9  5e+002 1   DKADKTIITIAHR

 1222 479.6900  2872.0963  2872.4713  -0.3749 1  9  3.1e+002 1   NLAVIDETEGMANTRPRAVVISTNTGK + Oxidation (M)

 1077 565.2400  2256.9309  2255.0892  1.8417 2  9  4.2e+002 1   LVEMGARGESFWKTTATDLQ + Oxidation (M)

 1018 715.7900  2144.3482  2143.0018  1.3464 2  9  4.3e+002 1   NQRRFHVDMSGFAFNSSK + Oxidation (M)

 716 790.7900  1579.5654  1577.7910  1.7744 2  9  4.8e+002 1   DERTDTAGFRAALR

 363 359.1600  1074.4582  1074.6074  -0.1492 0  9  7.5e+002 1   VSVPFVVSNK

 822 602.5700  1804.6882  1804.0094  0.6788 2  9  4.9e+002 1   INLKDSNDLIYQKIK

 457 604.5100  1207.0054  1206.6100  0.3954 1  9  4.8e+002 1   MSMEKVDVLR

 251 441.8300  1763.2909  1763.7760  -0.4851 0  9  1.5e+003 1   HVNVLYHCYGVGEMA + Oxidation (M)

 552 651.6800  1301.3454  1299.6683  1.6771 1  9  5.2e+002 1   EQNEVARWLR

 914 637.8600  1910.5582  1909.7791  0.7791 1  9  4.2e+002 1   CTETARSMVMDYGMSR + Oxidation (M)

 1096 1143.7100  4570.8109  4570.4630  0.3479 2  9  8.1e+002 1   SSMYATQWFLTLFAYKFPLGFVLRILDVIFVEGIESLLK + Oxidation (M)

 1145 1260.0800  3777.2182  3776.7216  0.4965 1  9  7.9e+002 1   YIRMNWTMFVHSCHTFGMGSAMLDEAMGVLIR + Oxidation (M)

 520 638.2300  1274.4454  1272.7303  1.7152 1  9  6e+002 1   RLVLTASGGPFR

 536 645.8000  1289.5854  1289.6687  -0.0833 2  9  7e+002 1   RKNVQSSEQSK

 473 612.9400  1223.8654  1222.6050  1.2605 1  9  5.1e+002 1  MEELGVKVMR + 2 Oxidation (M)

 616 681.7000  1361.3854  1361.6802  -0.2947 0  9  5.3e+002 1   EFLGWIMPGANK

 847 611.1600  1830.4582  1828.9101  1.5481 2  9  4.5e+002 1   AADPEMLRLEQEARGK + Oxidation (M)

 1230 578.0200  2885.0636  2884.4059  0.6578 2  9  3.2e+002 1   TKAQQEIPLGDVPGALITMMDNRQEN + Oxidation (M)

 1237 484.9600  2903.7163  2904.4660  -0.7496 1  9  3.5e+002 1   IPLDMAPELIRAVTNVVCSLCFNTR + Oxidation (M)

 162 740.4900  739.4827  738.3483  1.1344 0  9  4.5e+002 1   LGCAYR
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 190 397.8800  793.7454  793.3640  0.3815 0  9  4.9e+002 1   LSDAMNK + Oxidation (M)

 265 449.6600  897.3054  897.3828  -0.0774 0  9  4.9e+002 1   DTESFSGR

 601 672.2700  1342.5254  1343.6980  -1.1725 2  9  6.3e+002 1  MNSGPPGLSGKRK + Oxidation (M)

 602 672.2900  1342.5654  1342.6881  -0.1227 1  9  6.8e+002 1   ISSFGTFSVRDK

 728 812.9100  1623.8054  1623.6691  0.1364 1  9  6.3e+002 1   AKEAEANMDMHMAK + 3 Oxidation (M)

 656 722.6300  1443.2454  1442.8609  0.3845 1  9  5.1e+002 1   LVNVLAPISKAYR

 635 703.6600  1405.3054  1403.7051  1.6003 2  9  5.4e+002 1   ARQSNAMDIRSR

 1283 636.6000  3813.5563  3813.9221  -0.3657 2  9  2.2e+002 1   VIGVGGGGSNAVEHMVRERIEGVEFFAINTDAQALR + Oxidation (M)

 373 549.4300  1096.8454  1096.5261  0.3193 1  9  4.9e+002 1   HDDKAAVDAR

 1170 525.4900  2622.4136  2621.3743  1.0393 2  9  4.6e+002 1  MRPELSTKWVALLVMEKACLSK + 2 Oxidation (M)

 1217 716.4700  2861.8509  2862.4381  -0.5872 2  9  3.3e+002 1  MAKEIFQRTKPHMNVGTIGHVDHGK + 2 Oxidation (M)

 486 620.2700  1238.5254  1239.6823  -1.1568 0  8  6.4e+002 1   INIAIDGPSGVGK

 853 616.4200  1846.2382  1844.7595  1.4787 0  8  4.9e+002 1   DSNVSMSTQSSGSSYHR + Oxidation (M)

 459 605.0600  1208.1054  1206.6105  1.4949 1  8  5e+002 1   YPTQQRTASR

 810 895.0600  2682.1582  2682.2265  -0.0683 1  8  1.2e+003 1   LEDAIDADQTFEMLMGDVVENRR + Oxidation (M)

 585 663.9600  1325.9054  1326.6489  -0.7435 0  8  5.9e+002 1   TASYTIEALCAK

 633 469.2900  1404.8482  1404.6845  0.1637 2  8  7.1e+002 1   KSRVVLSQGDSDD

 1268 573.6800  3436.0363  3436.7669  -0.7305 2  8  2.7e+002 1   RVILPEVSGTMAQDNMQFSLLISMSSKIWR

 72 590.3500  589.3427  588.3119  1.0309 0  8  1.2e+003 1   ALAVES

 230 429.4200  856.8254  857.4243  -0.5988 0  8  6.3e+002 1   LAEPSEGR

 259 449.6300  897.2454  896.3811  0.8644 0  8  4.7e+002 1   CGVDFSGR

 823 603.1100  1806.3082  1805.9675  0.3406 2  8  4.8e+002 1   QDPDKAYKLLNNLFK

 189 397.8700  793.7254  793.3865  0.3390 1  8  5.2e+002 1   ASTRGMR + Oxidation (M)

