Peptide Summary Report (../data/20220225/F001963.dat)
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Severs Mascot Search Results
User
Email
Search title H
MS data file : DATA.TXT
Database 1 : contaminants 20090624 (262 sequences; 133770 residues)
Database 2 : uniprot_sprot sprot_202104 (565928 sequences; 204173280 residues)
Timestamp : 25 Feb 2022 at 13:04:47 GMT
Protein hits : 2::1GG1_HUMAN  Immunoglobulin gamma-1 heavy chain O0S=Homo sapiens 0X=9606 PE=1 SV=2

GHG3 HUMAN Immunoglobulin heavy constant gamma 3 OS=Homo sapiens 0X=9606 GN=IGHG3 PE=1 SV=2

22 1GHG4 HUMAN Immunoglobulin heavy constant gamma 4 OS=Homo sapiens 0X=9606 GN=I1GHG4 PE=1 SV=1
GHG2_HUMAN Immunoglobulin heavy constant gamma 2 OS=Homo sapiens 0X=9606 GN=IGHG2 PE=1 SV=2

2:1GLC2 HUMAN Immunoglobulin lambda constant 2 0S=Homo sapiens 0X=9606 GN=IGLC2 PE=1 SV=1

©:HV311 HUMAN Immunoglobulin heavy variable 3-11 0S=Homo sapiens 0X=9606 GN=1GHV3-11 PE=1 SV=2

::HVO5 CARAU Ig heavy chain V region 5A 0S=Carassius auratus OX=7957 PE=4 SV=1

2 21GKC _HUMAN Immunoglobulin kappa constant 0S=Homo sapiens 0X=9606 GN=1GKC PE=1 SV=2

- :HVCO5 HUMAN Immunoglobulin heavy variable 3-30-5 0S=Homo sapiens 0X=9606 GN=1GHV3-30-5 PE=3 SV=1
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Mascot Score Histogram

lons score is -10*Log(P), where P is the probability that the observed match is a random event.
Individual ions scores > 49 indicate identity or extensive homology (p<0.05).
Protein scores are derived from ions scores as a non-probabilistic basis for ranking protein hits.
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1. 2::1GG1_HUMAN Mass: 49925 Score: 343 Matches: 33(8) Sequences: 10(5) emPAl: 0.67

Immunoglobulin gamma-1 heavy chain 0S=Homo sapiens 0X=9606 PE=1 SV=2
[JCheck to include this hit in error tolerant search or archive report

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide

469 581.9500 1161.8854 1160.6223 1.2631 0 (81) 3.4e-005 1 K.NQVSLTCLVK.G
470 581.9500 1161.8854 1160.6223 1.2631 0 (15) 1.2e+002 8 K.NQVSLTCLVK.G
M 471 581.9600 1161.9054 1160.6223 1.2831 0 86 1.1e-005 1 K.NQVSLTCLVK.G
472 581.9700 1161.9254 1160.6223 1.3031 0 (15) 1.4e+002 5 K.NQVSLTCLVK.G
473 581.9700 1161.9254 1160.6223 1.3031 0 (63) 0.0023 1 K.NQVSLTCLVK.G
474 581.9800 1161.9454 1160.6223 1.3231 0 (10) 3.8e+002 3 K.NQVSLTCLVK.G
475 581.9800 1161.9454 1160.6223 1.3231 0 (39) 0.52 1 K.NQVSLTCLVK.G
476 581.9900 1161.9654 1160.6223 1.3431 0 (32) 2.8 1 K.NQVSLTCLVK.G
495 594.2700 1186.5254 1185.6394 0.8861 0 58 0.0087 1 U K.GPSVFPLAPSSK.S
496 594.2800 1186.5454 1185.6394 0.9061 0 (6) 1.3e+003 10 U K.GPSVFPLAPSSK.S
587 643.7700 1285.5254 1285.6666 -0.1412 0 12 3.1e+002 2 R.EPQVYTLPPSR.D
639 661.2600 1320.5054 1320.6708 -0.1653 0 107 8.8e-008 1 K.STSGGTAALGCLVK.D
640 661.2700 1320.5254 1320.6708 -0.1453 0 (89) 6.2e-006 1 K.STSGGTAALGCLVK.D
814 839.3500 1676.6854 1676.7947 -0.1093 0 72 0.00028 1 u K. FNWYVDGVEVHNAK. T
815 839.3800 1676.7454 1676.7947 -0.0493 0 41) 0.33 1 U K. FNWYVDGVEVHNAK. T
893 904.9500 1807.8854 1806.9992 0.8862 0 43 0.21 1 R.VVSVLTVLHQDWLNGK.E
894 904.9700 1807.9254 1806.9992 0.9262 0 a2) 3e+002 3 R.VVSVLTVLHQDWLNGK.E
896 603.9600 1808.8582 1806.9992 1.8589 0 an) 89 1 R.VVSVLTVLHQDWLNGK.E
898 603.9700 1808.8882 1806.9992 1.8889 0 (10) 4.6e+002 8 R.VVSVLTVLHQDWLNGK.E
899 603.9800 1808.9182 1806.9992 1.9189 0 (13) 2.1e+002 5 R.VVSVLTVLHQDWLNGK.E
938 624.9400 1871.7982 1871.9629 -0.1647 1 15 1.4e+002 2 U R.EPQVYTLPPSRDELTK.N
M 938 625.2500 1872.7282 1872.9146 -0.1864 0 (28) 6 1 U K.TTPPVLDSDGSFFLYSK.L
940 937.3800 1872.7454 1872.9146 -0.1691 0 (26) 8.6 1 U K.TTPPVLDSDGSFFLYSK.L
M 941 625.2600 1872.7582 1872.9146 -0.1564 0 48 0.055 1 U K.TTPPVLDSDGSFFLYSK.L
942 937.4400 1872.8654 1872.9146 -0.0491 0 (35) 2.8 1 U K.TTPPVLDSDGSFFLYSK.L
1071 713.6000 2137.7782 2138.0202 -0.2420 0 (9) 3.5e+002 9 U R.TPEVTCVVVDVSHEDPEVK.F
1072 713.6100 2137.8082 2138.0202 -0.2120 0 43 0.17 1 u R.TPEVTCVVVDVSHEDPEVK.F
1073 713.6100 2137.8082 2138.0202 -0.2120 0 (20) 28 1 U R.TPEVTCVVVDVSHEDPEVK.F
1075 714.2800 2139.8182 2138.0202 1.7980 0 (7) 5.9e+002 10 U R.TPEVTCVVVDVSHEDPEVK.F
1260 711.8000 2843.1709 2843.4503 -0.2794 0 1) 19 1 U K. THTCPPCPAPELLGGPSVFLFPPKPK.D
1261 711.8100 2843.2109 2843.4503 -0.2394 0 (15) 95 1 U K. THTCPPCPAPELLGGPSVFLFPPKPK.D
1262 711.8100 2843.2109 2843.4503 -0.2394 0 26 6.5 1 U K. THTCPPCPAPELLGGPSVFLFPPKPK.D
1263 711.9900 2843.9309 2843.4503 0.4806 0 (7) 4.7e+002 8 U K.THTCPPCPAPELLGGPSVFLFPPKPK.D
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Proteins matching the same set of peptides:
2::1GHG1 HUMAN
Immunoglobulin heavy constant gamma 1 OS=Homo sapiens 0X=9606 GN=IGHG1l PE=1 SV=1

Mass: 36596

Score: 343

Matches: 33(8) Sequences: 10(5]

Pa

ge 2 of 20

2. 2::1GHG3 HUMAN
Immunoglobulin heavy constant gamma 3 OS=Homo sapiens 0X=9606 GN=IGHG3 PE=1 SV=2

[ Check to include this hit in error tolerant search or archive report

Mass: 42287

Score: 252

Matches: 23(5) Sequences: 6(2)

emPAl :

0.35

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide
469 581.9500 1161.8854 1160.6223 1.2631 0 (81) 3.4e-005 1 K.NQVSLTCLVK.G
470 581.9500 1161.8854 1160.6223 1.2631 0 (15) 1.2e+002 8 K.NQVSLTCLVK.G
471 581.9600 1161.9054 1160.6223 1.2831 O 86 1.1e-005 1 K.NQVSLTCLVK.G
472 581.9700 1161.9254 1160.6223 1.3031 0 (15) 1.4e+002 5 K.NQVSLTCLVK.G
473 581.9700 1161.9254 1160.6223 1.3031 0 (63) 0.0023 1 K.NQVSLTCLVK.G
474 581.9800 1161.9454 1160.6223 1.3231 0 (10) 3.8e+002 3 K.NQVSLTCLVK.G
475 581.9800 1161.9454 1160.6223 1.3231 0 (39) 0.52 1 K.NQVSLTCLVK.G
476 581.9900 1161.9654 1160.6223 1.3431 0 (32) 2.8 1 K.NQVSLTCLVK.G
583 643.7400 1285.4654 1286.6442 -1.1787 0 Q@7 9.7 1 K.GPSVFPLAPCSR.S
585 643.7500 1285.4854 1286.6442 -1.1587 0 (10) 4.1e+002 3 K.GPSVFPLAPCSR.S
587 643.7700 1285.5254 1285.6666 -0.1412 O 12 3.1e+002 2 R.EPQVYTLPPSR.E
588 644.2500 1286.4854 1286.6442 -0.1587 0 (33) 2.4 1 K.GPSVFPLAPCSR.S
590 644.2600 1286.5054 1286.6442 -0.1387 0 44 0.19 1 K.GPSVFPLAPCSR.S
639 661.2600 1320.5054 1320.6708 -0.1653 O 107 8.8e-008 1 R.STSGGTAALGCLVK.D
640 661.2700 1320.5254 1320.6708 -0.1453 0 (89) 6.2e-006 1 R.STSGGTAALGCLVK.D
893 904.9500 1807.8854 1806.9992 0.8862 O 43 0.21 1 R.VVSVLTVLHQDWLNGK . E
894 904.9700 1807.9254 1806.9992 0.9262 0 (12) 3e+002 3 R.VVSVLTVLHQDWLNGK . E
896 603.9600 1808.8582 1806.9992 1.8589 0 (17) 89 1 R.VVSVLTVLHQDWLNGK . E
898 603.9700 1808.8882 1806.9992 1.8889 0 (10) 4.6e+002 8 R.VVSVLTVLHQDWLNGK . E
899 603.9800 1808.9182 1806.9992 1.9189 0 (13) 2.1e+002 5 R.VVSVLTVLHQDWLNGK . E
966 635.5400 1903.5982 1903.9349 -0.3368 1 (12) 2.1e+002 5 R.EPQVYTLPPSREEMTK.N
967 635.5600 1903.6582 1903.9349 -0.2768 1  (15) 1.1e+002 1 R.EPQVYTLPPSREEMTK.N
986 640.8900 1919.6482 1919.9299 -0.2817 1 15 1.1e+002 1 R.EPQVYTLPPSREEMTK.N + Oxidation (M)
3. 2::1GHG4 HUMAN Mass: 36431 Score: 178 Matches: 21(5) Sequences: 5(2) emPAl: 0.42

Immunoglobulin heavy constant gamma 4 OS=Homo sapiens 0X=9606 GN=IGHG4 PE=1 SV=1

[JCheck to include this hit in error tolerant search or archive report

Query Observed Mr(expt) Mr(calc) Delta Miss Score Expect Rank Unique Peptide

351 481.1300 960.2454 959.5400 0.7055 2 8 6.9e+002 5 u K.VDKRVESK.Y

469 581.9500 1161.8854 1160.6223 1.2631 0 (81) 3.4e-005 1 K.NQVSLTCLVK.G

470 581.9500 1161.8854 1160.6223 1.2631 0 (15) 1.2e+002 8 K.NQVSLTCLVK.G

471 581.9600 1161.9054 1160.6223 1.2831 O 86 1.1e-005 1 K.NQVSLTCLVK.G

472 581.9700 1161.9254 1160.6223 1.3031 0 (15) 1.4e+002 5 K.NQVSLTCLVK.G

473 581.9700 1161.9254 1160.6223 1.3031 0 (63) 0.0023 1 K.NQVSLTCLVK.G

474 581.9800 1161.9454 1160.6223 1.3231 0 (10) 3.8e+002 3 K.NQVSLTCLVK.G

475 581.9800 1161.9454 1160.6223 1.3231 0 (39) 0.52 1 K.NQVSLTCLVK.G

476 581.9900 1161.9654 1160.6223 1.3431 0 (32) 2.8 1 K.NQVSLTCLVK.G

583 643.7400 1285.4654 1286.6442 -1.1787 0 Q@7 9.7 1 K.GPSVFPLAPCSR. S

585 643.7500 1285.4854 1286.6442 -1.1587 0 (10) 4.1e+002 3 K.GPSVFPLAPCSR. S

588 644.2500 1286.4854 1286.6442 -0.1587 0 (33) 2.4 1 K.GPSVFPLAPCSR. S

590 644.2600 1286.5054 1286.6442 -0.1387 0 44 0.19 1 K.GPSVFPLAPCSR. S
713 712.2700 1422.5254 1422.7024 -0.1770 0 (58) 0.0069 1 R.STSESTAALGCLVK.D
M 714 712.2800 1422.5454 1422.7024 -0.1570 O 66 0.0011 1 R.STSESTAALGCLVK.D
715 712.3000 1422.5854 1422.7024 -0.1170 0 (32) 3.1 1 R.STSESTAALGCLVK.D

893 904.9500 1807.8854 1806.9992 0.8862 O 43 0.21 1 R.VVSVLTVLHQDWLNGK . E

894 904.9700 1807.9254 1806.9992 0.9262 0 (12) 3e+002 3 R.VVSVLTVLHQDWLNGK . E

896 603.9600 1808.8582 1806.9992 1.8589 0 (17) 89 1 R.VVSVLTVLHQDWLNGK . E

898 603.9700 1808.8882 1806.9992 1.8889 0 (10) 4.6e+002 8 R.VVSVLTVLHQDWLNGK . E

899 603.9800 1808.9182 1806.9992 1.9189 0 (13) 2.1e+002 5 R.VVSVLTVLHQDWLNGK . E

4. 2::1GHG2 HUMAN Mass: 36505 Score: 164 Matches: 26(5) Sequences: 8(2) emPAl: 0.42

Immunoglobulin heavy constant gamma 2 OS=Homo sapiens 0X=9606 GN=IGHG2 PE=1 SV=2

[ Check to include this hit in error tolerant search or archive report

Query
469
470
471
472
473
474
475
476
583
585
587
588
590
713
714
715
877
878
881
886
966
967

KR

Observed
581.9500
581.9500
581.9600
581.9700
581.9700
581.9800
581.9800
581.9900
643.7400
643.7500
643.7700
6442500
6442600
712.2700
712.2800
712.3000
897.9400
897.9900
898.4500
599.3600
635.5400
635.5600

Mr(expt)

1161.
1161.
1161.
1161.
1161.
1161.
1161.
1161.
1285.
1285.
1285.
1286.
1286.
1422.
1422.
1422.
1793.
1793.
1794.
1795.
1903.
1903.

8854
8854
9054
9254
9254
9454
9454
9654
4654
4854
5254
4854
5054
5254
5454
5854
8654
9654
8854
0582
5982
6582

Mr(calc)

1160.
1160.
1160.
1160.
1160.
1160.
1160.
1160.
1286.
1286.
1285.
1286.
1286.
1422.
1422.
1422.
1792.
1792.
1792.
1792.
1903.
1903.