 1027 723.3200  2166.9382  2166.0777  0.8604 1  8  5.2e+002 1   DSPGQGEIARDSQGRPILDR

 542 648.7100  2590.8109  2591.3101  -0.4992 2  8  1.5e+003 1   VVLSPYVRSCTHKLCEFGGLNR

 141 689.3900  688.3827  687.3625  1.0202 0  8  1.1e+003 1   AMEPIK

 497 622.7800  1243.5454  1241.5863  1.9592 1  8  7.6e+002 1   GVREMSSFWK + Oxidation (M)

 1024 722.0000  2162.9782  2162.0354  0.9428 0  8  5.5e+002 1   SPLTGYIAMANSGGYFGAELK + Oxidation (M)

 557 653.6200  1305.2254  1303.5649  1.6606 1  8  5.5e+002 1   EMHEKALDCR + Oxidation (M)

 1294 725.2900  4345.6963  4346.0844  -0.3880 0  8  1.8e+002 1   VASQMNVLPSSTNPTLPYGINSQAELFDMIMVCHNLNPK + Oxidation (M)

 256 449.1000  896.1854  894.4051  1.7803 1  8  4.5e+002 1   DMAMRQK + Oxidation (M)

 323 496.3500  990.6854  991.5815  -0.8960 1  8  8.2e+002 1   RIATGSFLK

 361 537.2100  1072.4054  1072.5236  -0.1182 2  8  8e+002 1   RKSFGCYR

 553 651.7300  1301.4454  1301.7013  -0.2559 0  8  6.2e+002 1   SVGNPIGSLLMAK + Oxidation (M)

 578 661.2600  1320.5054  1320.6682  -0.1628 1  8  6.7e+002 1   KWLTLAMDMGR

 901 633.9200  1898.7382  1897.0421  1.6960 1  8  5.2e+002 1   HVLVVIDDLSKQAAAYR

 166 752.5300  751.5227  750.3218  1.2009 0  8  6.2e+002 1   GASEEMK

 491 620.8000  1239.5854  1239.6499  -0.0645 0  8  7e+002 1   YLLSYTPEVR

 216 421.4900  840.9654  839.3886  1.5769 0  8  4.8e+002 1   EGDAGVHR

 332 509.6500  1017.2854  1016.5549  0.7305 1  8  6.9e+002 1   LATGRIACR

 1242 751.5000  3001.9709  3001.4471  0.5238 2  8  3.3e+002 1   GNTYWFASDTEGRHIILRFDFATER

 1269 575.0500  3444.2563  3443.7718  0.4845 2  8  2.8e+002 1   LTNLLDSDDIRHMLNALKQLGVNYQLSTDK + Oxidation (M)

 241 434.8500  867.6854  865.4909  2.1945 0  8  4.8e+002 1   AIFTSVTK

 726 810.8600  1619.7054  1617.8878  1.8176 0  8  6.9e+002 1   NGFLPEALLNYLVR

 817 900.4900  1798.9654  1798.9353  0.0302 2  8  6.6e+002 1   SIFLDEKDKLSYVDK

 1284 766.2800  3826.3636  3827.0477  -0.6841 2  8  2.3e+002 1   AAMFPPALLKQCLLNIPTTISALDVILAAGDRFDR + Oxidation (M)

 469 612.5100  1223.0054  1221.5513  1.4541 0  8  5.3e+002 1   DEPSSSFASAPK

 920 640.6100  1918.8082  1916.9738  1.8344 2  8  5.9e+002 1   KKPDVMETRVGGGSVSDR

 945 657.1200  1968.3382  1969.0013  -0.6631 0  8  4.8e+002 1   TVGMGLAASMGQFLLTAGTK + Oxidation (M)

 742 834.5500  1667.0854  1665.9243  1.1612 0  8  5.8e+002 1   LIVWAPLWEVAVDR

 1292 855.1900  4270.9136  4269.1158  1.7978 1  8  2.2e+002 1   SLYAPSALVLTIGQGDSASAGIQRAVTLSCMPTPSGTHPDAR + Oxidation (M)

 454 603.0900  1204.1654  1202.6506  1.5148 1  8  6.3e+002 1   KQITEALSADK

 504 628.7500  1255.4854  1253.6979  1.7875 1  8  7.1e+002 1   LVKQDDQLPAK

 202 408.6800  815.3454  813.5184  1.8270 1  8  1.1e+003 1   ALRSIVR

 706 780.4800  1558.9454  1557.7531  1.1923 0  8  7.3e+002 1   TVLQYMTDGMLVR + 2 Oxidation (M)

 674 494.8700  1481.5882  1481.7005  -0.1123 2  8  6.5e+002 1   SDISSRRGMSQSR + Oxidation (M)

 390 561.9300  1121.8454  1121.5288  0.3167 0  8  5.9e+002 1  MVNSNAPFAR + Oxidation (M)

 1002 708.9000  2123.6782  2123.1119  0.5663 1  8  4.7e+002 1   MAVLKSVVSDDMLPPLQHK + Oxidation (M)

 673 741.5400  1481.0654  1480.7014  0.3641 0  8  5.6e+002 1   LQNAMTESGVMLR + 2 Oxidation (M)

 1182 672.3800  2685.4909  2684.4043  1.0866 2  8  5e+002 1   RNPLGDLMEHLVPHPEFKMLGVR
 1172 439.2100  2629.2163  2627.3337  1.8826 2  8  5.3e+002 1   RACEEPLRQIVSNSGTEGAIVVDK

 935 651.4900  1951.4482  1950.9548  0.4934 0  8  5.1e+002 1   DAVQQAATHWQALLDER

 1192 680.2300  2716.8909  2715.3214  1.5695 2  8  4e+002 1   LSKFDSERSISFIPPDGEFELMR + Oxidation (M)

 606 451.3400  1350.9982  1350.6635  0.3346 1  8  5.8e+002 1  MLTADPSKVSMR + Oxidation (M)