6223
6223
6223
6223
6223
6223
6223
6223
6442
6442
6666
6442
6442
7024
7024
7024
9836
9836
9836
9836
9349
9349

1 1
PRRPEPRPEREPRERE

Delta Miss Score

2631 0 (81)
2631 0 (15)
2831 0 86
.3031 0 (15)
.3031 0 (63)
3231 0 (10)
3231 0 (39)
3431 0 (32)
L1787 0 (27)
.1587 0  (10)
L1412 0 12
.1587 0  (33)
.1387 0 44
L1770 0 (58)
L1570 0 66
L1170 0 (32)
.8819 0 33
.9819 0 (21)
L9019 0 (22)
.0746 0

.3368 1

2768 1

4.
-1e+002

Expect Rank Unique Peptide

-4e-005
-2e+002
-1e-005
-4e+002

0.0023

-8e+002

0.52
2.8
9.7

1e+002

2.4
0.19
0.0069
0.0011
3.1

2

33

26

(13) 2.2e+002
(12) 2.1e+002
(15) 1.1e+002

1

FPUONRP RPRPRPRPRPERPNORRREOROR®

cc cc

=

-NQVSLTCLVK.
-NQVSLTCLVK.
-NQVSLTCLVK.
-NQVSLTCLVK.
-NQVSLTCLVK.
-NQVSLTCLVK.
-NQVSLTCLVK.
-NQVSLTCLVK.
-GPSVFPLAPCSR .

VDV DOV VDOV OVOVDOOARAIODARAAARNRARAAR

ODOOO00 6

[ %)

GPSVFPLAPCSR.

-EPQVYTLPPSR.E
-GPSVFPLAPCSR .
-GPSVFPLAPCSR .
.STSESTAALGCLVK.D
.STSESTAALGCLVK.D
.STSESTAALGCLVK.D
-VVSVLTVVHQDWLNGK .
-VVSVLTVVHQDWLNGK .
-VVSVLTVVHQDWLNGK .
-VVSVLTVVHQDWLNGK .
-EPQVYTLPPSREEMTK.
-EPQVYTLPPSREEMTK.

B
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[

2]

2]
7]

RREE

3

969
970
986

1293

635.8900
635.9000
640.8900
759.8100

2::1GLC2 HUMAN

1904.6482 1904.8866 -0.2385
1904.6782 1904.8866 -0.2085
1919.6482 1919.9299 -0.2817
3035.2109 3035.4894 -0.2785
Mass: 11458 Score: 73

B OO

Matches: 4(1) Sequences: 2(1)

(8) 4.9e+002
11 2.6e+002
15 1.1e+002
19 31

B R NN

c

Immunoglobulin lambda constant 2 0S=Homo sapiens 0X=9606 GN=IGLC2 PE=1 SV=1
[JCheck to include this hit in error tolerant search or archive report

Observed
496.3600
737.6700
737.6700
738.0100

Query
370

1111
1112
1113

Mr(expt) Mr(calc)

990.7054 989.5029 1.2025
2209.9882 2210.1446 -0.1564
2209.9882 2210.1446 -0.1564
2211.0082 2210.1446 0.8636

Proteins matching the same set of peptides:

2::1GLC3 HUMAN

Mass: 11430

Score: 73

0

0
0
0

Matches: 4(1) Sequences: 2(1)

31 4.2
66 0.00083
43) 0.18
(36) 1

1

1
1
1

U

U
U
U

Delta Miss Score Expect Rank Unique

Immunoglobulin lambda constant 3 0S=Homo sapiens 0X=9606 GN=IGLC3 PE=1 SV=1

2::HV311 HUMAN

Mass: 13071

Score: 55

Matches: 5(1) Sequences: 3(1)

K.TTPPMLDSDGSFFLYSK.L
K.TTPPMLDSDGSFFLYSK.L

Page 3 of 20

R.EPQVYTLPPSREEMTK.N + Oxidation (M}

R .KCCVECPPCPAPPVAGPSVFLFPPKPK.D

emPAl: 0.30

Peptide
K.AGVETTTPSK.Q

K.ATLVCLISDFYPGAVTVAWK . A
K.ATLVCLISDFYPGAVTVAWK . A
K.ATLVCLISDFYPGAVTVAWK . A

emPAl: 0.26

Immunoglobulin heavy variable 3-11 0S=Homo sapiens 0X=9606 GN=I1GHV3-11 PE=1 SV=2
[JCheck to include this hit in error tolerant search or archive report

Observed
659.6800
659.7100
660.7000
669.7700
759.9900

Query
632

633
637
655

1153

2::HVO5 CARAU

Mr(expt) Mr(calc)
1317.3454 1317.5659 -0.2205
1317.4054 1317.5659 -0.1605
1319.3854 1317.5659 1.8195
1337.5254 1337.6761 -0.1507
2276.9482 2276.9871 -0.0389
Mass: 12970 Score: 55

Delta Miss Score

Matches: 5(1) Sequences:

55 0.014
(39) 0.49
(14) 1.8e+002
27 8.9

10 3.1e+002

Ig heavy chain V region 5A 0S=Carassius auratus 0X=7957 PE=4 SV=1

[JCheck to include this hit in error tolerant search or archive report

K &

Observed
659.6800
659.7100
660.7000
676.7800
677.2800

Query
632
633
637
670

671

Mr(expt) Mr(calc)
1317.3454 1317.5659 -0.2205
1317.4054 1317.5659 -0.1605
1319.3854 1317.5659 1.8195
1351.5454 1351.6918 -0.1463
1352.5454 1351.6918 0.8537

Proteins matching the same set of peptides:

2::HVC33 HUMAN
Immunoglobulin
2::HV333 HUMAN
Immunoglobulin
2::HV353 HUMAN
Immunoglobulin
2::HV366 HUMAN
Immunoglobulin
2::HV374 HUMAN
Immunoglobulin

2::1GKC HUMAN
Immunoglobulin

Mass: 13152
heavy variable
Mass: 13237
heavy variable
Mass: 12932
heavy variable
Mass: 12918
heavy variable
Mass: 13002
heavy variable

Mass: 11929

Score: 55

Delta Miss Score

0

0
0
0
0

Matches: 5(1) Sequences: 2(1)

55 0.014
(39) 0.49
(14) 1.8e+002
22 25

(14) 1.6e+002

1

B R R e

Expect Rank

1

1
1
1
1

2(1)

Expect Rank Unique Peptide

R.AEDTAVYYCAR.
R.AEDTAVYYCAR.
R.AEDTAVYYCAR.
K.NSLYLQMNSLR .

A

R.LSCAASGFTFSDYYMSWIR.Q + Oxidation (M}

emPAl: 0.26

Unique Peptide

R.AEDTAVYYCAR.
R.AEDTAVYYCAR.
R.AEDTAVYYCAR.
K_.NTLYLQMNSLR.
K_.NTLYLQMNSLR.

3-30-3 0S=Homo sapiens 0X=9606 GN=1GHV3-30-3 PE=1 SV=1

Score: 55

Matches: 5(1) Sequences: 2(1)

3-33 0S=Homo sapiens 0X=9606 GN=I1GHV3-33 PE=1 SV=2

Score: 55

Matches: 5(1) Sequences: 2(1)

3-53 0S=Homo sapiens 0X=9606 GN=I1GHV3-53 PE=1 SV=2

Score: 55

Matches: 5(1) Sequences: 2(1)

3-66 0S=Homo sapiens 0X=9606 GN=IGHV3-66 PE=3 SV=1

Score: 55

Matches: 5(1) Sequences: 2(1)

3-74 0S=Homo sapiens 0X=9606 GN=I1GHV3-74 PE=3 SV=1

Score: 47

Matches: 3(0) Sequences: 2(0)
kappa constant OS=Homo sapiens 0X=9606 GN=IGKC PE=1 SV=2

[JCheck to include this hit in error tolerant search or archive report

KRR

]

http://spectralab.zfk.irb.hr/mascot/cgi/master_results.pl?file=

Observed
751.8200
625.9000
625.9000

Query
763
943
944

Mr(expt) Mr(calc)
1501.6254 1501.7512 -0.1257
1874.6782 1874.9197 -0.2415
1874.6782 1874.9197 -0.2415

Proteins matching the same set of peptides:

2::1GK_HUMAN

2::HVCO5 HUMAN

Mass: 23650

Mass: 13110

Score: 47

Score: 32

Delta Miss Score

0
0
0

Matches: 4(0) Sequences: 2(0)

11 3.8e+002
47 0.074
(19) 46

1
1
1

U
U
U

Matches: 3(0) Sequences: 2(0)
Immunoglobulin kappa light chain 0S=Homo sapiens 0X=9606 PE=1 SV=1

emPAl: 0.29

Expect Rank Unique Peptide
K.DSTYSLSSTLTLSK.A

K.VYACEVTHQGLSSPVTK.S
K.VYACEVTHQGLSSPVTK.S

emPAl: 0.26

Immunoglobulin heavy variable 3-30-5 0OS=Homo sapiens 0X=9606 GN=I1GHV3-30-5 PE=3 SV=1
[JCheck to include this hit in error tolerant search or archive report

Observed
645.6500
645.6800
676.7800
677.2800

Query
595
597
670
671

Mr(expt) Mr(calc)
1289.2854 1289.5598 -0.2743
1289.3454 1289.5598 -0.2143
1351.5454 1351.6918 -0.1463
1352.5454 1351.6918 0.8537

Proteins matching the same set of peptides:

2::HV323 HUMAN

Mass: 12745

Score: 32

Delta Miss Score

0

0
0
0

Matches: 4(0) Sequences: 2(0)

(14) 1.6e+002
32 2.3
22 25

(14) 1.6e+002

2

1
1
1

Expect Rank Unique

u
U

Peptide

R.AEDTAVYYCAK.
R.AEDTAVYYCAK.
K.NTLYLQMNSLR.
K.NTLYLQMNSLR.

Immunoglobulin heavy variable 3-23 0S=Homo sapiens 0X=9606 GN=1GHV3-23 PE=1 SV=2

2::HV330 HUMAN

Mass: 13110

Score: 32

Matches: 4(0) Sequences: 2(0)

Immunoglobulin heavy variable 3-30 0S=Homo sapiens 0X=9606 GN=1GHV3-30 PE=1 SV=2

>

>
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Peptide Summary Report (../data/20220225/F001963.dat)

Peptide matches not assigned to protein hits

Query Observed Mr(expt) Mr(calc)
952  628.2800 1881.8182 1881.0320
623 657.2400 1312.4654 1312.7714
772  764.1800 3052.6909 3051.3810
984  640.5900 1918.7482 1919.0411

1136 1124.4900 3370.4482 3371.5550
905 605.9500 1814.8282 1812.9080
470 581.9500 1161.8854 1161.6982
492  592.7800 1183.5454 1182.6397
884  599.3500 1795.0282 1794.0839
616  652.4300 1954.2682 1955.0734
819 560.9300 1679.7682 1677.8012
889 599.6800 1796.0182 1796.9210
692  688.3300 2061.9682 2062.0484
901 604.2800 1809.8182 1809.9162

1190 593.1900 2368.7309 2369.2876
961 633.2600 1896.7582 1896.0370
934  620.8000 1859.3782 1857.9778

96 306.2900 1221.1309 1221.6275
179  353.2700 1409.0509 1408.8150

1171  768.5400 2302.5982 2301.1497
465  579.4200 1735.2382 1735.8273
385 512.6000 2046.3709 2046.0793

1123  558.8300 2231.2909 2231.9906
298 428.4000 1709.5709 1707.9771
949  627.9200 1880.7382 1881.0757
459  575.0400 1148.0654 1148.6414

1192  594.5800 2374.2909 2375.0681
338  462.4800 1845.8909 1845.8688
182  354.0000 705.9854  706.3650
966  635.5400 1903.5982 1901.9053

1002  654.6300 1960.8682 1959.0207
796 804.8800 2411.6182 2412.2156
886  599.3600 1795.0582 1794.0516
260 397.8500 793.6854  793.3462

1214  627.9700 2507.8509 2507.2617
517 607.0100 1212.0054 1212.6139
838  852.9600 2555.8582 2557.0441
721  477.8700 1430.5882 1429.6950
406  530.3000 1587.8782 1587.7219

1290  602.1100 3005.5136 3004.4488
915  918.8000 2753.3782 2752.3638
538 617.3800 1232.7454 1231.5622
854  578.1400 1731.3982 1730.7846
895  904.9800 1807.9454 1807.8258

1037  673.7300 2018.1682 2017.0150

120  317.1400 632.2654  633.3082
141  661.2200 660.2127  661.3217

642  662.7600 1323.5054 1321.7466
1114  738.2800 2211.8182 2210.0967
191  359.1500 1074.4282 1075.5696
286  422.9800 843.9454  842.4134
1128  745.6300 2233.8682 2232.1824
1045 679.8900 2036.6482 2035.9197
1238 655.2300 2616.8909 2617.2855
1240 657.2800 2625.0909 2625.4166
290  424.0900 846.1654  844.4879
575  639.8500 2555.3709 2553.2302
807  824.5600 3294.2109 3293.8486
719 477.5700 1429.6882 1427.6458
500 598.3200 1194.6254 1195.5366
918 613.4100 1837.2082 1835.8644
415  537.2200 2144.8509 2143.1888
540  617.9200 1233.8254 1234.6631
1223  637.7000 2546.7709 2545.2246
1090  721.3200 2160.9382 2161.1168
726  480.9600 1439.8582 1439.7197
900 604.0400 1809.0982 1806.9449
872 591.1300 1770.3682 1770.9662
730  721.8000 1441.5854 1440.8188
926  462.5500 1846.1709 1845.0221
775 512.6400 1534.8982 1532.7868
1298  770.1400 3076.5309 3076.3704
1115  738.3200 2211.9382 2213.0932
224  750.7700 < 749.7627  750.4388
840  855.3600 1708.7054 1706.8232
617  654.2300 1306.4454 1304.7023
744  489.0000 1463.9782 1462.6293
1138  750.3100 2247.9082 2248.2063

NERRAEAARAARAARRAEARRERRRRERRERR"RERREERR>RERR-RR]ERR~RER>R]EERR>RER-R>RERR>R]ERR>R]ER>RE R R R R R R R R >R R R R R R R

287  422.9800  843.9454  843.4926
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: (no details means no match}

Delta Miss Score

.7862
.3060
.3099
.2929
.1069
-9202
.1872
.9058
.9442
.8053
.9670
.9028
.0802
.0980
.5567
.7212
.4004
.4966
.2359
.4485
.5892
.2916
.6997
.5938
.3376
.5760
7772
.0221
.3795
.6928
.8475
.5975
.0066
.3392
.5892
.6084
.1859
.8932
.1563
.0648
.0144
.1833
.6135
-1196
.1532
.0427
.1090

1.7588

.7214
.1414
.5321
.6858
.7285
.3946
.3257
.6776
.1407
.3623
.0423
.9111
.3437
.6621
.8377
.5463
.1786
.1384
.1533
.5980
.7667
.1488
.1114
.1605
.1551
.6761
.8822
.7431
.3489
.2981
.4528

1
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Expect Rank Unique Peptide
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28

36

88

38
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50
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45
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.6e+002
-2e+002
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-9e+002
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40
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64
1.5e+002
66
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N

e
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1

PP RPRPRPPRPRPPPRPPEPRPRPEPRPRPRPRPRPRPRPRPEPRPREPREPREPREPREPREPRELPRLPREPRPRLPRPRPRPRPRPRPREPRPREPRLRREPRLPRPREPRPRPRPRPRPRPRPRPREPRPREPRREPRERPRERRRERERLRRELPRRLREREEREPEESPR

EVKLVESGGGLVQPGGSLR

ELVSLLNNKGVK
CIADVLECPMLEKGGSDAMEFIAQSHK + Oxidation (M)
VAALVYGIGKIRMDNGAR + Oxidation (M)
VHTGEKPYECQYCEYKSADSSNLKTHIK
MTFSSAEKAAIASLWGK + Oxidation (M)
SGVVLHRAVPK