 1195 1368.0500  5468.1709  5467.6048  0.5661 1  8  7.9e+002 1   RDNAQFDLLTVNETSLEPPMDEEGSINSAHSLAMEATLINHNFGQQVLR + Oxidation (M)

 430 586.3500  1170.6854  1170.6496  0.0359 1  8  8.5e+002 1   LPEEVKTEVK

 631 701.4200  1400.8254  1401.6493  -0.8238 1  8  8.2e+002 1   RHMSVDAGAAMEK

 1264 565.6500  3387.8563  3387.6333  0.2230 2  8  3.7e+002 1   ASGGIHTKEEMEAMIENGATRIGASCGVQLVR + Oxidation (M)

 310 489.9500  977.8854  977.4236  0.4618 0  8  6.7e+002 1   DAGMDAVQR + Oxidation (M)

 444 593.8100  1185.6054  1184.6554  0.9501 0  8  8.8e+002 1   GAVSLLPEPFR

 540 648.3400  1294.6654  1293.7115  0.9540 1  8  7.7e+002 1   YTEMLRQILK

 464 608.1800  1214.3454  1213.7329  0.6126 1  8  6.8e+002 1   VLLNAIMLRR + Oxidation (M)

 632 701.4300  1400.8454  1399.7394  1.1060 1  8  8.2e+002 1   ARHGFLVGLGMDK

 1042 1101.2200  3300.6382  3299.8030  0.8351 2  8  1.1e+003 1   RGVPDENILFLALVAAPEGVEVFQKAHPGVK

 488 620.3900  1238.7654  1237.5649  1.2006 0  8  7.7e+002 1   ITEMQGGDPYK

 707 780.7700  1559.5254  1557.8263  1.6991 2  8  6.4e+002 1   SSRKTHFDTAPLAK

 1280 744.5800  3717.8636  3716.9087  0.9549 2  8  3.6e+002 1  MTSVKTIAMLAMLVIVAALIYMGYRTFTSMQSK + 3 Oxidation (M)

 204 409.6500  817.2854  815.4025  1.8830 0  8  1.1e+003 1   EVVAQAEA

 97 632.1500  631.1427  629.3319  1.8108 1  8  1.3e+003 1   HSKMK

 1289 695.2900  4165.6963  4164.0040  1.6923 2  8  2.2e+002 1   SMPTEGAVRLLSKLGLLDTAVGFACDSGQFEFAMELCK + Oxidation (M)

 770 847.8300  3387.2909  3387.7674  -0.4765 1  8  1.5e+003 1   YQLDLVATLSQLGLQELFQAPDLRGISDER
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 348 526.3900  1050.7654  1049.5427  1.2228 0  8  6.8e+002 1   SLVAMSTVDK

 628 700.7700  2099.2882  2098.0625  1.2257 0  8  1.8e+003 1   MSSLLQGVNLYLIGMMGAGK + Oxidation (M)

 423 582.4300  1162.8454  1161.5989  1.2465 1  8  7.4e+002 1   QSGASETNKLK

 1106 1154.8200  4615.2509  4614.5061  0.7447 2  8  1e+003 1   FVFPGEKIGTLTEEVQKITGLGAIPVIAVAGHDTGSAVAAVPALDR

 670 736.8300  1471.6454  1470.7977  0.8478 2  8  8.4e+002 1   GKANPKMVNDILR + Oxidation (M)

 989 693.2800  2076.8182  2075.0218  1.7964 1  8  5.8e+002 1   ESMLQAERQLTHSNFLR + Oxidation (M)

 1245 602.1500  3005.7136  3004.7086  1.0050 2  8  4.4e+002 1   LESALPHLHSQHIKILTITPHNHKLK

 132 676.2600  675.2527  676.3003  -1.0476 0  8  1.2e+003 1   HMFDK

 282 467.4600  932.9054  933.4702  -0.5647 0  8  7.7e+002 1   AQSSLCLR

 508 630.6500  1259.2854  1257.7081  1.5773 0  8  7.1e+002 1   GVFLVSPDGVIR

 1198 701.0200  2800.0509  2798.3293  1.7216 2  8  4.3e+002 1   DRSTCSTYTLAQVYNHILEEDKR

 372 547.0100  1092.0054  1090.6022  1.4032 1  8  7e+002 1   AFKEAVADIK

 461 606.0900  1210.1654  1210.5360  -0.3706 1  8  6e+002 1   SCSSGVSSRER

 62 574.3500  573.3427  573.2911  0.0516 0  8  1.6e+003 1   GGWGVV

 663 731.1000  1460.1854  1459.7089  0.4766 0  8  6.7e+002 1   DSADARPAMLEIR + Oxidation (M)

 1263 676.7000  3378.4636  3378.5173  -0.0537 0  8  3.8e+002 1   DSMDSPQNVNVLFDLSNFSLHNMDYSFVK + Oxidation (M)

 680 743.5900  1485.1654  1483.8722  1.2933 2  8  6.6e+002 1   RIAEQLDLVTAKK

 236 431.9000  861.7854  862.4218  -0.6364 0  7  8e+002 1   GELLGSCK

 995 526.3400  2101.3309  2101.0150  0.3159 1  7  5.9e+002 1   HPDVQAMIDAIEEKSFQK + Oxidation (M)

 1051 738.6800  2213.0182  2213.0668  -0.0486 2  7  6.9e+002 1   QSTSEASVLGERTKSVMMEK + Oxidation (M)

 30 525.3900  524.3827  523.1519  1.2308 0  7  4.9e+002 1   GGCAC

 1272 583.6000  3495.5563  3496.7193  -1.1630 2  7  3.8e+002 1   ESGMELPVGFQMMAPHFREDLLLKTGFALGK + 3 Oxidation (M)

 598 672.1400  1342.2654  1340.7135  1.5519 1  7  7e+002 1   LPQASFMRVHR

 712 524.4000  1570.1782  1568.8821  1.2961 1  7  6.6e+002 1   LVMSPRGRPLTQAK + Oxidation (M)

 1154 847.3600  2539.0582  2537.3385  1.7196 2  7  5.4e+002 1   IHIVNLEKTLGMYQEAMKYIK + Oxidation (M)

 116 649.8900  648.8827  648.3442  0.5385 1  7  8.8e+002 1   TAKSDK

 237 431.9500  861.8854  862.4331  -0.5476 1  7  8.2e+002 1  MRGDAAVK + Oxidation (M)

 634 469.3200  1404.9382  1403.7595  1.1787 0  7  8.2e+002 1   LGPTMPPPPINVR + Oxidation (M)

 1241 497.3400  2977.9963  2977.4168  0.5795 0  7  4.1e+002 1   TDFDSFDVVASVGDPFQAFSMGLLIGAR + Oxidation (M)

 1199 701.9300  2803.6909  2804.2675  -0.5767 0  7  4.8e+002 1  MKPVMLSVYGAENVCASCVNMPTAK + 3 Oxidation (M)

 248 882.1200  881.1127  879.4086  1.7041 0  7  6e+002 1   NFDDTIR

 321 494.8900  987.7654  988.5012  -0.7357 1  7  9.8e+002 1   GDPVKVSCK

 483 618.2700  1234.5254  1234.5764  -0.0510 1  7  9.3e+002 1   AIDWDNRMAK + Oxidation (M)

 1274 590.2000  3535.1563  3535.8571  -0.7007 2  7  3.5e+002 1   QLMAKNMASFFVFDVLDKPENIKALQALNPK + Oxidation (M)

 850 612.9400  1835.7982  1833.9441  1.8541 1  7  7.8e+002 1  MKEIGMGALLAVAQGSAR + 2 Oxidation (M)

 206 822.3900  821.3827  820.3749  1.0078 0  7  1e+003 1   DTPVMSR + Oxidation (M)

 344 524.4300  1046.8454  1047.5713  -0.7258 2  7  8.2e+002 1   RKLDLEFQ

 640 709.0300  1416.0454  1415.8460  0.1994 2  7  7.3e+002 1   LLTQSVSTGKKVR

 172 385.1400  768.2654  769.4334  -1.1679 0  7  6e+002 1   TPSPLQK

 1135 615.9100  2459.6109  2458.2889  1.3220 2  7  5.4e+002 1   MKLADPASVANLLDAAAYRELIGG

 1208 570.2700  2846.3136  2846.4506  -0.1370 2  7  5.9e+002 1   AIASPGGSALFIKMLCGMHVGSWLRR + 2 Oxidation (M)

 452 599.1700  1196.3254  1196.4954  -0.1700 0  7  6.8e+002 1   GMTSHDCVYK

 991 697.8900  2090.6482  2090.0864  0.5618 1  7  6e+002 1   AGTELVTRLGCELMNVSLK

 485 619.8600  1237.7054  1238.7571  -1.0516 2  7  9.1e+002 1   ARREALLALAR

 1162 645.9600  2579.8109  2578.3353  1.4756 0  7  5e+002 1   FNHLISDCDSISTLLEILFTLK

 1103 769.0400  2304.0982  2302.3116  1.7865 1  7  7.3e+002 1   LSTMQTVGAVLMLSIVLVAGRK + Oxidation (M)

 288 474.6800  947.3454  947.5036  -0.1581 2  7  1.1e+003 1   GKTNADSKK

 167 376.8400  751.6654  751.3105  0.3549 0  7  6.1e+002 1   GCNMVR + Oxidation (M)

 1273 588.9500  3527.6563  3526.8309  0.8254 0  7  4.5e+002 1  MASLFLTIISLLFAAFSSSVVEAAYSNGYTIPK + Oxidation (M)

 151 714.9300  713.9227  713.4184  0.5043 0  7  8.1e+002 1   GANILAR

 891 946.4800  2836.4182  2835.3742  1.0439 2  7  1.9e+003 1   EELIQNMDRVDREITMVEQQISK + 2 Oxidation (M)

 1288 668.0600  4002.3163  4003.1613  -0.8450 1  7  2.9e+002 1  MAPPQGSRAPLEFGGPLGAAALMLLLPVTMFHLLLVAR + 3 Oxidation (M)

 262 449.6400  897.2654  895.4763  1.7891 0  7  6.7e+002 1   AIHELEGK

 1262 674.3200  3366.5636  3367.7446  -1.1809 0  7  4.7e+002 1  MNNLQGVIEAYGATHAQVTPTVASLLDIANIK + Oxidation (M)

 1131 609.9300  2435.6909  2434.2499  1.4410 2  7  5.4e+002 1   VNLDASRALLETCRELGHQPR

 126 332.4300  662.8454  662.3244  0.5211 0  7  9.5e+002 1   IMMPR + Oxidation (M)

 238 863.1000  862.0927  860.5483  1.5444 1  7  9.1e+002 1   AALKFLAK

 638 707.5200  1413.0254  1412.7623  0.2631 2  7  7.9e+002 1   NPLRVLDSKDEK

 990 694.6500  2080.9282  2082.0105  -1.0823 1  7  7.9e+002 1   YRGFQYNAAHCDIQVLK

 318 329.9900  986.9482  987.5865  -0.6384 1  7  9.5e+002 1   GPLTKGIFR
 619 683.2700  2046.7882  2046.9429  -0.1547 2  7  2.1e+003 1   SGMRFSEVAAQYSEDKAR + Oxidation (M)

 1248 758.3100  3029.2109  3027.3934  1.8175 2  7  4.7e+002 1   RVGLSVDWSREFATCDPEYYGHQQK

 482 618.2400  1234.4654  1233.6499  0.8155 2  7  9.6e+002 1   DKGKATMGSALR

 496 622.7300  1243.4454  1243.6786  -0.2331 0  7  9.3e+002 1   LPASGVHTLHGR

 402 567.6200  1133.2254  1132.5764  0.6490 0  7  8.6e+002 1   DVENIVNAFL

 1028 723.8900  2168.6482  2167.1069  1.5413 2  7  6.3e+002 1   GLPVNYSGNHKRSLHMSVR + Oxidation (M)

 247 440.8000  879.5854  878.3916  1.1938 0  7  1e+003 1   MSSSGAPSR

 20 487.9400  486.9327  486.2802  0.6525 0  7  1.5e+003 1   LAIGN

 666 490.3800  1468.1182  1467.6842  0.4340 0  7  7.5e+002 1   TSTGFGGGGATVDDVK

 433 587.3400  1172.6654  1171.5734  1.0920 1  7  1.2e+003 1   FASSFGSRASR

 1134 820.2600  2457.7582  2456.1280  1.6302 2  7  5.8e+002 1   RRMVGGQEDMIVDVALDMMSR + 3 Oxidation (M)