KNLEKNFYK

VVVSLEERLVGRVLAR

SPGVSME INRLSRIAGLR

FGGEGSSGFRHYHIK

SNWILSHLETPTPFR

GNDQVRFEVGFASLAPDLK

EAWDALEPVRWPVSR
DIDAIAVTSGPGLIGGLLVGVMSAK + Oxidation (M)
DPLLFVAGNVGRNHFLK

AAAQIACGASMRRKPVR + Oxidation (M)
ETISSINMALK + Oxidation (M)
LNTIPDGGVSRLR

DCVHIMKLELFPDQATQLK + Oxidation (M)
LADYVVDMGPGAGVMGGK

NGEVMIVDGFTGRVLAGRR
GSKQDEGDYFGPFANAGAVMR + Oxidation (M)
DVPSSLKDGLVIGAIPK

MLAGVN I LADAVKATLGPK

GIQAGQHLGIR

YYLNQGPYFYVNGVDNFMR + Oxidation (M)
FLGSCCTVAFAGLRCK

KVDQAF

NASELASAMEARGYHPAK
AAAIGAGTAGVAGAAGAMAASKAK + Oxidation (M)
IMLDVLKGEAHFPPPLWMMR + 2 Oxidation (M)
VVWKQGVQSLILAPTR

ASCPMTK

IPDEMEVK I EEK IESGYFPVR

VAYYEREVGK

GQQMVEEVDSVIASCSEMHDMK + 3 Oxidation (M)
EARPGSDYAHSLK

EPWRHHSYFSDK

REFFADEEMSKGLITSQTNPPTSIYK + Oxidation (M)
MFYFSTHSLLDKKMMSTTIQAIK + 2 Oxidation (M)
DEFSRFFER

ADS IEE IVEVVEGDNN

DSVCINSSSAEVQLDGK

ALVESNGDIELAIENMRK + Oxidation (M)
SATAER

TGTPMR

EPIRVTLNAPGR

LGEHN IDVLEGNEQF INAAK

MTKVITDPR + Oxidation (M)

EEVDVPR

VGLECAQGLYGIKPDLTTLGK

FFESFGDLSSADA IMSNAK
AGMPYVATRWLGGMLTNYPTMKK + 2 Oxidation (M)
ELSAIQHPEPVADQPFPVKLVSPK

TIAQTRR

CLLQSLQQIESMTEAESSVKEK + Oxidation (M)
LHGVLVDVYGIGILITGESGIGKSETALEL 1K
STEGAASMIMGVMK + Oxidation (M)

EQTWMITCK

MIMEDLNIEKEQAEK + Oxidation (M)
ELTGIVWELVSNSEAKK 1K

MDPVALYLGLK + Oxidation (M)
CWMADPKSRPGFEILYERFK + Oxidation (M}
VFENQGVGLVETFPGSLGGVR

EGLWAVQFHPEK

AAGSAKGAVPAAADGGRQPR

LEEMVGRPISEKLVR + Oxidation (M
ELLSSPIVNKVDK

TIGISVSDLGRRFATPR

SDKGVNL IASLCEK
QFASQYSSFVFMSYMMMINNRTPHK + 2 Oxidation (M
QVNPIHGGGMAEAMKASTIASK + Oxidation (M)
FRTISK

AGPGDPCDHGKP I KMK

AHAQVVPAMPLR + Oxidation (M)
AMDESIREMHGR + 2 Oxidation (M)
TEQQTDILYTKALAASINLR

AVKNGTVR
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494  593.2400 2368.9309 2369.2928 -0.3619 2 18  2e+002 1 RFSNAVAIKGTVSTSAIHLQNR

959  632.8800 1895.6182 1895.8497 -0.2315 0 18 55 1 EAVADQNPATVQDEQPQG

938  624.9400 1871.7982 1871.9312 -0.1330 0 18 70 1 AVSCGDAGLALGQAWVAAR

1020 996.2100 2985.6082 2984.6375 0.9706 1 18 1.3e+002 1 TGIVHIPFGKVNFTEEDLL INFLAAVK

790 800.0200 3196.0509 3194.7009 1.3500 2 18 1.7e+002 1 GVTVKPEAMRAAVLQGYATATDLADYLVKK + Oxidation (M)
1125 744.9800 2231.9182 2232.1970 -0.2788 2 18 60 1 MIVVKAGGRTLLNNMDEIVK + 2 Oxidation (M)
723 479.7100 1436.1082 1436.8939 -0.7858 2 18 62 1 ARTDIRPIVKLR

818 560.9200 1679.7382 1677.8072 1.9309 1 18 76 1 MPIDPSEKLGFWDK + Oxidation (M)

462 576.1600 1725.4582 1724.9421 0.5161 1 18 1.8e+002 1 AEGKPEQALTKIVEGR

1009 656.1600 1965.4582 1966.1000 -0.6418 2 18 54 1 DLDLSNAGRGVWLVKVPK

985 640.6500 1918.9282 1917.9373 0.9908 1 17 75 1 YDWAHLD I AGTAWKSGK

269 408.8000 1631.1709 1631.7912 -0.6203 2 17 2.5e+002 1 PPSRMATDHSFKMK

1012  656.6200 1966.8382 1966.9313 -0.0931 2 17 69 1 AAARQSGQRGSLEQMMSK + 2 Oxidation (M)
505 602.0800 1803.2182 1802.9580 0.2602 2 17 2.1e+002 1 ASSPLPQPSFRRFWK

1118  740.4100 2218.2082 2216.0533 2.1548 0O 17 711 TMLYGPMKPVGLEYPDDYK

816 560.3000 1677.8782 1676.7723 1.1059 2 17 86 1 MQGRMQGKVAPGDDR + 2 Oxidation (M)
183  707.4500 706.4427 705.3657 1.0770 O 17  1e+002 1 NVSTASK

703  702.3900 1402.7654 1403.7045 -0.9391 0 17 2.3e+002 1 DVDAGSIGTFAVPR

399 526.8600 1577.5582 1576.8645 0.6937 2 17 2.1e+002 1 SSRSTRAGLTISVSR

1082  537.4200 2145.6509 2144.1298 1.5211 2 17 59 1 EGTSQERVLRTQTSGVQIR

402  528.3200 1054.6254 1052.5291 2.0964 0 17 89 1 YNIPGGASFK

328 455.6800 1818.6909 1818.9258 -0.2349 1 17 2.2e+002 1 TDRTCLS IVLAAGEGTR

1093 542.5300 2166.0909 2165.2460 0.8449 1 17 77 1 LIEASAGTGKTFTIVLLYLR

1042  677.3600 2029.0582 2030.1775 -1.1194 1 17 82 1 LTNY ISGKNILINIVEVK

675 678.7200 2033.1382 2031.8877 1.2505 1 17 2.1e+002 1 YQMASEARDEAIAEANSK + 2 Oxidation (M)
820 560.9300 1679.7682 1677.8144 1.9537 1 17 88 1 SRE IAQMFGNPSVDK

1075 714.2800 2139.8182 2139.0452 0.7729 0O 17 63 1 FTNQIASLMQNCELVISR + Oxidation (M)
946  940.0600 3756.2109 3756.8134 -0.6025 2 17 1.7e+002 1 FDKEQMV I EFAGAKFGGQPGEYPTALSGTIFYSR + Oxidation (I
1014  493.2900 1969.1309 1967.0364 2.0945 2 17 80 1 TGGLADVAGSLPKYFDKTK

1163 573.5100 2290.0109 2288.2470 1.7639 2 17 75 1 1 1SFHDTFFPRTWVVPAKK

1169  575.0600 2296.2109 2294.2383 1.9726 0 17 79 1 LGSELEGAVRPGHFAGVATVVTK

449  377.8100 1130.4082 1130.5720 -0.1638 0 17 1.1e+002 1 DIQGALHSYK

982  479.7300 1914.8909 1913.8829 1.0080 O 17 9 1 YAAGVGYKPMAEAEEANK + Oxidation (M)
1018 662.6600 1984.9582 1982.8383 2.1198 0 17 90 1 G1SQSEPDLSCMTANMDK

460 575.6000 1149.1854 1148.6335 0.5519 2 17 86 1 KASNKMIVSR + Oxidation (M)

333  460.1400 1836.5309 1835.9815 0.5494 2 17 2.6e+002 1 DYISIDSPMARALLKK + Oxidation (M)

978  638.6700 1912.9882 1912.9537 0.0345 2 17 93 1 RMDALARLENSSELHR + Oxidation (M)

472 581.9700 1161.9254 1161.6394 0.2861 0 17 89 1 DQVFITNVVK

584  643.7500 1285.4854 1283.7561 1.7293 1 17  1e+002 1 EAVRLTVAQLGK

883 599.3400 1794.9982 1794.6616 0.3365 0 17 96 1 GCCSHPVCSAMSPICG + Oxidation (M)

572  638.7200 1275.4254 1274.6401 0.7854 1 17 95 1 IVEEAGMQRAR + Oxidation (M)

691 687.8000 1373.5854 1371.6704 1.9150 0 17 2.5e+002 1 DNMPEVVDVNIK

257 395.0500 788.0854 786.3508 1.7346 0 16 1.2e+002 1 DTPPDSR

371 497.3100 992.6054 990.4618 2.1437 0 16 1.2e+002 1 LNEDSTQGK

1243  660.6600 2638.6109 2637.3987 1.2122 1 16 61 1 ELVKETKPNHHKPSSAVNHT 1SGK

830 565.5000 1693.4782 1692.8393 0.6389 1 16 76 1 FTPEQDDMIVNLKK + Oxidation (M)

323  451.6900 1352.0482 1350.7448 1.3033 1 16 3.2e+002 1 VFRSWFALTPK

466 579.4800 2313.8909 2314.1342 -0.2433 1 16 2.4e+002 1 NDSEFHRLADALWLTIEER

1254  699.6200 2794.4509 2792.3255 2.1254 2 16 74 1 LKDICADIDCRLVVSSTTHEAMSR + Oxidation (M)
682 682.6100 2044.8082 2043.0637 1.7445 1 16 2.5e+002 1 LVNEDKV 1 SDVPADNLFR

908 606.9000 1817.6782 1816.8526 0.8255 1 16 88 1 DQDGNWNGMVGEVLRK

430 552.9100 1655.7082 1653.7780 1.9301 0 16 2.9e+002 1 LSAPGPNGVPNEEMAR + Oxidation (M)
1162 573.2400 2288.9309 2287.1233 1.8076 1 16 77 1 SHQLT IWTDVDGVYSADPRK

1314 666.7500 3328.7136 3327.9893 0.7243 1 16 61 1 MVTAVMILIDVIVLLILGIVVYKTIQNISK + Oxidation (M)
668 451.3300 1350.9682 1349.6068 1.3614 0 16 91 1 QNTACIMPTGGGK + Oxidation (M)

119 317.1300 632.2454 631.3905 0.8550 0 16  2e+002 1 TLTVAK

424  544.1200 1629.3382 1627.9270 1.4111 1 16 2.7e+002 1 LLLLGAPGGHGGPASRR

727 721.2700 2881.0509 2881.2000 -0.1491 1 16 2.3e+002 1 GDTAFGWDPCFQPDGFKETFGEMDK

292  848.7300 847.7227 848.3923 -0.6695 1 16 1.1e+002 1 MSANDRR

847 573.8300 1718.4682 1718.8509 -0.3827 2 16 86 1 KNGGTIPGIKSDEMEK + Oxidation (M)

375 504.7200 1007.4254 1005.4774 1.9481 2 16 1.3e+002 1 EMDARGRR + Oxidation (M)

937  624.9400 1871.7982 1872.9265 -1.1283 1 16  1e+002 1 QRLADCS IGFGHGTLGGK

254 393.8700 785.7254  785.4548 0.2707 0 16 1.2e+002 1 LAGWLAR

410 533.4600 1597.3582 1597.8616 -0.5034 1 16 2.6e+002 1 NKV 1YNYFNKPAK

107¢  715.6600 2143.9582 2145.0235 -1.0653 O 16 96 1 YSMDSAIGLSTMIAVGPGGFR + Oxidation (M)
1048  513.5300 2050.0909 2048.1856 1.9053 2 16  1le+002 1 MEKLFIPKGYKPLLSLR + Oxidation (M)
1095  724.0100 2169.0082 2168.1048 0.9034 2 16  1le+002 1 FLRQIFAQDIEMGAETRK + Oxidation (M)
760  748.2700 2989.0509 2989.4123 -0.3614 1 16 2.3e+002 1 GIDDDCAI IKIDENFYLVATTDMMVK

1030 1003.3700 3007.0882 3005.7966 1.2915 1 16 1.8e+002 1 VIELVQTKLPITALAILIAPLMTPLYR + Oxidation (M)
1166  574.0500 2292.1709 2291.1943 0.9766 2 16 9 1 ELAQQIEKVMRALGDYQGVK + Oxidation (M)
1269  573.3600 2861.7636 2861.5579 0.2058 2 16 64 1 1YGTSKLGGTE I IQFAKNLLYLFATT

493  593.0100 2368.0109 2368.1230 -0.1121 2 16 3.1e+002 1 IDHAGSSTTFEMKAGRYSAPSR

335  461.4000 1841.5709 1840.9505 0.6204 2 16 2.9e+002 1 DIMYHLYKATKSSLR + Oxidation (M)

922  614.4600 1840.3582 1838.9560 1.4022 1 16 85 1 E1PRQTEMVELVPNGK

420 543.4600 2169.8109 2168.0904 1.7205 1 16 2.9e+002 1 QVMMFSATLSKEIRPVCR + Oxidation (M)
783  785.4900 1568.9654 1569.8800 -0.9145 0 16 2.6e+002 1 QMAEALLQAIEILK

912  916.5500 2746.6282 2745.3313 1.2968 2 16 2.3e+002 1 DAKACVVHGSDLKDMTSEQLDGILK + Oxidation (M)
1301  620.0100 3095.0136 3094.6519 0.3617 2 16 59 1 FMTGLSSSDITSKPSVRSLLMKLPVTAGR + Oxidation (M)
678 680.1200 1358.2254 1358.7558 -0.5303 0 16  1e+002 1 LPVSAYEALAVAR

312 442.6600 883.3054 884.4828 -1.1774 0 16  1e+002 1 NLQLGQGR

1071  713.6000 2137.7782 2137.0763 0.7019 1 16 83 1 ADG INPEELLGNSSAAAPRAGK
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1007 654.9000 1961.6782 1960.0140 1.6642 0 16 88 1 SARPPGRPFGSGPPGDRPR

47  553.9200 552.9127 551.3431 1.5696 0 16 64 1 LGHLL

821 560.9500 1679.8282 1679.8267 0.0015 1 16 1.2e+002 1 GYKTGHIAADGSVYNK

1210  623.3000 2489.1709 2489.3615 -0.1906 2 16 95 1 KLGPGAGAGFGVLRRPRPTPGDGEK

451  569.5000 2273.9709 2274.2080 -0.2371 2 16 2.9e+002 1 QSFKQIEQLTASLANDRVAR

863 582.4200 1744.2382 1745.0199 -0.7818 1 16 96 1 ADVPVPPSLRNVLAAVK

848 574.2400 1719.6982 1718.7909 0.9073 O 16 1.1e+002 1 MVGVPEMSFNHWASK

917 613.2600 1836.7582 1835.8757 0.8825 2 16 1.1e+002 1 LSMEKKATECGLPDNK + Oxidation (M)

446 565.3600 1693.0582 1692.9926 0.0655 2 16 3.5e+002 1 RVSFLKYAAIDLGLK

208  428.3900 854.7654 855.3579 -0.5924 O 16 89 1 MASSGMTR + Oxidation (M)

599  647.7000 2586.7709 2586.3687 0.4022 2 16 2.9e+002 1 G IDKAVNSVVAELKNLSKPCETSK

444  376.8300 1127.4682 1125.5410 1.9272 0 16 1.4e+002 1 MLDTTLAMAK + 2 Oxidation (M)

965 635.2600 1902.7582 1902.2142 0.5440 1 16  1e+002 1 LRSLLLLAPLVGAAVIGAR

1200 605.0300 2416.0909 2416.1450 -0.0541 1 15 99 1 AWNRLMEDGVG IMGLHGMGGVGK + 2 Oxidation (M)
343 468.7600 935.5054 933.4879 2.0175 1 15 1.5e+002 1 EAGISKSSR

381 510.6300 1528.8682 1527.8845 0.9836 1 15 3.6e+002 1 TRTRPLTTGAVTVR

903  604.5900 1810.7482 1811.8442 -1.0960 1 15 1.1e+002 1 AIKEAMCFMMDPAIGK

975 956.2700 2865.7882 2864.4167 1.3715 O 15 2.2e+002 1 ALLEVGLDGQLEPQDFLNFFCLGNR

1288  748.3700 2989.4509 2989.5293 -0.0784 0 15 84 1 LVEYGETDACLALELMFHLSVLPLTR

1188  591.2500 2360.9709 2362.1587 -1.1878 2 15 94 1 MSLLHPGPKGGKDSSDDIDHLK + Oxidation (M)
566 631.7000 1261.3854 1261.5939 -0.2084 O 15 1.2e+002 1 VSNEYLTHGDK

587 643.7700 1285.5254 1286.6540 -1.1286 O 15 1.5e+002 1 DQDP I LLTMNK

1015 658.7100 1973.1082 1974.1513 -1.0431 2 15 1.2e+002 1 FLLLNKSLNKLDISQTK

964 634.6700 1900.9882 1899.9553 1.0329 2 15 1.3e+002 1 DKVWAFAERYMIDLK + Oxidation (M)

161 684.4700 683.4627 683.3351 0.1276 O 15 1.1e+002 1 DGSIHR

996  648.9200 1943.7382 1942.0312 1.7069 2 15  1e+002 1 LQKSNGFKG INIFFDSK

687 685.2200 1368.4254 1366.7820 1.6435 1 15 1.1e+002 1 KAPNL I AAELAEK

1203 613.5100 2450.0109 2450.2331 -0.2222 2 15 92 1 GMMMLTQPTAKEIGITNRLDAK + 2 Oxidation (M)
1205  614.8700 2455.4509 2455.2397 0.2112 1 15 94 1 QSVRWAIEYGVAIGAHPSFPDR

559  627.5200 2506.0509 2505.5412 0.5097 O 15  3e+002 1 FLFILFLVVAL IMLILGITAGTK

888  599.3900 1795.1482 1795.9176 -0.7695 1 15 1.1e+002 1 I1SSVNHTPLNSSEKAGR

379 509.5800 1525.7182 1523.5794 2.1387 O 15 3.8e+002 1 EQAPDCSSSDGSER

488  586.3900 1170.7654 1170.6721 0.0934 1 15 1.5e+002 1 VGAGNVT IAKGGK

595 645.6500 1289.2854 1288.6484 0.6371 2 15 1.2e+002 1 VSEDGDTVRRR

1010  656.6100 1966.8082 1966.9227 -0.1146 0 15 1.1e+002 1 LSDEMGGGSMTGLPIIETK + 2 Oxidation (M)
382 510.6300 1019.2454 1018.5481 0.6974 1 15 1.4e+002 1 KTANDLVMK

1302  620.7700 3098.8136 3098.5086 0.3050 2 15 72 1 DITACGYGP I TAMLTAAKECGAKNTELVK + Oxidation (M)
542  619.7100 1237.4054 1235.5782 1.8272 0 15 3.3e+002 1 ANGEVEIYEGR

358  488.5400 975.0654 973.5597 1.5058 1 15 1.5e+002 1 DLKFGLPGK

948  627.6000 1879.7782 1880.9381 -1.1599 1 15 1.2e+002 1 ARE IVSALGGASFEGFDR

154  673.6300 672.6227 672.3119 0.3108 O 15  2e+002 1 DTYFK

450 379.1500 1134.4282 1134.6033 -0.1751 1 15 1.6e+002 1 SGGFAQKLAEK

1088  721.2800 2160.8182 2161.9512 -1.1330 0 15  1e+002 1 AAGNVNPFNVSDSEEEAEQR

439  560.3100 1118.6054 1118.5873 0.0182 O 15 1.8e+002 1 QFGEALWIR

392  524.3800 1046.7454 1047.5421 -0.7967 2 15 1.7e+002 1 TERRGSASGK

1282  733.1900 2928.7309 2926.6435 2.0874 2 15 79 1 GLEANSCRLLLFLPCMLILRGVLLR

868 587.9600 1760.8582 1758.8425 2.0157 1 15 1.4e+002 1 AETYRDTTGVSPTSFK

1119  555.6400 2218.5309 2217.1147 1.4162 2 15 93 1 RMRCNLITTPFPIGPDGTR + Oxidation (M)
409 532.2600 2125.0109 2124.9456 0.0653 O 15 4.5e+002 1 SLEECSTPTPGNMAESLFR

1322  688.4100 3437.0136 3436.6789 0.3347 1 15 62 1 AMRDAVAAGEMDFVVGMLGGLQTNGDGALTGAVK + Oxidation
276  416.0900 830.1654 829.5134 0.6521 2 15 1.7e+002 1 AAKKSGIR

432  553.8900 1105.7654 1103.6411 2.1244 2 15 1.6e+002 1 ARSLLSRSSK

592  644.8900 2575.5309 2574.1809 1.3500 2 15 3.7e+002 1 1YFSDATLDK IERCEYDGSHR

842 570.7400 1709.1982 1708.0723 1.1259 2 15 1.1e+002 1 RIAIQKSGEVLIILR

919  613.4300 1837.2682 1835.8625 1.4057 1 15 1.1e+002 1 GFCDSGDVERGLHLFK

745  733.0100 2928.0109 2927.3258 0.6851 2 15 3.3e+002 1 LKMNDWIDRNYDYFEFLTPEMR + 2 Oxidation (M)
1187  590.8000 2359.1709 2360.1496 -0.9787 1 15 1.2e+002 1 DVEDSSV IHYDDAAISKLLDR

846 573.5700 1717.6882 1718.7361 -1.0479 0 15 1.4e+002 1 HMHNMMLLQQNMK + 4 Oxidation (M)

484 585.8000 1169.5854 1167.6135 1.9719 1 15 1.7e+002 1 GESLKYSISGK

1131  747.3100 2238.9082 2239.1518 -0.2436 2 15 1.1e+002 1 LQEKLKSAYQTSLTVMEDR

1102  729.0200 2184.0382 2183.1223 0.9159 1 15 1.3e+002 1 TKVSSSVFSTDPVAVYQUNR

387 512.6500 2046.5709 2047.0408 -0.4699 1 15 3.8e+002 1 YSNQHDGVVEMTLKIIGK + Oxidation (M)
924  615.0900 1842.2482 1841.0305 1.2177 2 15 1.1e+002 1 MNKNKN G I 1LAGGVGSR

1074  713.9500 2138.8282 2139.1735 -0.3453 2 15 1.1e+002 1 MVRLAKAHGVGIGAHPGLPDK + Oxidation (M)
1132  560.8800 2239.4909 2240.2390 -0.7481 0 15 98 1 TIHVVAQVADVLQQQSLHVR

222 749.3100 748.3027 746.3745 1.9282 0 15  2e+002 1 GVPMTSR

892 602.1300 1803.3682 1803.0227 0.3455 1 15 1.1e+002 1 LIGIRTERPAGHLSGAR

109  624.0700 623.0627 622.3075 0.7552 O 15 1.1e+002 1 TGGNFK

898  603.9700 1808.8882 1809.9043 -1.0161 O 15 1.5e+002 1 EAPSDAQIVSHQLMLR + Oxidation (M}

951  941.8300 2822.4682 2822.5178 -0.0496 1 15 2.7e+002 1 LQRIANEESVFPDL IV IDGGPTQLAK

654 668.8500 1335.6854 1334.6435 1.0420 1 15 1.7e+002 1 GMVLAGTKCADGR

1176 579.4800 2313.8909 2313.1385 0.7524 2 15  1e+002 1 FDEKEVQKDIGMMPYQIVK + Oxidation (M)
1233 863.7200 2588.1382 2586.2813 1.8568 2 15 1.1e+002 1 FVQAPATSPELQEDKDDSVPGTKK

502 599.7200 1796.1382 1794.8710 1.2672 0 15 3.7e+002 1 DTTFAPEQISAMVLEK + Oxidation (M)
1151  758.6200 2272.8382 2272.1092 0.7289 2 15  1e+002 1 MDRYREVVAQMVESGLAYR

418 540.1700 1078.3254 1078.5593 -0.2339 1 15 1.5e+002 1 DAAGMARLFK

677 679.6000 2714.3709 2714.2145 0.1564 1 15 3.6e+002 1 AASANLANARMMHNMEEAGHMANLK + 2 Oxidation (M)
695 697.2700 1392.5254 1391.6602 0.8652 O 15 3.5e+002 1 TEEICSILQGDK

701  701.1800 1400.3454 1400.7446 -0.3991 O 15 1.3e+002 1 AQALDLALAGMATR

1116 738.6800 2213.0182 2210.9896 2.0286 1 15 1.3e+002 1 AKSP 1 SSGSGGSHMSGTSSSSGMK

401 527.3600 1052.7054 1052.5073 0.1981 1 15 1.4e+002 1 LCRDFSQK
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SRGVMMGVIASGYEIEDPKK + 2 Oxidation (M)
EIESSSRK

TSEMNLSRGLLAQKNGYSR + Oxidation (M)
LRLTADRIQDMAIGLK + Oxidation (M)
EPQLSLLAAQCGLTLQQTQR

TPICEVHSGPVIVRGR

FNVSASIK

LIEASSLNDSVNMRMKLGNLYK + 2 Oxidation (M)
LPAGPAINDSDS I IVWEGR

AIPRVGSR

NAGQRSMMRTYVK + Oxidation (M)
MVPSKPMCVEAYTDYPPLGRFAVRDMR + 2 Oxidation (M)
AAADAEQR

GRSHEARSGGR

MKQQHNAVGVAEGDLK + Oxidation (M)
TGSYNSRGALGALMACLR + Oxidation (M)
SALPTQQPVMSASSQSNK + Oxidation (M)
QGKADVASAFLGLMLR + Oxidation (M)
ETQTQNGMNVTTVDGATAPAPEKKTALK + Oxidation (M)
GAQMARSAGTSAMLLAR + 2 Oxidation (M)
TGEEIFGTISMKPNAK + Oxidation (M)
EPPRGPPASGAEPSR

AVSRSHTATHLVHAAFR

ERGKNVMVTR + Oxidation (M)
ALMATEGVNIEFTTEAVK

KAVPCPSVKSDK

FLNFGNR I AVGQACFK

HHSVEAAPGPPRASTSSSGSAR

SFIAANPNWSKAVF 1SPYNSQNAVAR
LADPIGEVMSMAKRPNGLI IGK + 2 Oxidation (M)
AAMGGLLSPDIVEEVLGRAEVR

QNNTALVMGYSEK

VTIPQUTLAATATPATLSLR

VDNGIVTDK

KLPASVLLR

ENDIIVVMEKK + Oxidation (M)
SHSSSLVLSSVMEFLR + Oxidation (M)
VITVDVADMSR + Oxidation (M)
QMRVGSTAGSAPR

GVMTDRAAREAGHGGEVLCYVF + Oxidation (M)
NWGV 1GG I AAAMAAGVYVLWGPISDRR + Oxidation (M)
FTSELGLHLPTK

ARNMIEVVTSEMKTLK + Oxidation (M)
AMKAASDNADKLITDYTR + Oxidation (M)
MIQGTLY IVSAPSGAGKSSL IQALLK

YPTALFSQK

KVKALPAR

FADSE I LGMPTSVVVGRGLK
LSYGGCSTVCCDLSKLTGCK

GAYHK

SNAEGPCSMSLPNDKSGLEKR

ILLLAEVMDLKANPDR

ALVFYSGKAPR

DRPTAAEALADPYFKCLAK

ATIAYGDGYSTCDTCR

EKVIALTGRFPMYGYQG

VVWKQGVQSLILAPTR

NNVDGKGASYGSHENYLMSR

GTFVDSVYISSTMGPSVK + Oxidation (M)
TSTDSKDHCCMLEFSK + Oxidation (M)
HIFELPMSFFATRR + Oxidation (M)
DSGLKVSYHLMPGMPGSDMEMDK + 3 Oxidation (M)
SGGLEMMSSSAIVAFNLK + Oxidation (M)
IAEMKTGEGKTLVATLAVALNAMK + 2 Oxidation (M)
LQINQS I IFCNSSQRVELLAKK

YDIDEKTAK

VGLFADGVAVKR

GHELKFEQVR

MSEKIYPIPDNIKK + Oxidation (M)
SHSGVKGMVVDAMTGEPIK + Oxidation (M)
MKAFIR

LDAGNYDAI I LAAAGLKR

TTKVMQM I SAAK

TNSESVATTQATNENGGK
TLVAAHGNSLRALVMVLERLSPEGINMK + 2 Oxidation (M)
ARKQEQQAAAEPAEPVDPR

DFSEDKNVKYLVDFIK

GTRDEDRGNQR

YHFDLSGTAFGAMAKPGLNDKLR + Oxidation (M)
VQLANGLQMWVK + Oxidation (M)
TMTSLSVLAQSTSSSSQPLAAVTTAHR + Oxidation (M)
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VATVSLPR
FVPTIMNILKR + Oxidation (M)
TENIQPSYLAIDLPSMK + Oxidation (M)
FDDVGGCVMLASPGMLQNGVSR + Oxidation (M)
MLTKRFYNLAIMQDISNHTPMIQQYLK + Oxidation (M)
AASLRDAMRNFR

TSMILKLFNDMENMDQETER + 2 Oxidation (M)
VHFLGKKGELTQUMK + Oxidation (M)
MKGYNVLFPMGFHYTGTP I IAMADDVAK + Oxidation (M)
LRLQMMEGLIVK + 2 Oxidation (M)
SGMHFVNNRWLGGMLTNFKTIK
MNRNPDHNTLPNITLK + Oxidation (M)
MAKSSLAGSDGALTWVNNATK + Oxidation (M)
MEGAE INKSLLALKESIR

LSLGKQDGGHAMR

RIPISAYKVQHR

ASNILLDADMIPK + Oxidation (M)

WYYLDAR

KHHLPPGPKK

ADNNGEGGVLALMALVLR

GMTSNNVLQKVKIIFK + Oxidation (M)
MEFRQSQSLVMTPQLMQAIK + 2 Oxidation (M)
VACETAAKTGM IMVFGE I TTKAR