 94 626.6900  625.6827  625.3296  0.3531 0  7  4.3e+002 1   VSAHGR

 438 592.1400  1182.2654  1182.6105  -0.3451 1  7  7.4e+002 1   RQTHASLQDK

 665 734.3900  1466.7654  1465.7963  0.9692 1  7  9.9e+002 1   FGLLPLSMTSTRK + Oxidation (M)

 122 657.1900  656.1827  656.3857  -0.2030 0  7  7.5e+002 1   NPSVIK

 611 679.4200  1356.8254  1356.6456  0.1798 1  7  1.1e+003 1   IDKDGMDHATVR

 304 485.4700  968.9254  969.4879  -0.5625 0  7  7.2e+002 1   HTLLSDER

 1277 712.3000  3556.4636  3554.7075  1.7561 2  7  4e+002 1   DWDDVMNLNIKSVFFMSQAAAKHFIAQGNGGK + Oxidation (M)

 986 690.3800  2068.1182  2069.0463  -0.9281 2  7  8.8e+002 1   YDTKSLRGGELTAAMESLK

 320 494.8900  987.7654  988.5189  -0.7535 1  7  1.2e+003 1   DKATKPSDK

 302 484.4900  966.9654  967.5451  -0.5796 1  7  7e+002 1   IKTDINHK
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 1278 614.9600  3683.7163  3681.8555  1.8609 2  7  4.6e+002 1   QHGWRTAKRPGLDYFLGYLSMYYEVVIFTR + Oxidation (M)

 615 681.5800  1361.1454  1361.7455  -0.6001 1  7  8.6e+002 1   RFPFNLEQALK

 77 595.6600  594.6527  593.2843  1.3685 0  6  5.1e+002 1   SAAMAK + Oxidation (M)

 1223 960.3100  2877.9082  2877.6289  0.2793 0  6  5.2e+002 1   DLGIANMTIGIIANVVSIVGVIYIIYK + Oxidation (M)

 1128 606.0200  2420.0509  2418.1194  1.9315 2  6  7.5e+002 1   VKDRSAGTDSSSETAGPSCTHIR

 1232 963.8300  2888.4682  2887.3925  1.0757 2  6  6.9e+002 1   SWLLYSTSKDSVFCLYCKLFGEGK

 753 840.8500  1679.6854  1677.8039  1.8816 2  6  9.3e+002 1   RDAAERCAAALMATR + Oxidation (M)

 1113 583.9400  2331.7309  2331.1814  0.5495 1  6  6.5e+002 1   GLDMREVEEGMGQTLLTLPVK + Oxidation (M)

 186 789.3900  788.3827  786.5327  1.8500 2  6  1.6e+003 1   AKLTVKK

 624 687.2400  1372.4654  1370.7266  1.7388 2  6  9.5e+002 1   GSKKLTVGSDSHR

 235 862.7400  861.7327  860.4716  1.2612 1  6  1e+003 1   LVSGKSDR

 512 632.5900  1263.1654  1262.5462  0.6192 0  6  8.9e+002 1   NWMVGGEGGAGGR + Oxidation (M)

 655 722.2700  1442.5254  1440.8122  1.7132 1  6  9.3e+002 1   LKMGALPLAQDLR + Oxidation (M)

 140 344.7700  687.5254  687.3738  0.1517 0  6  1.7e+003 1   PVVMAR + Oxidation (M)

 727 811.1800  1620.3454  1618.8249  1.5205 1  6  8.1e+002 1   RANAPPTPLPMHSSK + Oxidation (M)

 168 376.8900  751.7654  751.3534  0.4120 0  6  7.1e+002 1   IMTESR + Oxidation (M)

 286 948.2400  947.2327  948.4157  -1.1830 0  6  1.1e+003 1   MGLGGMPDR + Oxidation (M)

 155 724.6200  723.6127  722.3269  1.2859 0  6  6.6e+002 1   AMEASSK

 275 456.5000  910.9854  909.4299  1.5555 1  6  7.2e+002 1   LMKEDMK + Oxidation (M)

 1243 752.3700  3005.4509  3005.4957  -0.0448 2  6  6.8e+002 1   LAYPIQKKSEGYYVLMNFNSSPDVSR

 526 641.9000  1281.7854  1281.6275  0.1580 0  6  1.1e+003 1   FGLDVESGIAMK + Oxidation (M)

 171 385.0800  768.1454  767.2908  0.8546 0  6  6.3e+002 1   YMSHTGG + Oxidation (M)

 1290 842.4600  4207.2636  4206.0739  1.1897 0  6  3.7e+002 1   DWVLGVRPEHMTPQPGVAQATLPVDSCELLGADNLAHGR

 234 431.3600  860.7054  859.4624  1.2431 2  6  1.2e+003 1   RANSEKR

 1166 647.1300  2584.4909  2582.3638  2.1271 2  6  7.5e+002 1   LHILGEMSKALTGARAELGEFAPR + Oxidation (M)

 710 784.3300  1566.6454  1564.6545  1.9910 1  6  1e+003 1   NMDGRPVRDSVCC

 160 735.2400  734.2327  735.3552  -1.1224 0  6  1.4e+003 1   VGDFNGK

 1244 752.3900  3005.5309  3006.4606  -0.9297 1  6  7e+002 1   MAKYTNDELLEAFGEMTLVELSEFVK

 495 621.8100  1241.6054  1242.6608  -1.0554 0  6  1.3e+003 1   VDAILLGDYHK

 125 332.4200  662.8254  663.2686  -0.4432 0  6  1.2e+003 1   WGIEC

 872 624.6600  1870.9582  1869.9883  0.9699 2  6  1.1e+003 1   KAKESGMALPQGHLTFR

 834 604.1400  1809.3982  1807.9363  1.4619 1  6  8.1e+002 1   AEHLMLVDLGRNDLGR

 221 845.7700  844.7627  845.4283  -0.6656 1  6  1.3e+003 1   KYSFSSK

 1174 1329.4300  3985.2682  3984.8808  0.3874 2  6  1.2e+003 1   EFLQLMQEAKQDMRDLLDITENYEVLFCHGGAR + Oxidation (M)