SGAGKNVVSR

MLENPGIKTFKMESK + Oxidation (M)
GSAKSVPVTPARPPPHNKHLAR

TGRRVFSSPFSK

DITAISLVLFGSTFGLIFR
SECDDLMFKHASNSGARAFDGVK

SLQMDKIYVK

AQPAANDPGTDKT IKYSK

MHHGDLAR

LPKGIIVLK

DNDSKE IWWK

YQI ILVDLPGFGLTPMMDWESFKK + Oxidation (M)
AHNDANIL ILGAKT IDYKIVFDI 1DK
VLEIGAGTGMATK + Oxidation (M)
DQVMDALLKVAELDVPKSLIEQDQER + Oxidation (M)
NWNTMYLAGRFQKPVV I LK
SVGGMRAS I YNAMPAEGVQQLVNYMK + 2 Oxidation (M)
ALEPLRARITELQLQEQAAR

MASAPWPERVPRLLAPR + Oxidation (M)
ILMPELASLRIAVMEEGSK

MGSPAQAITSLPYR

FKKMFGWGDFHSNIK + Oxidation (M)
MTAGGQAEAEGAGGEPGAARLPSRVAR
RMCQQLALPVE I IAAETVRDADGLALSSR + Oxidation (M)
EAEVG

SETVIPSQAGWNR

DMDESVIETLISKNLLVNSGK + Oxidation (M)
GIKALEQALEEMAE I YVVAPKHEK

GLHDGK

GINKEVVGELAANIR

YYRDTDTPGRCFMK

YACQSPTCSIARR

SAADLGVWMVDLHASGGLR + Oxidation (M)
EEVNLCASISEEHGFPPYVDI ITNK
VTDQATMEITEMVLLGK + 2 Oxidation (M)
KFTISTYSPTGVAITSSGTKK

VDNSSLTGESEPQPR

NSSVGPLYSGCRLISLR

TPELRLT IPPLAAIFLVPES
ERTEEPMETEPKGAADVEK

MFDADATLLYVGK + Oxidation (M)
1AAVKTPGFGDR

YGGSMK + Oxidation (M)

DDTPLR

GYKYSVVTNVHGSWQNHALMLGLDK

NKPAIVVGTPGR

GGDTSLHLQANPTAGSYMRK

MKSSSGGVK + Oxidation (M)

FNPAEG IKPSPTPAKK

ARPQPELLKHK

CFENEQAI IEGVK

NIFEIKEMR + Oxidation (M)

SSLRTAVRSFR

ILVLDGGMGTMIQSYRLNEADFR + Oxidation (M)
GLTGKKLGNFY IDLTR

RFP 1 AVYRPGF I TGHSETGACNPDDFFSRL IR
LEYPVMVKSTAGGGGIGLQK + Oxidation (M)
DAPEAASEGQHMTYSHSPQAPHGCERYSALR + Oxidation (M)
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TRIFK
DPSRPANPIDSK

TVQTDTE IQSWWTELRTK
NLFRHMMNMPVSFFDK + 2 Oxidation (M)
GIGDTIRISLSTNPVDEIK
VKAPNSVEYYNTKDL IK

CLQAYGLPVSLSDRR

LAYSSAGRGLSGFMSPYLTPGLVPTLPFRPALDYAFSGMIR
DVLILKGPIDVLDHATNEVGFGGKMIIDATTK + Oxidation (M)

KPDAI'IPDLRSLWDEELR
AACTTIAQKLPT I IKEFSCR
LHSKSGGSDLFLKHGK
LRLNAIEQVMAFETAK + Oxidation (M)
GNCVERDFKESFGISIK

1QTAHDDR

ELQTLDTK

TMGKATFITIQDMSGKIQLYVAR + Oxidation (M)

RPSFHDKNPYFK

YFVQGMGYMPSASMTRLVR + 3 Oxidation (M)

KEMIQQAEQHTR + Oxidation (M)
1VPEEPSDSEK

QTPPRPTTPK

SMETASKK + Oxidation (M)
GELPFLSPEGAR

LQEMAPVLCSEVVKQAAER

RVTVLGATGSIGR

MTFSMNLQLGRTMCGK + 2 Oxidation (M)
MSEFTHINHQGNAK + Oxidation (M)
SMGDYGCMLRAYRR + Oxidation (M)
VVREGGLSAEQVQTAVR

LKPLLEAAGHK

ASLFSFK

AVARINAARN

HTSAEWGMVFPGAGPLPR + Oxidation (M)

FFFIPEEVHVLPGSSLIMVR + Oxidation (M)

KAADALKHPNWNMGAK + Oxidation (M)

DMNADLAAEALKNIIPNSIPR + Oxidation (M)

TGAVATFGEKYGERVR
APLAAEAMGVAAGQIK

11QGDAK

QMSPGSGIPSK + Oxidation (M)
SHQVPFSDMK + Oxidation (M)
EVSTAKSSLQENLDLK
AGAVESNLKALLHK

EALMAQISTNIEQLMKAPSLK + Oxidation (M)

DAEATLLPVEDAAQTVIGKVR
MNPIGLGMR
AYPIAFNAANEEAVRAFLQR

EQVEGMGAALMSIKLQFWAPMTR + Oxidation (M)

NVLRLLSGAK
SGLMTRKPATK + Oxidation (M)
ELRQLWEDR
DHHTLFSNVQRVQSVSER
QIDGKRAEK

DAVVKTVMTVR + Oxidation (M)
SLSNKASVLIK

GPHHLEYLGRK

SYSRATSSQR

DERMMKSLK + 2 Oxidation (M)
GISASSLGR
MSKQAIRLTQYSHGAGCGCK

KPKGEANPQGGSMVPARKPER + Oxidation (M)

NILDIHTNIMIKKSNSFK + Oxidation (M)
VLGALFYYAPESAEAAPLVAVLTR
DGQSRGPMGHGSR

RLSGSMSLKGLLR + Oxidation (M)
ARLIRDGVVVVSDLTVTSLR
AGLPTHGKVSLFDGRTGER

GMETDKVDMNSISGKVHALK + Oxidation (M)

SLEPMGRSNSEAMPSGSR + Oxidation (M)
MGFPEDVHSAVVSRSVHGGQPLLNVR
EKTAEGK

HCSPNNNNNTSNKTTHLLGLYGQSR

EAADLAK

ISGAKNAALPLIAMSILAKNIVTIK
KVSAKIDDENAAGK
LYAIRDVTATVDSVPLITASILSKK

IKGFGQKR

HPALLMVDGVSSVGSLDMR + 2 Oxidation (M)

CFSPIK
EVGNDQIMVCER + Oxidation (M)
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1183 584.5100 2334.0109 2335.1525 -1.1416 2 12 2.3e+002 1 RVVYVSCNPATLARDAGEMAR

1215 1259.0100 3774.0082 3774.7975 -0.7893 1 12 3.7e+002 1 IGAIRDNLSETASTMALAGASITGSLSGSAMVNCFNR + 2 Oxidat
1246  670.6200 2678.4509 2677.3370 1.1139 2 12 2.1e+002 1 RFGHM I EAFKMGAPPHGGIAPGLDR + Oxidation (M)
246  771.8900 770.8827  771.4490 -0.5663 O 12 2.8e+002 1 ELAVAAAK

1061  704.9800 2111.9182 2112.9586 -1.0405 2 12 2.5e+002 1 RGHQWGSSSSHGRSPYGDR

400 526.9000 1051.7854 1050.5709 1.2145 1 12 2.3e+002 1 AIATEGSFKK

789  794.7700 1587.5254 1587.8151 -0.2896 2 12 6.3e+002 1 QQDAIGAERRSMVK

535 616.4000 1230.7854 1228.6274 2.1580 0 12 3.6e+002 1 YGIAMVFTGVR + Oxidation (M)

784  526.4700 1576.3882 1575.7174 0.6708 0 12 2.4e+002 1 SLEVMCHPAYVDR

641 661.6600 1321.3054 1319.6656 1.6398 0 12 2.4e+002 1 TAPISPPMDVHR

737 484.7800 1451.3182 1450.8772 0.4409 1 12 2.4e+002 1 QVVFHALGALRLK

1126  745.3000 2232.8782 2233.2794 -0.4012 1 12 2.2e+002 1 LDPSAPVTVEALLAAGIVSRVR

1204 614.4900 2453.9309 2453.3073 0.6236 2 12 1.9e+002 1 LNTLQRSLAMHAGHTSPAPAPKR

651 666.7700 1331.5254 1331.7271 -0.2017 1 12 3.3e+002 1 MGHKVYLVIEK + Oxidation (M)

1242  659.5600 2634.2109 2634.2889 -0.0780 O 12 2.2e+002 1 DLQLMALEQLCMLLLMADNIDR + Oxidation (M)
794 802.7700 1603.5254 1601.8373 1.6881 0 12 2.5e+002 1 TVEASAGGGAVTVVATGR

585  643.7500 1285.4854 1286.6255 -1.1401 O 12 3.2e+002 1 NEPFGTPEQLR

660 673.4700 1344.9254 1344.6343 0.2911 O 12 3.1e+002 1 ASLMTNSEDIHK

875 594.2600 1779.7582 1780.8811 -1.1230 2 12 2.8e+002 1 DSGIDMDMLRKIISR + 2 Oxidation (M)

1040  676.0200 2025.0382 2026.0748 -1.0367 1 12 2.8e+002 1 EHGQTSKAYQFLVLHLR

1289 601.3200 3001.5636 3001.5985 -0.0349 2 12  2e+002 1 RTIEAVKGVTVHINQGDIYGIVGYSGAGK

374 502.7400 2006.9309 2007.0174 -0.0865 1 12 9.6e+002 1 AETARTAPAVDFVGGAVGYR

673 677.6300 1353.2454 1353.7001 -0.4546 1 12 2.5e+002 1 1PEGRAGAVAGDGGK

373 502.6900 2006.7309 2006.0983 0.6326 0 12 8.9e+002 1 LANVPHLNDISTMIALLR + Oxidation (M)

523  611.9600 1221.9054 1222.6346 -0.7292 1 12 2.6e+002 1 DY IPTPSFRK

787  791.9600 1581.9054 1581.7973 0.1081 2 12 6.8e+002 1 MSYKGFPSHSKVSK

791 800.3000 1598.5854 1598.7358 -0.1504 1 12 6.1e+002 1 ELEQEAKHMAEER

1096  434.8900 2169.4136 2169.0710 0.3426 1 12 2.2e+002 1 MY I IYGADHRISNCSLLK + Oxidation (M)
1250 1384.8300 5535.2909 5533.9219 1.3690 2 12 3.3e+002 1 MEAVVNLYHELMKHADPRIQSYPLMGSPLLITSILLTYVYFILSLGPR
319 449.6300 897.2454 896.5120 0.7335 1 12 2.3e+002 1 FGFIASKK

364 493.8900 985.7654 986.5760 -0.8106 1 12 3.5e+002 1 ELLQSAKAK

795 803.9000 1605.7854 1605.9202 -0.1348 1 11 3.3e+002 1 LIEGTAALVPPQGGRK

474  581.9800 1161.9454 1160.7030 1.2425 1 11 2.9e+002 1 KNVPVG I AHVK

802 814.7700 2441.2882 2439.2389 2.0493 O 11 6.6e+002 1 1ITMLPSSMNAVEVYSGANGILK + 2 Oxidation (M)
1213  625.7800 2499.0909 2500.2003 -1.1094 O 11 2.3e+002 1 EKPEVGPDNLL ILSEMGEESGNK + Oxidation (M)
594  645.6300 2578.4909 2579.2360 -0.7451 0 11 7.9e+002 1 EFITDLISSGLAHEAMVISTCNR + Oxidation (M)
1053  692.1400 2073.3982 2073.2198 0.1784 2 11 2.2e+002 1 AKTGSGKTAAYVLPVLSGILK

1087  719.3300 2154.9682 2154.1653 0.8029 2 11 2.8e+002 1 LHLVVSGTKDRVMM I EAGAK

556  625.6800 1249.3454 1247.6656 1.6799 2 11 7.9e+002 1 RDTNKMTAALK

746  733.2000 1464.3854 1462.7602 1.6252 O 11 2.6e+002 1 EAAINFLVGQUMR + Oxidation (M)

1078  715.1600 2142.4582 2142.0788 0.3794 1 11 2.2e+002 1 MLNTNYHLPPSPKPMKMK + Oxidation (M)

663 674.8700 1347.7254 1348.7206 -0.9952 2 11 3.6e+002 1 IKAMEMKQINK + Oxidation (M)

1339  841.6500 4203.2136 4204.0820 -0.8684 O 11 1.1e+002 1 FGMYHLAEMVAEEEGALAIVDGSSLGQVASQTLPNILATR + Oxida:
1236 651.0200 2600.0509 2600.3558 -0.3049 2 11  2e+002 1 ETLDRVNREQQL I IDQNEFLK

563  629.6500 1257.2854 1256.6475 0.6380 1 11 2.9e+002 1 LPEYMKVSFK + Oxidation (M)

519 607.3000 1818.8782 1816.8917 1.9865 0 11 9.4e+002 1 GISEGTVYSYLAMAVEK

1016 659.6700 1975.9882 1976.9772 -0.9890 2 11  3e+002 1 DSIRGQMPSRSLGDIAMK + Oxidation (M)

603 432.6700 1294.9882 1293.6928 1.2953 1 11 2.6e+002 1 AAQLETSKAFTK

780 519.5700 1555.6882 1553.9075 1.7806 1 11 3.4e+002 1 MALAGPSRLLALAVR + Oxidation (M)

827 845.0000 1687.9854 1687.7658 0.2197 0 11 3.3e+002 1 CMQETDAS IQLHGAK

1047  683.2900 2046.8482 2045.1044 1.7437 0O 11 2.7e+002 1 RPVSIEQIETLVYEIEK

394 525.3700 1048.7254 1047.5383 1.1872 1 11 3.7e+002 1 RLGSVMDSAL

806 550.0000 1646.9782 1645.7664 1.2117 0 11 3.3e+002 1 SRPSSAGPCASKPCGK

833 849.9000 3395.5709 3393.7813 1.7896 1 11  7e+002 1 DGNIAAIGKAGNPLLMDGVNIVIGASTEVIAAEGK + Oxidation
793 801.1800 2400.5182 2399.1205 1.3977 O 11 6.7e+002 1 DGPSAGCTMITSMLSLAMGKPVK + 3 Oxidation (M)
1133 1120.9600 2239.9054 2238.1354 1.7700 2 11 4.9e+002 1 TRKTDD I FAAPLQEMIDFK

732  482.4500 1444.3282 1444.6881 -0.3600 1 11 2.8e+002 1 ARFMFGSNGLSSR + Oxidation (M)

1101  727.5600 2179.6582 2179.0157 0.6425 1 11 2.2e+002 1 LRWAFSMYDLDGNGY ISR + Oxidation (M)

342  468.3300 934.6454 932.4940 2.1514 2 11  4e+002 1 RGYPRER

607 649.2400 1296.4654 1295.7925 0.6730 1 11 2.9e+002 1 EIAAKRPGLITK

834 567.5000 1699.4782 1698.8182 0.6600 O 11 2.6e+002 1 VVMMSPQGVTLNHDR + Oxidation (M)

667 451.3300 1350.9682 1350.7507 0.2175 O 11 2.8e+002 1 TLGPDAPAVIEIR

753  740.1100 2217.3082 2215.9660 1.3422 2 11 7.5e+002 1 TIEGPDDYGMMREVMERR + 2 Oxidation (M)
774 511.0400 1530.0982 1528.6432 1.4549 2 11 2.8e+002 1 MKDMGTECRDVR + 2 Oxidation (M)

845 572.6300 1714.8682 1712.9032 1.9650 2 11 3.5e+002 1 EYSNLRRQIIFMK + Oxidation (M)

1032  670.3700 2008.0882 2008.9353 -0.8471 2 11  3e+002 1 YFDKVPMKFANYDEAR + Oxidation (M)

447  565.7400 2258.9309 2259.1616 -0.2307 2 11  9e+002 1 1 ISFKELHEAVCRLGNAMR + Oxidation (M)
355  487.5500 973.0854 972.5240 0.5614 0 11 3.5e+002 1 TLLASTDPR

520 608.4800 1214.9454 1213.6931 1.2523 1 11 3.1e+002 1 YPVLPSINRR

994  647.9000 1940.6782 1938.9646 1.7135 2 11 2.4e+002 1 TATENL IKYDQKSSADR

1323  575.0900 3444.4963 3442.7166 1.7798 2 11 1.6e+002 1 FRHNRLVALYAVCSQEEP 1Y 1VQEYMSK

1146  753.9000 2258.6782 2258.2207 0.4574 1 11 2.2e+002 1 GMVMTVFTLPGFNTVFKLIK + Oxidation (M)
366 494.9000 987.7854 986.4821 1.3033 0 11 3.8e+002 1 QYESVPHK

576  640.1000 1278.1854 1278.8136 -0.6281 1 11 2.8e+002 1 SIPIKPTRVIR

1226 641.5900 2562.3309 2562.2458 0.0851 1 11 2.6e+002 1 LPDASQCSSFLTVMPTKSEALHK + Oxidation (M)
1294 761.0500 3040.1709 3039.5665 0.6044 2 11 1.7e+002 1 GVAQHIAAFAPKYLSKEDVPAEVVESER

1300 617.8700 3084.3136 3084.5840 -0.2704 2 11 1.8e+002 1 AVRSLE I GVHHVEEPALRSVDDDVLSDK

550 622.7600 1243.5054 1243.6408 -0.1354 0 11 3.9e+002 1 SVQLPSQGSDVK

1109  733.9000 2198.6782 2199.0201 -0.3419 2 11 2.3e+002 1 EAKENHTPEMKHFMGLER + Oxidation (M)
1122  744.2600 2229.7582 2228.1947 1.5635 2 11 2.3e+002 1 VRALSKLGCNVTISEDITPR

1185  586.2500 2340.9709 2342.0146 -1.0437 1 11 2.5e+002 1 IEKTDSDSGFEEADGANDVTSR
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478  582.9200 1745.7382 1744.7106 1.0276 2 11 8.8e+002 1 KMMKDDYEMEEHK + 2 Oxidation (M)

669 676.7200 1351.4254 1351.8663 -0.4409 2 11 2.9e+002 1 SLLRILVTPKGR

168 347.8100 693.6054  692.2912 1.3143 O 11 2.7e+002 1 GAGDMAR + Oxidation (M)

277 416.1000 830.1854 829.4658 0.7197 O 11 4.3e+002 1 GLDISGLR

288  423.0000 843.9854 843.4702 0.5153 O 11 4.1le+002 1 AEIVEVGK

554  625.2200 1872.6382 1870.9546 1.6836 1 11 8.2e+002 1 KEMLFGSLARPGHPMGK + Oxidation (M)

359 489.3700 976.7254 977.5182 -0.7927 O 11 4e+002 1 DNYVQIVK

337 308.2600 921.7582 922.4331 -0.6749 O 11 3e+002 1 SGPGFMGVR + Oxidation (M)

764  755.2100 2262.6082 2261.1660 1.4422 0O 11 6.8e+002 1 AGLTEIMVAMNHLIHNPQIK + 2 Oxidation (M)
570 634.4600 1266.9054 1266.5815 0.3239 1 11 2.9e+002 1 YRAMPDGQWK + Oxidation (M)

785  789.8600 2366.5582 2365.1633 1.3949 O 11 7.8e+002 1 LAVGPCLMEASAAAVFSHFIMK + Oxidation (M)
856  579.5800 1735.7182 1733.9285 1.7897 2 11 3.2e+002 1 GHPTAQIRDNALSKAR

851 576.0100 1725.0082 1724.9825 0.0257 O 11 3.3e+002 1 VPLADVFGVEIQLAVR

278 416.1100 830.2054  828.3687 1.8367 O 11 4.4e+002 1 DGLMSYK + Oxidation (M)

302 431.3600 860.7054 860.4240 0.2815 O 11 4.1le+002 1 ADGAQVSTL

85 598.5600 597.5527 598.3187 -0.7660 1 11 1.7e+002 1 SHSRL

325 453.6500 905.2854 906.4229 -1.1374 O 11 4.3e+002 1 GNTAIEMR + Oxidation (M)

1062  705.3200 2112.9382 2114.0069 -1.0687 1 11 3e+002 1 GTVTTSDGTNIFYKDWGPR

808  550.4300 1648.2682 1646.9719 1.2963 O 11 2.8e+002 1 ITKPALLVLNHETAK

479  583.3700 1164.7254 1164.5411 0.1843 O 11 3.9e+002 1 GSDEKPYDVR

510 603.0800 1204.1454 1203.6645 0.4809 2 11 3.3e+002 1 TIKKINEACK

801  809.4100 2425.2082 2423.0383 2.1699 2 11 8.7e+002 1 TCYEGNGHFYRGKASTDTMGR + Oxidation (M)
1155 570.7200 2278.8509 2278.1805 0.6704 2 11 2.4e+002 1 LLETTGALSDREKTNQFLDK

1186 590.5500 2358.1709 2358.2478 -0.0769 2 11 3e+002 1 EDPVHG IMVAGLRS IKVHSADK

880  449.7100 1794.8109 1794.9298 -0.1189 2 11 3.4e+002 1 VEGNSVFLEGVMSRKK + Oxidation (M)

1140 751.5100 2251.5082 2250.1565 1.3516 1 11 2.3e+002 1 KIVSALISSSNHVEMSEIYK + Oxidation (M)
754  494.0100 1479.0082 1478.7953 0.2128 2 11 3e+002 1 FSRRSEIASALSR

1315 842.8600 3367.4109 3365.7152 1.6957 2 11 1.6e+002 1 TWGKSTIMAEYGLYGAMVRHSLPLPETITK + Oxidation (M)
480  583.3700 1164.7254 1163.5717 1.1538 2 11 3.9e+002 1 DGRDRLMSAK + Oxidation (M)

525  612.9000 1223.7854 1222.6055 1.1800 O 11 3.6e+002 1 EGNITGGHPVSR

653  445.6900 1334.0482 1334.7380 -0.6898 1 11 3.1e+002 1 KPFAIKVMETR + Oxidation (M)

270  412.1200 822.2254 821.3589 0.8665 O 11 3.4e+002 1 SMGLNVEG + Oxidation (M)

690 686.6000 1371.1854 1369.7313 1.4541 1 11 3.1le+002 1 ERLLQELQGER

1286  746.9500 2983.7709 2983.1050 0.6659 2 11 2e+002 1 MVCKGCGTNCQCSAQKCGDNCACNK + Oxidation (M)
452  569.6100 2274.4109 2273.2202 1.1907 2 11 9.2e+002 1 VVTLKTVADVADAIRDMWVR + Oxidation (M)
303 864.6400 863.6327  862.4443 1.1884 1 11 4.3e+002 1 VSAMRQR + Oxidation (M)

461 576.1000 1150.1854 1148.5284 1.6570 O 11 3.1le+002 1 SCPFTGANAPK

1267  713.8500 2851.3709 2849.4599 1.9110 2 11 2.6e+002 1 YLVPEEKPEVYNPFKQEVEKTQR

1208 830.5100 2488.5082 2488.3737 0.1345 2 11 2.4e+002 1 LGKSPAQVALRWGLQMGHSVLPK + Oxidation (M)
676 678.8000 1355.5854 1355.6577 -0.0723 1 11 4e+002 1 MKMQELEFLR + 2 Oxidation (M)

1091  721.3700 2161.0882 2161.1266 -0.0384 2 11 3.4e+002 1 TTGNLPEESDLKAAIEAFKK

1177 1158.8000 3473.3782 3471.8469 1.5313 2 11 5e+002 1 SALNLLSKMEETHIKPDVVIYSAIIDRLCK + Oxidation (M)
75 591.8200 590.8127 590.2547  0.5580 1 11 3.8e+002 1 KADEE

562  628.3700 1254.7254 1252.6095 2.1160 2 11 1e+003 1 DFMARQRTGR + Oxidation (M)

1088  721.3000 2160.8782 2159.9728  0.9054 1 11 2.9e+002 1 HKSITHTGEKPYTCEECGK

1103  729.2500 2184.7282 2182.9657 1.7625 1 11 2.5e+002 1 MKDLNAADVDGAMAMVEGSAR + 2 Oxidation (M)
1195 601.1200 2400.4509 2399.1038 1.3471 O 11 2.6e+002 1 IMYGTAMWDPLQIANNWTSR + 2 Oxidation (M)
354  487.5400 973.0654  971.5189 1.5466 O 11 3.9e+002 1 GALQVNWGK

271  412.1500 822.2854  823.4552 -1.1697 O 11 3.9e+002 1 VAAEIGHK

968 635.8200 1904.4382 1903.8404 0.5978 O 11 2.7e+002 1 VPSPPMAAGDSGESTMAQR + Oxidation (M)
897 603.9600 1808.8582 1809.8461 -0.9880 2 11 3.7e+002 1 ADNNSLDRIMASKGMR + 2 Oxidation (M)

935 931.2100 2790.6082 2790.4222 0.1860 2 11 7.1e+002 1 LSRMGATPTPFKSTGDIAGTVVPETNK + Oxidation (M)
249  779.1400  778.1327  778.4562 -0.3235 1 11 3.8e+002 1 RIPTHR

873 592.7900 1775.3482 1776.0046 -0.6565 1 11 2.9e+002 1 FSFGQATPRTLLGIIR

463  578.1900 2308.7309 2308.1421 0.5888 1 11 8.7e+002 1 LSHKNTGSNLHSHDVPSHVSR

220  748.3000  747.2927  747.3551 -0.0624 O 11 5.6e+002 1 TPYDPR

455  572.6100 1143.2054 1143.6434 -0.4379 1 11 3.5e+002 1 KPRTAMSLPK + Oxidation (M)

573 638.9300 1275.8454 1276.6445 -0.7990 2 11 4.2e+002 1 KLQAEREMEK + Oxidation (M)

945  626.3800 1876.1182 1876.9386 -0.8205 1 11 3.5e+002 1 DVVIMLLGNKADMSSER

398 526.8100 1051.6054 1050.6073 0.9981 1 11 3.9e+002 1 KALPPAPETK

564 631.6000 1261.1854 1260.7051 0.4804 1 11 3.5e+002 1 HEGGRLPGLLGR

694  696.2400 2780.9309 2781.2222 -0.2913 1 11 8.2e+002 1 YTASGPVMDFVSNNSNSVSTCSDAKK + Oxidation (M)
1273 575.8300 2874.1136 2874.4796 -0.3660 2 11 2.1e+002 1 AQEANMNLLDEVLKQEIRLIDYEK

643  662.9600 1323.9054 1323.6671 0.2384 1 11 3.4e+002 1 VFSGLADDSKGTK

810  552.5500 1654.6282 1653.0301 1.5980 2 11 3.3e+002 1 KVIVTGGSRGIGLGIVK

190 359.0400 716.0654  714.3912 1.6743 1 11 5e+002 1 LASKAEP

581 642.7200 1283.4254 1282.6339 0.7915 O 11 3.4e+002 1 IDIDHAAEMIR

621  656.1300 1310.2454 1308.6642 1.5812 1 11 3e+002 1 MTRAVLTTGGMR + Oxidation (M)

1145  752.6700 2254.9882 2254.0866 0.9016 1 11 3.1le+002 1 AEVVTGPEHSEVSKHAAESYK

1332 766.3200 3826.5636 3826.7778 -0.2142 O 11 1.4e+002 1 STVGPCDSELPDYQAVVAEDTAMPTLQSPQQAHIR + Oxidation
700  700.9900 1399.9654 1398.7520 1.2134 2 11 3.8e+002 1 WKKRPQDWQK

1077  714.9800 2141.9182 2143.1055 -1.1873 2 11 3.1le+002 1 IDRSMLSESLQQKAPPTAR + Oxidation (M)
1308 789.3600 3153.4109 3151.7142 1.6967 2 11 2.1e+002 1 LRQSGVFLNTTEGVLLQLVQDAKHPNFK

666 675.7700 1349.5254 1348.6333 0.8922 O 11 4e+002 1 LEEWLANDTMK

130 648.3900 647.3827 645.3268 2.0559 O 11 6.1e+002 1 AMTAPR

635 660.2900 1318.5654 1319.6933 -1.1278 1 11 4.5e+002 1 DGKVGSVTLESTK

544  620.7700 1239.5254 1238.6156 0.9098 O 11 4.1e+002 1 WNSHGLVAEAR

1170 766.4200 2296.2382 2294.1583 2.0799 1 11 3.3e+002 1 LESPEPLKTFNQGGYVYQPK

548  622.2400 1242.4654 1242.6932 -0.2277 O 11 4e+002 1 SRPLASGEVTVK

631 659.5800 1317.1454 1315.7095 1.4359 2 11 3.5e+002 1 EEAASPLKSTKR

817  840.3700 1678.7254 1678.6605 0.0649 1 11 3.8e+002 1 GMGNMQGMMKQMQK + 5 Oxidation (M)
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GDNVDDMRPEKIDKILK + Oxidation (M)
QKVCPACESAEL 1'YDPERGE IVCAK

NWQQVVNK

IFEGKHKDSVR

NQNAPADENT

MQEHSDQVPVGHIPRSMTIMCR + Oxidation (M)
KSPVSEKIMMK + Oxidation (M)
DNGGMLVWSPYHSIPDAK + Oxidation (M)
RLSQNTPEYK

SFLNLAKSNIHTLIPGYTHMQR + Oxidation (M)
RGVPGRSGG

ASACAGCPNQGVCSDPNKKLEDPGK
EASEGCVLASSKQGFASIVAVK

NDLQVIVER

QGQPVPWELR

APERGPSPPRPGKLFAFSAR

GSRVLVVCSELTAPTFR

MSVLIDEKSHR

AGTGGDEASIFSGDLFKMYSKYAEQR + Oxidation (M)
LDEMLVARNQKLQHAIELK
VAAWYDNEMSYTAQLVRTLAYLAELSK + Oxidation (M)
GENVEGQFSELKKMGSR

MGIKGLNSIITEHVPSAIR + Oxidation (M)
ADFIVEYNEKQK

KKTPAAPAK

MPVFQSKTFRR

GVEKQNSSMVTSVMLGEFR + Oxidation (M)
NFPGAPRPSHGCLEDWAR

IASPVTELYGK

NGESVEKIVEHK

TNKEEHKLQDSVPENK
FCVLTYMHLVACGAVPAGSATRLRDAVAK + Oxidation (M)
AMTPLSRESLK + Oxidation (M)
MYILTGPNMSGKSTYIR + Oxidation (M)

YNGT IHFANTGVASVK

CSIIVK

FSPSISDAAMAR
IPAMMNYTAGVKGLSSAIAAAEINTIFTSR + Oxidation (M)
FSAFNQR

NMKSM + Oxidation (M)

AADFLAIYR

ITRAGGVDVSSGVERAPGVK
TNPVLADAIRDAEAELGAHGR

VPVFSTQK

GPLTYLLLVAMLGAMIGLSKVPLK + Oxidation (M)
DISLAPFGKMQME ISENEMPGLMRIR + 4 Oxidation (M)
ITLCDPHR