 1233 966.0600  2895.1582  2894.5057  0.6525 2  6  6.2e+002 1   RSGLATSISELTGSLSNAASSISRSSSIR

 159 367.0300  732.0454  732.3952  -0.3498 0  6  1.4e+003 1  MSKPVR + Oxidation (M)

 724 808.2200  1614.4254  1613.8454  0.5801 0  6  8.9e+002 1   LYQTWTVAGFLTSK

 636 705.0000  1407.9854  1407.6881  0.2973 0  6  9.5e+002 1   LSNELYDALENK

 630 701.3200  1400.6254  1398.6819  1.9435 1  6  1.3e+003 1   KEFFEPYPNTK

 119 653.6700  652.6627  653.3748  -0.7121 0  6  6.6e+002 1   EPIPAK

 1265 850.9500  3399.7709  3398.6892  1.0817 2  6  6.2e+002 1   DPLMMLYKSLCDQGMSLIANGLLLDMLRR + 2 Oxidation (M)

 180 782.6500  781.6427  781.3355  0.3072 0  6  7.6e+002 1   GDQYGSR

 1234 726.0600  2900.2109  2900.5079  -0.2970 1  6  6.6e+002 1   LTGHAMWPAVVVDESNVPANRALKPGR + Oxidation (M)

 1267 685.6800  3423.3636  3421.7374  1.6262 2  6  4.9e+002 1   DGIPVIMNVTDMGESDAKRLVDFSAGLVFGLR

 60 573.4300  572.4227  571.3078  1.1149 0  6  1.9e+003 1   AASAPR

 1118 1180.0200  3537.0382  3537.8481  -0.8099 2  6  1.7e+003 1   GRYRQFHQIGVEVFNQPGPDIDAELIVLTAR

 70 588.4500  587.4427  587.3027  0.1400 0  6  2.3e+003 1   AGDLGR

 136 680.5600  679.5527  677.3748  2.1779 0  6  1.1e+003 1   ITGPYK

 1215 572.2000  2855.9636  2856.3535  -0.3899 0  6  6.4e+002 1   SLVGHTGPVTCLQFDDVHLVTGSMDR + Oxidation (M)

 105 638.8300  637.8227  638.2880  -0.4653 1  6  7.2e+002 1   KGCMK + Oxidation (M)

 199 406.9100  811.8054  810.4460  1.3594 1  6  8.3e+002 1   GSRAPPAR

 59 572.6100  571.6027  571.3330  0.2698 0  6  1.3e+003 1   TGGLPK

 312 490.5000  978.9854  978.5399  0.4455 1  6  1.1e+003 1   FRLAGYPR

 91 619.6000  618.5927  617.3384  1.2543 1  6  1.5e+003 1   DLKVSG

 326 498.7400  995.4654  995.5110  -0.0456 0  6  1.2e+003 1   VFMTGALNK + Oxidation (M)

 544 649.6600  1297.3054  1295.6696  1.6358 0  5  1e+003 1  MAIPAFGLGTFR + Oxidation (M)

 169 757.0600  756.0527  755.3524  0.7004 1  5  9.1e+002 1  MDKFIS + Oxidation (M)

 89 308.2800  614.5454  613.3548  1.1907 0  5  1.7e+003 1   KPVDR

 149 354.0000  705.9854  704.3606  1.6249 0  5  1.3e+003 1   TNFPAR

 183 394.4300  786.8454  787.4262  -0.5807 0  5  1.6e+003 1   TGALAMPK
 502 626.3100  1250.6054  1248.5081  2.0973 0  5  1.4e+003 1   TPAGAGGGGMPDFD

 246 437.8700  873.7254  873.3352  0.3903 0  5  1.7e+003 1   EEPAEQDG

 274 456.4900  910.9654  909.5032  1.4622 1  5  9.1e+002 1   GLPGPRGEK

 1052 738.9900  2213.9482  2214.1884  -0.2402 2  5  1.1e+003 1   HWIRALAWKLVFQMNGTK + Oxidation (M)

 573 660.6400  1319.2654  1317.6677  1.5977 1  5  1.2e+003 1   AAGLVGRDGPYDK

 197 404.8900  807.7654  807.3433  0.4222 0  5  1.1e+003 1   MGDAADTK

 1152 846.2000  2535.5782  2535.0892  0.4890 1  5  8.4e+002 1   SGAPSRGTTVDTTDDEDDCRPQR

 966 671.8700  2012.5882  2012.0725  0.5157 1  5  9.6e+002 1   GNVVAPQKVMDTLGADILR + Oxidation (M)

 83 605.0200  604.0127  604.3180  -0.3053 0  5  1.8e+003 1   VGNSTK

 555 651.8500  1301.6854  1302.6568  -0.9714 1  5  1.7e+003 1   QVTTPDDPKFR

 690 752.2300  1502.4454  1500.7896  1.6558 0  5  1.2e+003 1   SDVTNGVAAAASAVIR

 1296 749.7100  4492.2163  4490.2377  1.9786 1  5  4.5e+002 1   RACIGRPFAWQESLLAMVVLFQNFNFTMTDPNYALEIK

 109 640.5800  639.5727  639.2686  0.3041 0  5  7.3e+002 1   AFDCK

 758 842.2700  1682.5254  1680.8181  1.7073 1  5  1.1e+003 1   FEDEGEILKWLMR + Oxidation (M)

 143 690.5300  689.5227  688.3504  1.1723 1  5  2.3e+003 1   DDVGKR

 1297 751.4900  4502.8963  4502.0071  0.8892 1  5  3.8e+002 1   LFGVVGLPMVENCMSGYNGCLFAYGQTGSGKTYTMMGELSK + 3 Oxidation (M)

 269 453.0300  904.0454  904.5382  -0.4927 0  5  1.6e+003 1   LILEYVR

 480 616.0200  1230.0254  1230.5591  -0.5336 0  5  1.4e+003 1   VMYADGFLDGK + Oxidation (M)