QGRVVSNKMDK + Oxidation (M)
EAMVDMGLDPSLFTIDCLEYYGK
MWSYKDQMCLMVADMLEYVPVNK + 2 Oxidation (M)
TTSSLSR

MLSVSVWDKSMVGAVER + Oxidation (M)
KPAVPADPGMGGMGGMGGMGGMGGMGGMGMF + 5 Oxidation (M
YLKEWQPDFIVVGLPLNMDGSEQQLTLDAK + Oxidation (M)
FCNPLTNPISKPTWADSSDSHI INRFVR
GSILYLTFTGFSALNGHLENFTGKHEPVFYVRTER
LGEDGKVQALLDLLNIPYVGTGVQGSALAMDKAK + Oxidation (I
SISDLIGSLNNGRLYSQCISMSR + Oxidation (M)
AAQSPELGLVGSCVLVMLMKGK + 2 Oxidation (M)
QFNRSAAGSYD IHADVQRTMAAELAK
LNIVVLAAGLGKRMYSALPK + Oxidation (M)
EACASGK1YMSK
IGTSALATRGFGETEFTEVAD I IAETLKPGSDLAALR
VNLPLICFQY

FNVSRMTIYR

HWSSQGCVLMQAYDVEK + Oxidation (M)
TTVYCTHCQN

AIGKSSGGV IMFK

FGAEYAYGD IKEVIDGKEYK

MEQGGRLFYMGAGTSGR + Oxidation (M)
EETVSGMARAR

MDALGLGQAFHTALAQR + Oxidation (M)
SRPEESINKK

GWVPSNYLEKK

VNSSNGTKIEIMDLFFNIPARR + Oxidation (M)
FEGGLRVTDAKTVEIVEMVLAGSINK + Oxidation (M)
YESPTQMTAR + Oxidation (M)
IGELAKLMSDAGLIVLTAFISPHR + Oxidation (M)
AGDEA

EYAQQIVK

YQFLVMDLPMVSEDRLHCMDILFAFTAR + 2 Oxidation (M)
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GVSSMAK + Oxidation (M)
CGVWSVRAFHLYGGSFR

YTDL I THFQMKAYLRGEPLPFSGEQVQEILYSVMPSSK + Oxidatis
GVKSHNLEGLR
ARVNHPMLSSVESYSGFMTVDAKHNSNLFFWYVPAK + Oxidation
STSDDLKTHKLSSGVQETLK

DALPKVMAGMGIAVISTSK + Oxidation (M)
ENEDSMAK + Oxidation (M)

MLMPPRAK + 2 Oxidation (M)
DLKPANTMVTSDGVLKIGDLGLAR
DMEEYGEVCKELDTAK + Oxidation (M)
HTNERRVHLDQALAFR

AGGEAYAALLTLLKAEHGGPAR

SDEDLRADYR

MMAGLLFPTSGFVKVDEEQVTREMVR + 2 Oxidation (M)
SSRLMAEGADVND IDGVR

YPLSGMGLPTFK + Oxidation (M)
QDEMNDIIRILSRK

NLVEPSPHSFDLAQKR

NNRNNNSNAGGSGLMPTLI + Oxidation (M)
VAHFRDPDHNLIEIYKML + Oxidation (M)
FMYEQPAAWHDLMER + Oxidation (M)
NATAVTAEGQR

1AVDDGHGENSPYFDGWK

ADPTIK

SMIKMSSIKVLTLGDQGGEIR + Oxidation (M)
QGGGTAGHR

KVESDVGKK

TLNPEQEFATMSMGRLGR + Oxidation (M)
AARSAR

AGRLIVELAKR

LAVGDTV IAGAYVDVKPGNVMPLGNMP I GTIVHNVELK 1GKGGQIAR -
FFCVTMTETLHIIVTLAMMRNRLSIALALR + 2 Oxidation (M)
GVMLKGDLGKPTTLKVSFG + Oxidation (M)
DDVVDGGAEHIAKTVSCLK

YSLFDTSAR

1AL ISRGDLTYYEKAK

LGLYYGNK

LGIDNVESFPPR

QSLPKHVAT IMDGNGRWAQTQGKPR + Oxidation (M)
FGMLCAMEFYTDEELMEIVVR + Oxidation (M)
MAQVPDR + Oxidation (M)

NQGFHYVLIATGTDK

TTTISCLTGINPVTGGDAL IYGDSIRSSVGISNIR
MQMNMTAPMDIGVEQEGPR + 4 Oxidation (M)
FIPGDRVVVMSGASK + Oxidation (M)

ADAALVR

EMEAELEDEKK + Oxidation (M)

1CDECK

AMPTILGGASGWGEDE ISSGRFK + Oxidation (M)
AHQGLAR

MRRCAVLHR

WEYDYHPEAGSPEAALSEF IKVRDWY
AQDCMLLAAEGDSALSLLRAGLTLGK + Oxidation (M)
AEAFGAESSSSTIMGILPHSDASNYCK + Oxidation (M)
RDGGPEPTDA

RLEVQEEMIRAVLSALR + Oxidation (M)
AQFEAHLRR

PALLKINK

ASKFTGLMENMKVLYDDHYVSATK + Oxidation (M)
VSPGNGWMIRETACLSK + Oxidation (M)
LIMIIRETYGLPKYTIR + Oxidation (M)
MQGKEYTSSSLMHIDFLQR + Oxidation (M)
RTFMLAGIDKVR

LQICTQHHTEAIGKNNPPLKSR

LAAEKKASAEAR

AKVHTEMKMR + Oxidation (M)
YVDNEMEFVQMCNFGL + Oxidation (M)
SQILISSWFRGNMQKK + Oxidation (M)
MDEHVLLGR + Oxidation (M)
NLSKSSDTGTKLMGFSGNVR
MGVISTASITTAENIDLLITDNK + Oxidation (M)
INNVYETERIWRVMK + Oxidation (M)
SKLLYNFYKAR

1 INQLSHMGFVEAIRGK

AATHER

SKGSLGSLNMITGKNCVEHGK + Oxidation (M)
ASIWILGPLVAR

LPSARAAPAPALAKKPT IPKPK
ELEEKMVALMQEKNDLQLQVQAEADGLADAEER
VLAQNSGYDLQETLIKIQTK
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RATDKPFLMPVEDVFSISGR + Oxidation (M)
QNGEFVLIQR

EGGAAHR

NNNKMSLKK + Oxidation (M)
IFLTGIPSILSESVAVNALNEVLDELRLEGLEEPEK
APVFTDDT

ALEGVLGEAETVK

NLPIALYAWR

IFENASAVNTAAGK

EAPGFFHIVEDMAMVAQIPMPR + 2 Oxidation (M)
GRIAEVRSGALAVDEPVVR

GMNEDMYNNGWK + 2 Oxidation (M)
VGLHVANITGMRR + Oxidation (M)
NLMRFKVSNYESDNVH IEINPYEEN LAY INK

GSRITK

VDNDYK

LGLKPDLVTYK

NMSVDKAEPANPYAPK + Oxidation (M)
WVKFEKTTYMDPTGK

MEIINGPVLPR + Oxidation (M)

LICFSDDMDGLR + Oxidation (M)

SPRHSR

QQSNSGTKAK

MRPSAAAGGGGGGGGR + Oxidation (M)
QADIVISAVGKPRL IDK

LLDAVGR

MQKVPQSEIEPRVMEALR + 2 Oxidation (M)
EFKECMECLEKPMAPQNDKNEIK + 2 Oxidation (M)
SARYPK

SVPVEA

VIEMARGNARR + Oxidation (M)

DHDVVEEF IGNIETYKDVEG I SDENALKG I SLLFYGMASTWWQGVR +
NRNPHMNR + Oxidation (M)
YPKDEATGIAVGTVSMVIEEK + Oxidation (M)
LAQFKESSTWLMQQANLKR + Oxidation (M)
SSDSLILTSQDFK

SRSKEMSNLLATESMGYIEK + Oxidation (M)
KYVGAYAAAMGGVDVLVFTGGVGENQYTTR + Oxidation (M)
QFAMSHPKITATLNGSKR + Oxidation (M)
QTTVPAK

KIGHILDNIDELTISHLR
MNSLLMITACLILIGTVWAEDGYLFDKRK + Oxidation (M)
GTQAPAFAQK

EATTPDAEAPEAAE

YHGVSSLLDNDIQGTMK + Oxidation (M)
VKDGAKDLVPLILKINK

YNMYMGAGFTGDRLSKMYK + 2 Oxidation (M)
MAVAGPEIERLIQLLAR + Oxidation (M)
LTFDAITTIRGEVMFFKDR + Oxidation (M)
GMAAEGNPYTGFLYAGLMIDK + Oxidation (M)
HIQEEDVIILR

ARALSTNSDPK

LTMIVLGLNNIRETTLFPR + Oxidation (M)
QGSPELLGRGELRTPLFLPK
TDLEASGRGELFGAGGPPLPSGNMLMMDRVIK + 2 Oxidation (I
LTEAKDGSNL IGQFGVGFYAAFMVADR + Oxidation (M)
GGGGGGTPK

AIDETR

MAALMVTAIGLFTAMELATLTSK + 2 Oxidation (M)
SMTMSK + 2 Oxidation (M)
1VVPMESPVRMLITSEDVIHSWTIPSLGTK + 2 Oxidation (M)
RGGDGVPR

FSSKGVCMR

APDAQR

KPAAAAKKTAK
1PAGVDTGNQLRLSGEGAAGENGAPNGDLYVV IHVR
METINACLK + Oxidation (M)
TVVRINAGGTADQAR

MADVIRAELLEIIK + Oxidation (M)
KLTFVGELAHGR

IKAEAAEAANR

HGHKTPV IMKQMTDLNGNPYK + Oxidation (M)
EFGLPFKS

GLAVMNIGMSSK + 2 Oxidation (M)
GIAACMTCGNTKVLRAVHSLLSR + Oxidation (M)
IMDVLGNP IDEAGPIATEER + Oxidation (M)
LQVPKFP1SSTGDKNELYR

VRQIDFIAAR

LIGVEAAGEGMESGK + Oxidation (M)
QQVSENAEDAKKK

GEIKLIVLNTTK
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696 697.6700 1393.3254 1393.7201 -0.3946 2 8 5.5e+002 1 ERSSEAFAKEIK

622 656.3600 1310.7054 1310.6942 0.0112 1 8 7.3e+002 1 QEIGTLERHTK

752  738.7700 1475.5254 1475.7191 -0.1936 1 8 6.3e+002 1 RVVGEMLEGWER + Oxidation (M)

1278  728.2800 2909.0909 2909.4665 -0.3756 1 8 3.6e+002 1 ILQANALDLEQAATHGISETMQDRLR + Oxidation (M)
199  723.1900 722.1827 721.3395 0.8432 O 8 6.4e+002 1 TDPYAR

565 631.6600 1261.3054 1259.6041 1.7014 O 8 6.2e+002 1 QTQGIGAGQMNR

1134  748.6200 2242.8382 2242.9697 -0.1315 O 8 4.7e+002 1 FCYAGSIMSHATPGLDMPEK + 2 Oxidation (M)
1305 780.4400 3117.7309 3118.6994 -0.9686 2 8 4e+002 1 LMARLMEAESPSPITTPHLSRLLTLIGR + Oxidation (M)
391 524.2500 1569.7282 1570.7814 -1.0532 O 8 2.3e+003 1 AYDP I IHDVCLQK

427  546.5000 2181.9709 2180.0320 1.9389 1 8 1.8e+003 1 LRALNHSPMSDASVNFDYK + Oxidation (M)

1225 853.3600 2557.0582 2557.1431 -0.0849 O 8 4.6e+002 1 AQYSMQFSHYDEVPANVADELK + Oxidation (M)

37 528.3200 527.3127 528.2478 -0.9351 O 8 4.9e+002 1 GMGHK

693 688.9100 1375.8054 1374.8023 1.0031 1 8 8e+002 1 NWLYVLQIKAK

529  612.9900 1223.9654 1223.7965 0.1690 O 8 5.5e+002 1 LLLLAALISAAR

778  778.0500 2331.1282 2330.2158 0.9124 2 8 1.5e+003 1 KQKTFILDSESLSFDATNFK

1224 1275.9600 3824.8582 3822.9792 1.8790 1 8 8.7e+002 1 LLQLDGPSGELKHGVFTDLLDNLEAGDLLVFNNTR

799 809.3500 1616.6854 1617.8396 -1.1542 1 8 7.le+002 1 MGVVTKEQDDLVIR + Oxidation (M)

1081 1073.8300 3218.4682 3216.6680 1.8002 2 8 1.1le+003 1 ALAESLASRGWDVVVAAPLGNWSGYSKSIGR

1280 973.9800 2918.9182 2919.5164 -0.5982 1 8 3.6e+002 1 NNIDKPGMIYLLDTDGTKWLISLQR + Oxidation (M)
188  716.4800  715.4727 715.4228 0.0499 O 8 1.1le+003 1 I1SSKPGK

1150 758.1600 2271.4582 2272.2215 -0.7634 1 8 4.7e+002 1 LFHINNNEITPYTLSLGAKK

107 312.0400 622.0654 621.3737 0.6917 O 8 6e+002 1 TILIY

196 720.6700 719.6627  719.2973 0.3654 O 8 7.2e+002 1 AAIESDD

999 653.8400 1958.4982 1957.9852 0.5129 O 8 5.le+002 1 ILETMPPTLLQAEAMER + Oxidation (M)

1046 510.6600 2038.6109 2037.9037 0.7072 O 8 4.9e+002 1 AQPQTMFPSASECNAFPR

1276  725.6200 2898.4509 2896.4243 2.0266 1 8 4.9e+002 1 IKGVEATASFDTGPLTHTLGYDYVDAR

1044 679.4800 2035.4182 2033.9815 1.4367 O 8 4.9e+002 1 AVMDAVHMNFKPEFLNR + Oxidation (M)

811 554.3800 1660.1182 1658.8549 1.2633 1 8 6.2e+002 1 QEAVVEELVKGMEAK

879  599.1200 1794.3382 1793.9788 0.3594 O 8 5.3e+002 1 LLQGPAPRPPGEPPGSPK

611 650.9700 1299.9254 1297.7401 2.1854 2 8 7e+002 1 GLAPQRTRMLR

1255  701.4800 2801.8909 2802.3056 -0.4147 2 8 4e+002 1 WDLDENDEDVTSSEGEKPKQLGRR

499 597.0700 1192.1254 1190.6295 1.4959 O 8 6.2e+002 1 NQVSIDQIFK

930 617.0500 1848.1282 1847.8764 0.2518 O 8 6.5e+002 1 MQFPAFYVTGTDTGIGK + Oxidation (M)

832  849.4000 2545.1782 2544.3291 0.8491 2 8 1.7e+003 1 EMDIRMGVDLVAASTNPLIKEVK + Oxidation (M)
184 711.6400 710.6327 711.3664 -0.7336 O 8 4.2e+002 1 SHAAAQK

397 525.8700 1049.7254 1047.5825 2.1429 2 8 7.8e+002 1 FRKLGDANK

1316 677.3600 3381.7636 3381.8469 -0.0833 1 8 4e+002 1 LTLLTEQAPGP I IMDLTGDLDALKNQVFVLK + Oxidation (M)
1137  750.3000 2247.8782 2246.1259  1.7523 1 8 5.2e+002 1 QAAEEYGYKAENFITYPIK

1298 766.7100 3062.8109 3063.4574 -0.6465 O 8 3.9e+002 1 ITHALTTQTAYELHVDLEDFDNGTAYAR

809  551.4400 1651.2982 1649.8593 1.4389 2 8 5.7e+002 1 LAKMSLKSTSQMPGR + Oxidation (M)

866  880.1500 3516.5709 3515.7865 0.7844 2 8 1.5e+003 1 ESILHFASRGVMNIEGMGDSLVNQLVDRGLVK + 2 Oxidation (I
1051 690.9900 2069.9482 2068.9968 0.9513 1 8 6.7e+002 1 MGVPAMIHEQNAVMGRANK + Oxidation (M)

41 536.1800 535.1727 534.2398 0.9329 O 8 9.8e+002 1 SSGER

133 652.8600 651.8527 652.3180 -0.4653 O 8 5.le+002 1 NGTSFK

255  394.4800 786.9454 786.4599 0.4855 O 8 9.3e+002 1 DLTILGR

735 724.3100 1446.6054 1446.5893 0.0162 O 8 8.3e+002 1 TDSMSSTASSTSNR + Oxidation (M)

412  536.1500 1070.2854 1070.6124 -0.3270 1 8 6.6e+002 1 FVPPKLQDK

792 800.7700 1599.5254 1597.9039 1.6215 2 8 1.6e+003 1 VVEIVRSSLKDPEK

1297 613.4000 3061.9636 3062.6005 -0.6369 2 8 3.8e+002 1 EVMRLKPSAAKGQYVQGIAVSSTMSPGVR + Oxidation (M)
434  558.2700 1114.5254 1112.6414 1.8840 2 8 9.5e+002 1 KAAAVPASSRR

614  652.2400 1302.4654 1301.6436 0.8219 2 8 7.7e+002 1 EAERSARQEAR

332 459.5000 916.9854 916.4913 0.4942 1 8 8.le+002 1 GDRIGMIR

101 616.3400 615.3327 615.3089 0.0239 O 8 1.4e+003 1 GGQAQR

997 653.2400 1956.6982 1956.0905 0.6077 2 8 5.6e+002 1 KAHIVRATLESIAYQTR

316 897.4100 896.4027 895.4837 0.9190 O 8 7.le+002 1 SLLTFGMK

219 748.0800  747.0727 746.4035 0.6692 2 8 9e+002 1 TQTRGKG

906 908.8700 3631.4509 3630.8273 0.6235 1 8 1.5e+003 1 GVIMDVTNVEQAQVAEEAGAVGVMVLDKLPYDVR + Oxidation (I
160 682.1600 681.1527 682.3511 -1.1984 O 8 5.7e+002 1 AHSGGVR

524  612.8600 1223.7054 1224.6285 -0.9230 O 8 8.3e+002 1 HQDIVMDLVR

615 652.2500 1302.4854 1301.7125 0.7729 2 8 8.3e+002 1 KEDLMVNKLGR

1272 479.6900 2872.0963 2870.4671 1.6293 2 7 4.3e+002 1 LTKDPVMRYTSDMVPVTTFTLAVNR + Oxidation (M)
1178 464.8900 2319.4136 2319.0390 0.3746 1 7 5.7e+002 1 TGAKITVQEDGYYEESEESGK

596 645.6700 1289.3254 1288.6623 0.6632 O 7 7.2e+002 1 GENILVSASAGSGK

543  619.7900 1237.5654 1236.5842 0.9812 O 7 8.3e+002 1 NVIMELSEMR + Oxidation (M)

489  586.4200 1170.8254 1169.6781 1.1473 2 7 8.3e+002 1 RLKAHNLYR

645 664.6700 1327.3254 1325.6472 1.6783 O 7 6.8e+002 1 TGLKPTCYVCK

1295  762.4300 3045.6909 3044.3334 1.3575 1 7 4.8e+002 1 MY IFGGWVPHKGENPETSPHDCEWR + Oxidation (M)
1317 678.1700 3385.8136 3383.7759 2.0378 2 7 4.2e+002 1 GLAEESALKVLELTGGTLMAVAESSLGFRHGPK + Oxidation (M
1161 1145.3000 3432.8782 3433.6758 -0.7976 1 7 1.2e+003 1 DKNGFILSEDDLWDIVFYDIEFHSTIYK

1284  742.2200 2964.8509 2963.4110 1.4399 1 7 4.2e+002 1 MSGQGFSAEEFVNTLEEKEIADIIYK + Oxidation (M)
644  664.0200 2652.0509 2653.2265 -1.1756 1 7 1.9e+003 1 ADERDFTLCADMYNLLGIHEVR + Oxidation (M)

681 682.0700 1362.1254 1362.7143 -0.5888 1 7 6.9e+002 1 ASILEGSSKWSAK

261 397.8600 793.7054 792.3766 1.3288 O 7 6.6e+002 1 YSVGDPR

506 602.6300 1203.2454 1203.5706 -0.3252 O 7 7.5e+002 1 TTFDHPSMIR

805  819.5500 1637.0854 1635.7605 1.3250 2 7 6.7e+002 1 KATPKDAMMMPPMR + 2 Oxidation (M)

1231 645.3100 2577.2109 2576.2866 0.9243 2 7 6.le+002 1 EDMELGLSVTLRGEKMYTFLTK + Oxidation (M)

118 633.1900 632.1827 633.2792 -1.0965 O 7 1.4e+003 1 EGMGPK + Oxidation (M)

1227  642.7400 2566.9309 2566.2386 0.6922 1 7 4.9e+002 1 EGQHYNKLINSINYHDIHMPK + Oxidation (M)

1307 781.3900 3121.5309 3119.5267 2.0042 1 7 5.1le+002 1 IVPVLEGMNAFDQAS IDLAMIDRDGTANK + Oxidation (M)
1333 643.5700 3855.3763 3855.8958 -0.5194 2 7 2.9e+002 1 QGFAEMFKGGV IMDVVTADQARIAEAAGATAVMALER + 2 Oxidat
656  670.4400 1338.8654 1339.6844 -0.8190 1 7 8.le+002 1 HSLEPSVNSRSK
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EESVLSELPLAEQDR
EITGKAM

GADFGTVSET IKKTAFK

EPGYHENGVVKAENGTSSR

VMNVLGGTIKNSRDTVLLSNSK + Oxidation (M)
MNVGQILETHLGLASKGLGRK + Oxidation (M)

GGSEMR

NSNDDPWYVVDKEMDRNVLVVGQGGNHPR + Oxidation (M)
QRSATPTFVSR

DIAFGPVNLGENKQEAYNKVPELLK

AASEMR

FENHFSL IKDSLEFEVYSPMLALYSILSNFK + Oxidation (M)
SGSKT

MQHRGA I LADGK

AIPAGGK

QVKGQMEGFK + Oxidation (M)

RMGLFGRELIPDPAR + Oxidation (M)

EPAKKVR

SYDIAQDAPDGLAVLAAFVEVK
QGVCIRCYGMDMARL I PAE I GEAVGT IAAQSIGQPGTQLTMR + 2 O
VPGGER

EQPRSAISGGR

ASSNFYKNLGPR

LDVFSFGENQNCLVGSVDLLYRNSWNEVR
DFGSVYQEYAETMSNLSLKIMELLGMSLGIK + 2 Oxidation (M
AASAKGAAGAAGAKK

MVMTVFACLMGKGMK + 2 Oxidation (M)

ASTPHIR

YSAGR

SHGSSK

KRSTTQILTR

WD1QLKGSGVSDFSRQGDGR

GYFPPR

I1DYNVQNVSTSVEEGYK

MDFVNNDTRQIAKNLLGVK + Oxidation (M)
MATVPTKSHMK

SEMVLMEYFNMK

AGLGMVDGMLK + 2 Oxidation (M)

YGYTGK

ASY ITPVPGGVGPMT IAMLLKNTIK + 2 Oxidation (M)
GDRASSISSIGTPALSLAEYR

LLELFMSYPRR + Oxidation (M)

LPWGNG IVSLTPAPDHVRCLLVLDDFRDLMTATAR
DLLGAACSMSKVNPKVTDK + Oxidation (M)
LFAMEGAELDVRPGALKAIAR + Oxidation (M)

LANYVR

MRCSAISPGSGTI INAISTGKGSAFGIDLK + Oxidation (M)
VEQVFQVTFT I IGLLDHTGAHGSKASRQIWLQLK

AEPVLPK

ELITYGLKGLSAYMK + Oxidation (M)
ELNIEPTDLMNREKK + Oxidation (M)
MKRMIALDGAQGEGGGQIMR + 2 Oxidation (M)
GIANAPVINR

KILVTTSALNDIK

EAAKATA

LSGSPDPRSSGSGNAGATNMLR
ILFSLGITRFLMLGLFLVNTIYFVSSNMER + Oxidation (M)
ENEILKISAK

I1DDWLAELSFNV 1GRIVCGFQSGPK

LMLSIHR

QNGLME

PAIPPK

HMSKKDDK

QSLGFPMCKR
SALQSAAIETDKPVQIEKPTDKKNGDFSTNIALLLSK
ELRKGMEEENK

FDPSVKPVVLGKG I PASPGAAVGVICFCPMR + Oxidation (M)
DFVQWLMNT + Oxidation (M)

AMQMVSTSKMR + 2 Oxidation (M)
LLTSPMTPLTPSGGSSSSGGK

KDNGMTK

SLSSSL

YRLAKYMPEK

KNGMEF

GAPVMATDLRASVSLVIAGLAAEGETMVSR + Oxidation (M)
KPLPPVPLGMIGK + Oxidation (M)

GAVVEDK

LAETLSAAEAR

LAEVFD

MSKAVDAINQMEPAMEQLSDEQLAAK + Oxidation (M)
AATAEYK
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HDDDASK

SSVAER

NMAAGAAKR + Oxidation (M)
EIFREEGLLNINFK

AMKSNNMMINVPGFMK + 2 Oxidation (M)
FHTLLTKEK

NTLLKSAALARR

LVNMPLELACR + Oxidation (M)

WGPGCTK

NIGLIAKEISSRK

GLAFHAGGKYLTSASDDK

LLMFMIR
IHIHAFSPMEVVHAARNSGMTVEEVLKELK + 2 Oxidation (M)
TILDVGCGSGYHCWRMAGAGARQV IGIDPGLLFMFQFLAVK + 2 Ox
FGGDK
SSGLRICTAAGSTAAMQSAGGFVMPMLSRDLQFMVR + 2 Oxidatit
ASRLITNFMEPMGFVTCK + Oxidation (M)
NEETLEPVR

AKTLAV

ILKNGISIVDDK

GIVFNGPR

HGG ITNMMDRLSNPAKILAFDMAEELK + Oxidation (M)
LAQKVMFQMDPELAHNIAIGSLK + 2 Oxidation (M)
ADTPL

IDTYRSGGAGGQHVNMTDSAVR + Oxidation (M)
GNDEPQ

GYMDEIR + Oxidation (M)

TNCMY + Oxidation (M)
LVVIDTAAGMEKTR + Oxidation (M)
EGYLLGSRG

TAHGGK

IMMPR + Oxidation (M)

SSVIDDK

MAGVSNVK + Oxidation (M)

HLKSEDDMR + Oxidation (M)
HHLRPALQGLR

GTMVGAAT + Oxidation (M)

RNGTSEPFR

GSMILDITGNSMSAIVK

LANADMTIVAQAPR + Oxidation (M)
IPIQKNR

TNSHK

AYAIIEQGMISRIIEARPEEIR + Oxidation (M)
DGRWEAQVGL IKMTLEEQEFNLLK + Oxidation (M)
GAMGSR

GTGGPGSESPKGTGGPGSEGPK

AGPGSRYWR

GNMHNLAGARGVTPAAISR + Oxidation (M)
GNKLIPQNLSITEK

HGIYK

NSVLDGDK

SIAIPPK

QDGHSASGR

LHLYSNYVVR

ACFDSIPHDKLIALLSSK

LKDSPR

GEHFDR

AAEGDLGGTMR

VTPPAREK

TQTGEHLLVLDLLNIPTIVVINK

SPAGR

ALSGKKK

QRIALV

GKEDGAYVG

CPVDHR

GSSSTMSK + Oxidation (M)

AMGMD + Oxidation (M)

AVTGSGK

RMGTKK

DYGKQMAGDDCMAGR + 2 Oxidation (M)
YAHPDDLLAR

LGWSGSSSPKLN

QTFEALTKAEELTK

GISAGMK

IAELMIK + Oxidation (M)

DSWGG

VAEPR

MRTLIFSDDAALR

SAKGVSEK

GNSKMK

AGGRSR
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M 990 964
M 69 585.
M 710 706.
[ 395 525.
[ 1285 746.
M 114 629.
M 29 850.
[ 828 845.
4 518 607.
M 765 755
M 51 555.
[ 593 645.
M 92 605.
M 209 736
M 247 772.
M 80 593.
M 88 602.
M 67 584.
M 70 586.
[ 384 512.
M 216 744.
[ 435 558.
M 156 679.
M 267 810.
M 234 758.
[ 350 958.
M 411 534,
M 93 605.
[ 174 698.
M 202 726.
M 295 850.
M 65 578.
M 210 737.
[ 135 654.
[ 664 675.
M 44 547.
M 205 729.
M 172  697.
[ 708 705.
M 94 606.
240 765.
M 334 460
[ 185 357.
@ 365 494.
M 71 586.
[ 140 661.
M 124 637.
M 221 749.
[ 158 681.
M 297 854.
M 767 757.
M 477 582.
M 117 633.
M 159 682.
M 86 600.
M 52 558.
M 213 738.
M 236 760
M 491 591.
[ 163 344.
@ 18 476.
M 8L 59%.
[ 289 845.
M 1 375.
M 2 391.
@ 3 39.
M 4 400.
M 5 404.
M 6 419.
M 7 422.
# 8 433.
M 9 434
10 435.
M 11  440.
M 12 449.
@ 13 450.
M 15 466.
@ 16 469.
M 17 470.
M 18 479.
M 22 495.
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ALEKALLDGMGSCLFER + Oxidation (M)
VAGALR

LNWMNGVYIRK + Oxidation (M)
QLVSSSVNSK

LDDGE I LGDNTDGEGLVQDLLAQQVLLK
LVNGPK

TAASGAAGDK

NNYDNQLSSYKNTK

ELYYGVQDVK

GDEGPMGLKGYLGAK + Oxidation (M)
DPPGAP

QGMPMGGKVTLR + Oxidation (M)
APASMK

ACCAPR

RGSIPLK

ILNFS

IMPAR + Oxidation (M)

LSHNN

TSHIK

DSDPVSLYK

TPITKGK

TGAGRPNNSGGK

GMPTFK

AEPKHVK

TALNIPK

GLLALVSQR

SDNEATVSSR

VGVSSR

GAGHSDR

QPERVV

TCGAKSPK

GTAAMK

KDPYGR

EAEVHA

MEKTVVVRVDR + Oxidation (M)
EKGTI

SAPAILR

GAADHAR

LRLESSSSPMMR + Oxidation (M)
GAMAGAK

1GQQLHA

ERKGQFR

EVGGSHK

GARQRVMR + Oxidation (M)
SDHTK

GFSGHR

PPLRR

GVSSIER

ITSHPK

IPTDFYP

TLDDAEALAHAMVR

VLDVNFNQSK

IVVSSK

VPRVLV

AKPER

AGPDAK

GAEMVSK + Oxidation (M)
YGCGSSK

VVNESSKAAMK + Oxidation (M)
AAPGSKR

SGANK

PKPPR

HGATPSFK
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@ 17
8 177
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& 203
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8 211
@ 230
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@ 243
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@ 264
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B 294
@ 32
@ 352
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Search Parameters

Type of search
Enzyme

Fixed modifications
Variable modifications :
Mass values
Protein Mass
Peptide Mass Tolerance :
Fragment Mass Tolerance:
Max Missed Cleavages
Instrument type
Number of queries

: MS/MS lon Search
: Trypsin
: Carbamidomethyl (C)

Oxidation (M)

: Monoisotopic
: Unrestricted

+ 1.2 Da (# 13C = 1)
+ 0.5 Da

: 2
: ESI-TRAP
: 1342
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