 58 572.5400  571.5327  571.2714  0.2613 1  5  1.7e+003 1   ERGPGG

 111 644.7800  643.7727  642.3449  1.4278 1  5  2e+003 1   RGAPDK

 201 407.9000  813.7854  812.4102  1.3752 0  5  1.5e+003 1  MTLAAYK + Oxidation (M)
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 38 534.1900  533.1827  532.2605  0.9222 0  5  2.5e+003 1   EAASR

 182 787.3300  786.3227  787.4552  -1.1324 1  5  2.4e+003 1   AAIERTK

 303 484.9900  967.9654  968.5113  -0.5459 1  5  1.1e+003 1   YSVIMGKR + Oxidation (M)

 276 914.5900  913.5827  912.4916  1.0911 0  4  1.9e+003 1   AVADAELPK

 297 963.3900  962.3827  960.3568  2.0259 0  4  2e+003 1   DYMEEMK + Oxidation (M)

 28 518.0200  517.0127  516.2544  0.7584 1  4  3e+003 1   KDPAS

 181 393.4900  784.9654  783.4490  1.5164 0  4  1.4e+003 1   IIEGQPK

 1299 787.1600  4716.9163  4717.4966  -0.5803 2  4  3.6e+002 1   KGLEASDDAQLVQALGYPVALVEGEATAFKITHPQDLVLAEALAR

 691 753.2400  1504.4654  1504.7027  -0.2373 1  4  1.4e+003 1   GLHRNDFIMCAR + Oxidation (M)

 709 783.3400  1564.6654  1562.7835  1.8820 2  4  1.7e+003 1   ADTLVQQMRDRSK + Oxidation (M)

 148 353.5300  705.0454  704.3705  0.6750 0  4  1.7e+003 1   LGASTEK

 154 359.1700  716.3254  715.3977  0.9278 1  4  2.9e+003 1   ADGLKGR

 311 490.0100  978.0054  976.5011  1.5043 0  4  1.6e+003 1   ALETGLSMR

 477 613.5100  1225.0054  1224.6060  0.3995 1  4  1.4e+003 1   IVEEMGKEYK

 315 983.4700  982.4627  981.6586  0.8041 1  4  1.7e+003 1   APITVKLIK

 173 385.1700  768.3254  769.4810  -1.1556 1  4  1.4e+003 1   IPRGSIK

 351 527.8500  1053.6854  1052.5390  1.1465 0  4  1.7e+003 1   EESFLTSLK

 164 745.6900  744.6827  745.3606  -0.6779 0  4  2.4e+003 1   ESSAQPK

 1298 774.6600  4641.9163  4642.2610  -0.3447 2  4  4.1e+002 1   DVSVLVAGTALGTVMVVGDVFERDGDEGSWQALSEDPVAQKHSR + Oxidation (M)

 134 679.4000  678.3927  679.3653  -0.9726 0  4  2.2e+003 1   EGIHPK

 494 621.7500  1241.4854  1241.6445  -0.1590 0  4  1.9e+003 1   VAGSGFPFYLGK

 225 426.5600  851.1054  850.3855  0.7200 0  4  1.5e+003 1   SAPSTGGMK + Oxidation (M)

 187 789.4500  788.4427  788.4796  -0.0369 0  4  2.9e+003 1   IVVPSFK

 207 412.7300  823.4454  823.4076  0.0379 0  4  1.8e+003 1   EIASYGGK

 138 684.9200  683.9127  682.4238  1.4889 1  4  1.1e+003 1   AAPLRR

 114 648.7500  647.7427  647.3061  0.4366 0  4  2e+003 1  MASAPR + Oxidation (M)

 86 613.5900  612.5827  612.2616  0.3211 0  4  1e+003 1   HGDER

 258 449.2900  896.5654  894.5287  2.0368 1  4  1.7e+003 1   RIVPDPAK

 108 640.2900  639.2827  639.3340  -0.0513 0  4  1.3e+003 1   SPSPPR

 591 668.2500  1334.4854  1334.7895  -0.3040 2  4  1.9e+003 1   VGLGPRGLPARSR

 223 849.3100  848.3027  846.4745  1.8282 2  4  2.6e+003 1   GDRLMKK

 158 366.3700  730.7254  730.3796  0.3459 0  3  2.6e+003 1   SCVPIR

 1293 857.3400  4281.6636  4280.3090  1.3546 1  3  5.5e+002 1   VTDIAILVVAADDGVMPQTVEALNHAQAAGVPIVVAVNKIDK + Oxidation (M)

 29 519.7600  518.7527  517.3224  1.4304 1  3  2.6e+003 1   AKTAK

 145 701.1400  700.1327  701.3093  -1.1765 0  3  2.1e+003 1   GPDGSNR

 95 627.8400  626.8327  625.3071  1.5256 0  3  1e+003 1   GSSFTK

 1063 1119.9700  2237.9254  2239.1015  -1.1761 1  3  1.6e+003 1   VTQRFQAMTTGAVVNTTENR + Oxidation (M)

 146 701.4700  700.4627  699.4391  1.0236 1  3  3.1e+003 1   VAGRIGK

 250 441.7600  881.5054  880.3419  1.1636 0  3  2.1e+003 1   EMDMSPR + Oxidation (M)

 685 749.7100  1497.4054  1497.9242  -0.5188 2  3  1.7e+003 1   LSDLRIAAAILKSK

 100 636.5400  635.5327  633.3446  2.1881 1  3  2.4e+003 1   LTRGTS

 412 385.1100  1152.3082  1153.4935  -1.1853 0  3  1.8e+003 1   SGNGGGGCVSFR

 597 671.2000  1340.3854  1338.6537  1.7318 2  3  1.9e+003 1   APMGFQGMRGKK + 2 Oxidation (M)

 54 565.3200  564.3127  564.2690  0.0437 0  3  2.8e+003 1   GMVSR + Oxidation (M)

 270 453.0300  904.0454  904.4436  -0.3982 0  3  2.5e+003 1   STAGMPVAR + Oxidation (M)

 226 855.2100  854.2027  852.4818  1.7210 0  3  1.7e+003 1   PTLVNGPR

 857 927.0400  1852.0654  1852.0418  0.0236 1  3  2.3e+003 1   ITGGEPLLRTDVVDIVR

 687 749.7900  1497.5654  1496.7446  0.8209 0  2  2.3e+003 1   TGIFITMNPGYAGR

 66 584.8400  583.8327  582.2762  1.5566 0  2  1.2e+003 1   TYSGR

 299 483.6300  965.2454  963.4444  1.8011 0  2  2.5e+003 1   GSSPQVMSR + Oxidation (M)

 74 593.2700  592.2627  592.3221  -0.0593 0  1  3.4e+003 1   ILNFS

 175 769.5600  768.5527  768.4130  0.1397 0  1  2.5e+003 1   SAPPEIR

 178 781.6000  780.5927  779.4878  1.1049 2  1  2.9e+003 1   RAKLHR

 135 679.6200  678.6127  678.3119  0.3008 0  1  3e+003 1   TSMNAR

 267 904.2900  903.2827  901.5093  1.7734 2  1  4.2e+003 1   GDLASRRK

 129 335.8700  669.7254  670.4126  -0.6871 0  1  2e+003 1   ARPSIK

 44 550.1500  549.1427  548.3071  0.8356 1  1  4.3e+003 1   RLFGG

 137 684.8000  683.7927  683.2948  0.4979 0  1  2.1e+003 1   LMSYGN

 211 834.5500  833.5427  831.4160  2.1267 0  1  4.9e+003 1   SAVPMAIAG + Oxidation (M)

 214 840.1100  839.1027  839.4137  -0.3110 0  1  2.4e+003 1   TSSPSHPK
 103 638.7000  637.6927  636.3119  1.3808 0  1  2.2e+003 1   GLVAYD

 185 394.4800  786.9454  785.4283  1.5171 0  1  4.6e+003 1   VVPSQEK

 51 562.5800  561.5727  562.2711  -0.6984 0  1  4.6e+003 1   GTTER

 110 643.1200  642.1127  641.3748  0.7379 0  0  2.8e+003 1   GEVIPK

 453 599.9800  1197.9454  1196.6111  1.3343 0  0  3.6e+003 1   MGIEGVSTYLK

 24 510.6200  509.6127  509.2122  0.4006 0  0  1.8e+003 1   EFSAG

 49 556.6000  555.5927  554.2700  1.3227 0  0  2.1e+003 1   SFSSK

 153 715.5600  714.5527  715.3752  -0.8225 0  0  5.5e+003 1   IGTSLPE

 87 614.8300  613.8227  613.3911  0.4316 1  0  3.6e+003 1   PRITK

 1 306.0100  305.0027  

 2 335.8000  334.7927  

 3 345.1500  344.1427  

 4 356.1800  355.1727  

 5 376.8500  375.8427  

 6 376.8600  375.8527  

 7 385.1600  384.1527  

 8 388.0200  387.0127  

 9 404.0600  403.0527  

 10 415.2300  414.2227  

 11 415.3700  414.3627  

 12 438.4800  437.4727  
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Search Parameters

 13 440.2100  439.2027  

 14 441.1400  440.1327  

 15 441.4500  440.4427  

 16 448.9900  447.9827  

 17 452.9100  451.9027  

 18 467.7500  466.7427  

 19 479.1200  478.1127  

 21 495.8900  494.8827  

 22 498.9200  497.9127  

 23 509.6700  508.6627  

 25 511.6100  510.6027  

 26 512.6200  511.6127  

 27 515.5700  514.5627  

 31 525.4400  524.4327  

 33 529.2900  528.2827  

 34 529.3200  528.3127  

 35 532.3700  531.3627  

 36 533.2500  532.2427  

 37 534.1400  533.1327  

 39 535.2100  534.2027  

 40 537.1500  536.1427  

 41 539.1700  538.1627  

 42 544.0500  543.0427  

 43 546.0300  545.0227  

 46 552.9400  551.9327  

 47 553.1300  552.1227  

 48 553.8800  552.8727  

 50 556.8600  555.8527  

 52 564.1400  563.1327  

 53 565.1300  564.1227  

 55 565.6900  564.6827  

 56 569.6300  568.6227  

 57 571.5500  570.5427  

 63 579.0400  578.0327  

 64 582.3000  581.2927  

 67 585.3900  584.3827  

 68 585.5400  584.5327  

 69 586.9400  585.9327  

 71 588.7200  587.7127  

 73 592.2500  591.2427  

 75 595.1400  594.1327  

 76 595.1900  594.1827  

 78 596.6600  595.6527  

 79 596.6900  595.6827  

 80 599.6500  598.6427  

 82 603.6100  602.6027  

 85 613.0800  612.0727  

 88 614.8600  613.8527  

 92 620.7900  619.7827  

 93 622.7500  621.7427  

 96 629.0300  628.0227  

 101 636.7600  635.7527  

 102 638.7000  637.6927  

 104 638.7100  637.7027  

 107 640.1100  639.1027  

 113 647.7300  646.7227  

 115 649.6600  648.6527  

 121 655.2300  654.2227  

 124 660.5800  659.5727  

 127 667.0000  665.9927  
 128 670.7200  669.7127  

 130 671.8300  670.8227  

 131 672.4300  671.4227  

 133 676.7000  675.6927  

 142 690.0100  689.0027  

 144 696.2900  695.2827  

 156 726.1800  725.1727  

 157 730.0000  728.9927  

 161 738.7200  737.7127  

 165 747.3100  746.3027  

 170 759.7300  758.7227  

 177 772.6200  771.6127  

 193 800.3900  799.3827  

 196 808.1600  807.1527  

 200 813.0200  812.0127  

 233 860.5600  859.5527  

 266 901.9900  900.9827  

 273 911.5800  910.5727  
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Type of search         : MS/MS Ion Search
Enzyme                 : Trypsin
Fixed modifications    : Carbamidomethyl (C)
Variable modifications : Oxidation (M)
Mass values            : Monoisotopic
Protein Mass           : Unrestricted
Peptide Mass Tolerance : ± 1.2 Da (# 13C = 1)
Fragment Mass Tolerance: ± 0.5 Da
Max Missed Cleavages   : 2
Instrument type        : ESI-TRAP
Number of queries      : 1299

Mascot: http://www.matrixscience.com/
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